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SUPPLEMENTAL TABLES

Supplemental Table 1. Multivariate Cox-regression analysis including gain(1q)
and individual R-ISS risk variables.

PFS 0S
Variable Study Coef SE P 12 Phet Coef SE P 12 Phet
gain(1q) HD4 0.34 0.15 0.02 0.50 0.18 0.006
MM5 0.56 0.12 <0.001 0.83 0.17 <0.001
MyXI 0.18 0.08 0.04 0.29 0.11 0.008
Meta 0.35 0.12 0.005 72 0.03 0.52 0.17 0.002 72 0.03
ISS I HD4 0.30 0.16 0.06 0.56 0.21 0.008
MM5 0.42 0.14 0.002 0.70 0.22 0.002
MyXI 0.17 0.10 0.10 0.35 0.15 0.02
Meta 0.27 0.08 <0.001 11 0.32 048 0.11 <0.001 0 0.40
ISS Il HD4 0.52 0.17 0.003 0.79 0.23 <0.001
MM5 0.53 0.14 <0.001 1.07 0.22 <0.001
MyXI 0.44 0.11 <0.001 0.81 0.15 <0.001
Meta 048 0.08 <0.001 0 0.87 0.87 0.11 <0.001 O 0.56
t(4;14) HD4 0.48 0.19 0.01 040 0.22 0.07
MM5 0.23 0.18 0.21 0.34 022 0.13
MyXI 0.54 0.13 <0.001 041 0.16 0.01
Meta 044 0.09 <0.001 4 0.35 0.39 0.11 <0.001 0 0.97
t(14;16) HD4 0.04 0.43 0.93 0.02 052 097
MM5 0.70 0.29 0.02 0.82 0.36 0.02
MyXI 0.33 0.23 0.16 046 0.26 0.08
Meta 0.40 0.17 0.02 0 0.40 0.50 0.20 0.01 0 0.40
del(17p) HD4 0.70 0.22 0.001 0.94 0.24 <0.001
MM5 0.39 0.17 0.02 0.65 0.21 0.002
MyXI 0.55 0.12 <0.001 0.86 0.15 <0.001
Meta 0.53 0.09 <0.001 0 0.50 0.82 0.11 <0.001 0 0.61
LDH >
normal HD4 0.20 0.17 0.24 0.36 0.20 0.07
MM5 0.29 0.13 0.03 0.09 0.19 063
MyXI 0.10 0.09 0.26 0.30 0.11 0.006

Meta 0.16 0.07 0.01 0 047 0.27 0.09 0.002 0 0.56
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Supplemental Fig. 1. Prognostic impact of gain and amplification of 121 in multiple
myeloma. Kaplan-Meier plots for PFS landmarked from start of maintenance therapy for A)
the thalidomide treatment arm of HD4, B) the bortezomib treatment arm of HD4, C) MM5 arms
A1 and A2, which received lenalidomide for 2 years, and D) the lenalidomide maintenance arm
of NCRI Myeloma XI, from maintenance randomization.
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Supplemental Fig. 2. Prognostic impact of gain(1q) and the number of high risk markers
in context of the R-ISS. A-B: Kaplan-Meier overlay plots demonstrate the impact of including
gain(1q) as arisk marker in R-ISS, termed R-ISS-1q. Plots show PFS for R-ISS and for R-ISS-
1q for A) GMMG and B) Myeloma XI. C-D: Kaplan-Meier plots are shown for PFS for GMMG
(C) and Myeloma Xl (D) patients according to the number of risk markers present in these
patients, including gain(1q) and R-ISS markers del(17p), t(4;14), t(14;16) or LDH above upper
limit of normal, respectively. E-F: Kaplan-Meier plots for PFS showing discrimination of high-
and ultra-high-risk groups by including information on co-occurrence of risk markers, called
multi-hit, for further sub-grouping of R-ISS-1q stage Il and stage Il tumors in E) GMMG and
F) Myeloma XI.



