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Supplementary Tables

Table S1. Primer sets for reverse transcription-polymerase chain reaction.

Target Forward (F) / Reverse (R) Primer sequences (from 5'to 3')
KMT2AT F CGTCGAGGAAAAGAGTGA
sMLLT3 R ATGTTTCCAGGTAACTCTGTAGT
“MLLT10 R CTGGAAATTTGCATTTGTAA
SMLLTA R TACCCCGACTCCTCTACTT
GELL R CCCATGACTGGAGACATACT
F1 CATCTGGAGGAAGGCTGA
R1 TTGTGGATCTTCAGGT
CBFA2T3::GLIS2 CGGTTGTGGATC ¢
F2 TCGGGAAAGGCAGTCCTGGTAGA
R2 CACAGAAGAGTTTCCGTTCGTCGG
F1 AGGGCCTCTTGGTACAG
R1 TAGCTTCCGTTTCCGTTTCT
NUP98 ::KDM5A
F2 GTAAACCAGCACCTGGGACTCTTGG
R2 GCCCCTGCTTCTTTGCACAGTTTAT
F1 CAAAGACAAGGAAAACACCGG
R1 TCCAAAATGTGCATCCTGACC
RBM15:MRTFA
F2 ATGCCTTCCCACCTTGTGAG
R2 CGCTCCAAGCTCCTTCTCTG
FUS -ERG F CAGAGCTCCCAATCGTCTTACGG
R CAGGAGCTCCAGGAGGAACTGC
MNT ~FLI1 F CGGCCTGGGCATCATGTCTAAC
N R ACTGATCGTTTGTGCCCCTCCA
GATA2 -HOXA2 F TGACGGAGAGCATGAAGATGGAAAG
R GAAGGGGGACGGACAGTTCTTTCTT
NIPBL --HOXBY F CCATGCACAGTAGTCCTGCATCTTCC
R TAGAACCCGGGCTTGCCTGACA
C801776 “HOXAT1AS F CTCTGCGAGCCGCAGTGGTTTT
© h R GCGCCGGCCTCTTCAAGAAATG

The KMT2A forward primer was shared between every reaction for KMT2A rearrangements.



Table S2. Key clinical information of the patients.

Total,n =30

Age at diagnosis, median, years 1.3 (IQR, 0.3-1.8)
Sex, n

Male 14 (47%)

Female 16 (53%)
WBC count, median, x 10° /1L 12.7 (IQR, 6.0-18.7)
Blast count in blood, median, x 10 ‘i 1.3 (IQR, 0.3-4.4)
Hemoglobin, median, g/L 82 (IQR, 68-88)
Platelet count, median, x 10° /L 37.5 (IQR, 20.8-61.3)
Serum LDH, median, IU/L 1,513 (IQR, 577-3,153)
Hepatomegaly, n 21 (70%)
Splenomegaly, n 16 (53%)
Hematopoietic cell transplantation, n 18 (60%)
Follow-up period, median, months 91 (IQR, 12—-145)
Status at the final follow-up, n

Alive 20 (67%)

Dead 10 (33%)

Abbreviations; IQR, interquartile range; LDH, lactate dehydrogenase; WBC,
white blood cell.



