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KARYOTYPE EVALUATION ACCORDING TO PATIENT AGE IN MULTIPLE MYELOMA
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Introduction: Multiple Myeloma (MM) is a genetically com-
plex disease with several chromosomal alterations, divided in-
to primary, observed at diagnosis, and secondary, due to an
accumulation of genomic defects in clone subsets that pro-
vide an advantage in disease progression. However, these da-
ta generally refer to a younger population, in which karyo-
type is currently evaluated: in elderly MM patients, karyo-
type is not routinarily assessed. The aim of this study was to
evaluate the existence of significant age-related differences
in the cytogenetic and clinical characteristics of patients at
disease onset, in order to identify age-dependent specifici-
ties.
Methods:  The  cohort  analyzed  included  a  total  of  105
consecutive newly diagnosed MM patients from 1/2018 to
12/2023 with an available cytogenetic characterization, per-
formed at our Center in all cases; the entire cohort was divid-
ed into two subgroups according to age at diagnosis (< 70
years  versus  70  years  or  older)  and  evaluating  for  each
group the clinical and biological features and the overall sur-
vival  (OS).  Statistical  data  analysis  was  performed  using
SPSS software.
Results: The main clinical features of the entire cohort and
according to age are reported in Table 1. The only clinical
feature with a significant different distribution in the age
groups was the light chain type [k chain in 36/54 (66.6%) pa-
tients < 70 years compared to 22/49 (44.9%) in patients ≥ 70

years, p=0.026]. Numerical distribution of karyotypic abnor-
malities at FISH analysis as well as cytogenetic risk cate-
gories were similar in the two group (Table 1). As to the most
frequent  karyotypic  abnormalities  reported,  no  difference
was observed for del 13q, ampl 1q, ampl 11q and ampl 14q
between the two age group: the frequence of t(11;14), on the
contrary, was significantly higher in the younger age group
[15/53 patients < 70 years (28.3%) versus 6/49 (12.2%) in pa-
tients ≥ 70 years, p=0.045]. Five-year cumulative OS of the
entire cohort was 54.8% (95%CI 40.6 – 69.0), without differ-
ence according to age group [5-year cumulative OS in pa-
tients aged < 70 years 51.6% (95%CI 32.3 – 70.9) versus
60.5% (95%CI 41.8 – 79.2) in patients ≥ 70 years, p=0.997].
At univariate analysis on the entire cohort, the karyotypic fea-
tures with significant poor impact on OS were the high risk
cytogenetic group (p<0.001), presence of ≥ 3 alterations at
FISH analysis (p=0.001), presence of ampl-1q (p<0.001) and
presence of t(11;14) (p=0.03).
Conclusions: Present data showed no difference in the dis-
tribution of karyotypic alterations in patients with MM ac-
cording to age from a quantitative and qualitative point of
view,  with  the  exception  of  a  higher  rate  of  t(11::14)  in
younger subjects. It is worth of note that in our cohort OS
was similar in the two age groups. Considering the strong
prognostic value of karyotype, a larger use of cytogenetic
evaluation also in elderly patients should be encouraged.
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