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B-PLL 

 

CLL 

 

B-PLL + CLL 

 

Morphology 

 

Medium to large sized 

lymphoid cells with a 

round nucleus, 

prominent single 

nucleolus, and 

moderately basophilic 

cytoplasm 

Lymphocytes with 

clumped chromatin 

and smudge cells 

 

 

Mixture of 

prolymphocytes and 

CLL cells 

 

 

 

Immunophenotype 

 

B-lymphocytes 

lambda+, CD5
+
, 

FMC7
++

, CD10
-
, CD23

-

CD200
-
 and CD43

-
.  

The antigen intensity 

of CD20, CD22 and 

CD79b was normal 

 

B-lymphocytes  

CD5
+
, CD23

+
, CD43

+
, 

CD200
+
, CD10

-
, CD20 

and CD22 weakly 

positive and weak 

kappa light chain 

restriction 

 

 

Three populations:  

1. CLL phenotype with 

kappa light chain 

restriction 

2. Phenotype of the B-

PLL cells with lambda 

light chain restriction 

3.  Polytypic B-cell 

phenotype 

 

Fluorescence in 

situ hybridization 

(FISH) 

 

MYC (8q24) 

rearrangement 

BCL6, BCL2, CCND1 

and CCND2 were not 

rearranged 

TP53 was not deleted. 

The t(11;14)(q13;q32) 

was absent 

MYC (8q24) 

rearrangement was 

not detected 

ATM, D12Z3, DLEU, 

LAMP1 and TP53 was 

normal.  

 

-- 

 

 

 

 

 

Molecular analysis 

 

CCND1, SOX11, 

HDGFRP3, DBN1, 

CCND2, CCDN3,FMOD, 

KSR2, MYOF, MME, 

CXCR, and CAMSAP2 

were not 

overexpressed 

No mutations in TP53 

or in hotspot regions 

of BRAF, MYD88, 

NOTCH2, NOTCH1, 

and MAP2K1 

 

-- 

 

 

 

 

 

 

-- 

 

 

 

 

 

 

 

Sequencing study IGHV5-51 family  IGHV1-69 family 

IGHV5-51 family 

IGHV1-69 family 

 


