Haematologica HAEMATOL/2019/234716 Version 3

Haematologica
HAEMATOL/2019/234716
Version 3
Comparative analysis of targeted next-generation sequencing panels
for the detection of gene mutations in chronic lymphocytic leukemia: an
ERIC multi-center study

Lesley-Ann Sutton, Viktor Ljungstrém, Anna Enjuanes, Diego Cortese,
Aron Skaftason, Eugen Tausch, Katerina Stano Kozubik, Ferran
Nadeu, Marine Armand, Jikta Malcikova, Tatjana Pandzic, Jade

Forster, Zadie Davis, David Oscier, Davide Rossi, Paolo Ghia,
Jonathan C. Strefford, Sarka Pospisilova, Stephan Stilgenbauer,
Frederic Davi, Elias Campo, Kostas Stamatopoulos, and Richard

Rosenquist
Collaborative Groups: European Research Initiative on CLL (ERIC))

Disclosures: LAS has received honoraria from Abbvie, Gilead and Janssen. RR has
received honoraria from AbbVie, Janssen, lllumina and Roche. JCS has received funding
from Roche. KS has received honoraria and research funding from AbbVie and Janssen.
DR has received research grants from Abbvie, Cellestia, Gilead, Janssen and honoraria
from Abbvie, AstraZeneca, Gilead, Janssen and Loxo. SS has received research grants
and honoraria from AbbVie, AstraZeneca, Celgene, Gilead, GSK, Hoffmann La-Roche and
Janssen. ET has received honoraria from Abbvie and Roche. EC has received funding
from Gilead and honoraria from Jansen, Takeda and Celgene.

Contributions: LAS performed research, analysed the data and wrote the manuscript. VL,
AN, DC, AS, EU, KSK, FN, MA, JM and TP performed research and analysed the data. JF,
ZD, DO, DR, PG, JCS, SP, SS, FD, and EC performed research, analysed the data and/or
provided samples and clinical data. KS and RR directed the study and wrote the paper.



