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Supplental Figure 3

 



Supplemental Figure Legends: 

 

Supplemental Figure 1:NXPE2 has the same properties regardless of the amino acid 

variations found in B6 and WSB mice.  HEK cells were transfected, as described in the main 

text, and then stained with TER-119 and analyzed by flow cytometry.  Transfection conditions 

consisted of expression vectors encoding either the B6 or WSB variants of NXPE2 (alone or in 

combination with mGPA).  Both B6 and WSB NXPE2 variants conferred TER-119 reactivity 

when co-transfected with mGPA but not on their own.  There is no amino acid variation in 

mGPA between B6 and WSB strains.   

  

Supplemental Figure 2:  Cis-eQTL effect on NXPE2 expression in DO liver (A) and bone (B) 

tissues.  WSB is shown in purple.  Small circles and large circles indicate DO mice 

heterozygous or homozygous, respectively, for the WSB allele in the identified QTL on 

chromosome 9  

  

Supplemental Figure 3:  NXPE2 mRNA is selectively expressed in the erythroid lineage in 

mouse bone marrow. (A)  Log expression of NXPE2 mRNA is shown from the indicated blood 

lineages based upon curated data from the bloodspot database. (B) Lineage specific graphical 

heat map of the same data as shown in panel A.  Both images were generated using the 

publicly available Bloodspot Database. 

 

 


