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Supplementary Figure S1. Pedigrees of the FPDMM families A-C. Within the pedigrees, squares represent males; 

circles, females; the color legends for RUNX1 mutation, thrombocytopenia and other parameters are provided for each of 

the pedigrees separately.  

 

Supplementary Figure S2. Pedigrees of the FPDMM families D-G. Within the pedigrees, squares represent males; 

circles, females; the color legends for RUNX1 mutation, thrombocytopenia and other parameters are provided for each of 

the pedigrees separately.  

 

Supplementary Figure S3. Large (intragenic) deletion of exons 1-6 of the RUNX1 gene that characterized pedigree C was 

detected using array-based comparative genomic hybridization. This alteration was not detected using mutation profiling by 

targeted amplicon-based next-generation sequencing. 
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