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Supplementary Figure 1. MM19 and MM21 trial schema. ASCT, autologous stem cell
transplantation; DRd, daratumumab-lenalidomide-dexamethasone; ITd, ixazomib-
thalidomide-dexamethasone; MM, multiple myeloma; MRD, minimal residual disease; MS,
mass spectrometry; NGF, next-generation flow cytometry; PD, progressive disease; PR,
partial response; R, lenalidomide; Td, thalidomide-dexamethasone.
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Supplementary Figure 2. Overview of the EasyM assay. LC-MS/MS, liquid
chromatography with tandem mass spectrometry; M-protein, monoclonal protein.
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