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Supplemental Table 1: Characteristics of patients
analyzed using ELN-2017 and ELN-2022 guidelines.
Data was procured from n=351 patients. Abbreviations:
CR, complete remission.

Number (%) of

patients
Factor Level (n=351)
Median 56 years
Age Age (range 18-88)
S0106 205 (58)
SWOG Study [S0112 24 (7)
ID S9031 57 (16)
S9333 65 (19)
Hispanic 14 (4)
Hispanic Not Hispanic 288 (82)
Ethnicity Hispanic ethnicity
unknown 49 (14)
FLT3-ITD mutated {110 (31)
FLT3-ITD not
e 238 (68)
FLT3 ITD not tested (2 (1)
NPM1 mutated 124 (35)
NPM1 not mutated {223 (64)
NPM1 status |NPM1 not tested 2 (1)
NPM1 statust
unknown 1(0)
Favorable 42 (12)
Cytogenic risk |Intermediate 184 (52)
(ELN2017) Unfavorable 49 (14)
Unknown 76 (22)
Favorable 43 (12)
Cytogenic risk |Intermediate 184 (52)
(ELN2022) Unfavorable 48 (14)
Unknown 76 (22)
5-year
overall
survival
53% (95%
Cl 44% -
Favorable 117 (33) 63%)
22% (95%
Cl 14% -
ELN2017 Intermediate 64 (18) 35%)
12% (95%
Cl7%-
Unfavorable 91 (26) 21%)
22% (95%
Cl 15% -
Unknown 79 (23) 34%)
57% (95%
Cl 49% -
Favorable 106 (30) 68%)
21% (95%
Cl 13% -
ELN2022 Intermediate 67 (19) 34%)
12% (95%
Cl 7% -
Unfavorable 99 (28) 21%)
22% (95%
Cl 15% -
Unknown 79 (23) 34%)
Changed from 2017-
ELN changed |2022 33 (9)
2017-2022 Did not change from
2017-2022 318 (91)
Response to |CR/Unconfirmed CR [210 (60)
therapy No CR 141 (40)

Overal survival

Overal survival

Median 1.4 years
(95% Cl 1.1-1.8)




Supplemental Table 2: Molecular mutation profiles of
patients analyzed with ELN-2017 and ELN-2022.

Number (%) of

Factor [Level patients (n = 351)
ASXL1 |ASXL1 mutated 33 (9)
ASXL1 not mutated 314 (89)
ASXL1 not tested 3 (1)
ASXL1 status unknown |1 (0)
RUNX1 |RUNX1 mutated 40 (11)
RUNX1 not mutated 307 (87)
RUNX1 not tested 3 (1)
RUNX1 status unknown (1 (0)
TP53 TP53 mutated 26 (7)
TP53 not mutated 321 (91)
TP53 not tested 3 (1)
TP53 status unknown 1(0)
BCOR [BCOR mutated 12 (3)
BCOR not mutated 335 (95)
BCOR not tested 3 (1)
BCOR status unknown 1 (0)
EZH2 EZH2 mutated 12 (3)
EZH2 not mutated 335 (95)
EZH2 not tested 3 (1)
EZH2 status unknown 1(0)
SF3B1 |SF3B1 mutated 15 (4)
SF3B1 not mutated 332 (95)
SF3B1 not tested 3 (1)
SF3B1 status unknown |1 (0)
SRSF2 |SRSF2 mutated 36 (10)
SRSF2 not mutated 311 (89)

SRSF2 not tested

3 (1)

SRSF2 status unknown

1(0)




STAG2

STAG2 mutated

7 (2)

STAG2 not mutated

340 (97)

STAG2 not tested

3 (1)

STAG2 status unknown

1(0)

U2AF1

U2AF1 mutated

11 (3)

U2AF1 not mutated

336 (96)

U2AF1 not tested

3 (1)

U2AF1 status unknown

1(0)

ZRSR2

ZRSR2 mutated

1(0)

ZRSR2 not mutated

346 (99)

ZRSR2 not tested

3 (1)

ZRSR2 status unknown

1(0)




Supplemental Table 3: Univariate and multivariate analyses with
ELN-2017 and ELN-2022 with FLT3 patients removed. Univariate
analyses for complete response, overall survival, and relapse-free
survival for patients excluding those with FLT3 mutations.
Multivariate analyses for complete response, overall survival, and
relapse-free survival for patients excluding those with FLT3
mutations. Analyses were performed using data from n= 238

patients.
Univariate analyses
Complete | Overall Rel
Response | Survival freeeSaupr?/(ie\;al
Variable Level OR (95% |HR (95% HR (95% CI;
- P. - P. 0 ’
Cl; P Cl; P P-value)
value) value)
1.05
Continuous |0-96 (0:94- |(1.04- 11.03 (1.02-
UoUS 10.08: <0.01)|1.06;  [1.05; <0.01)
<0.01)
A
ge 1.61
0.66 (0.55- |(1.43-  [1.39 (1.20-
By decade 1 80.<0.01)[1.81:  [1.62; <0.01)
<0.01)
0.26
vorab 515'8453(_1'58' (0.13-  |0.51 (0.29-
avorable X 0.50;  |0.89;0.017)
<0.01) <0.01)
2.57
Cytogenetic 0.16 (0.07- ((1.73- 1.70 (0.84-
risk 2017 |Unfavorable g 36 0 01y|3.82.  |3.45: 0.14)

<0.01)




1.36

Unknown |0-34 (0.17- |(0.89-  11.02 (0.55-
ow 0.71; <0.01)[2.06;  [1.91;0.95)
0.15)
0.28
vorab ?'1931(_1'30' (0.15-  |0.50 (0.29-
avorable = 0.53;  |0.87;0.014)
0.015) <0.01)
2.64
Cytogenetic 0.14 (0.06- ((1.77- 1.51 (0.72-
risk 2022"  |Unfavorable 5 3500 01)[3.04;  [3.17:0.28)
<0.01)
1.36
Unknown 033 (0.16- [(0.90-  |1.00 (0.54-
ow 0.68; <0.01)[2.07;  |1.88;0.99)
0.14)
117
Numeri 0.90 (0.65- [(0.98- [1.02 (0.78-
umeric 1.24;0.51) [1.41;  [1.32;0.89)
Performance 0.089)
Status 1.45
0.70 (0.36- [(0.98- [1.12 (0.65-
2-:3v0-1 1938.0.31) [2.14:  |1.96: 0.68)
0.06)
3.34
0.06 (0.01- [(2.03-  [0.90 (0.13-
AML Onset |YesvNo 14 96. <0 01)|5.50:  |6.49: 0.92)
<0.01)
0.25
2.64 (1.17- |(0.16-  [0.30 (0.16-
e 5.96; 0.019)[0.38;  |0.54; <0.01)

<0.01)




0.94

; 0.71 (0.23- |(0.53-  |0.76 (0.31-
Study” 150112 2.26:0.57) |1.69:  |1.88:0.55)
0.84)
0.77
0.87 (0.34- |(0.48- |0.81 (0.41-
Sk 219:0.76) |1.25:  |1.62: 0.56)
0.29)
0.42
cavorable 278 (1.13- [(0.25- 0.5 (0.33-
6.85: 0.026){0.70:  |1.05: 0.072)
<0.01)
1.80
ACNEIE 0.65: <0.01)[2.92:  [2.52; 0.52)
0.018)
1.09
Uninown 041 (0.16- |(0.63-|0.85 (0.40-
o 1.07:0.07) [1.87:  |1.82:0.68)
0.76)
0.41
covoraple  |2-33 (0.86- |(0.24- 0.5 (0.29-
6.25: 0.094){0.71:  |1.05: 0.069)
<0.01)
1.69
0.26 (0.10- |(1.00-  |1.27 (0.63-
ELN 2022’
NEREISE 0.69: <0.01)[2.86:  |2.57: 0.5)
0.049)
1.09
Unknown|0-35 (012 (061 [0.84 (0.38-
1.00: 0.049)1.95:  |1.86: 0.66)

0.77)




0.41
Eavorabl 2.78 (1.13- |(0.25-  |0.58 (0.33-
avorable g 85:0.026){0.68;  |1.04; 0.069)
ELN 2017 200N
(excluding 1 8.2
1 .
unknowns) dverse 026 (0.11- [(1.12- {1.26 (0.63-
0.65; <0.01)[2.95;  [2.52; 0.52)
0.016)
0.40
covorabje  |2-33 (086~ [(0.23- 1055 (0.20-
ELN 2022 6.25; 0.094) 2668;1) 1.03; 0.063)
(excluding 1 7'0
1 .
unknowns) Adver 0.26 (0.10- |(1.01-  |1.26 (0.62-
verse 0.69; <0.01)[2.88;  |2.55; 0.52)
0.047)

'Reference level = Intermediate

’Reference level = S9031

Multivariate analyses

AUC or C-statistic

Model AUC or C-statistic (excluding
unknowns)
Complete Response (CR, AUC)
ELN 2017 0.75 0.75
ELN 2022 0.74 0.74
Age +ELN 0.79 0.78

2017




Age + ELN

2022 0.77 0.77
Overall Survival (OS, C-Statistic)

ELN 2017 0.66 0.67
ELN 2022 0.66 0.67
Age + ELN

2017 0.73 0.73
Age + ELN

2022 0.72 0.72

Relapse-free Survival (RFS, C-Statistic)

ELN 2017 0.57 0.57
ELN 2022 0.58 0.59
Age + ELN

2017 0.65 0.66
Age + ELN 0.65 0.67

2022
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