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Introduction

Chronic lymphocytic leukemia (CLL) is characterized by the progressive accumu-
lation of monoclonal,  CD5+ B cells in the peripheral blood, bone marrow and sec-
ondary lymphoid organs.1 Despite the fact that CLL is currently incurable by stan-
dard chemo-immunotherapy, impressive clinical responses can be obtained which
prolong overall survival.2

B-cell receptor (BCR) signaling is a crucial component of normal B-cell develop-
ment, and plays an important role in the differentiation, survival, proliferation and
antibody secretion of these cells.3 In mature B cells, antigen engagement of the BCR
induces coordinated downstream signaling cascades. These initial events include
the recruitment and activation of Lyn to phosphorylate the immunoreceptor tyro-
sine-based activation motifs of the Igα/Igβ components of the BCR. These events
are followed by further recruitment and activation of additional kinases and adap-
tor molecules such as SYK, Bruton tyrosine kinase (BTK), phosphatidylinositol 3-
kinases (PI3K), B-cell linker (BLNK or SLP65) and PLCγ2 which form a micro-sig-
nalosome that enables the amplification and propagation of the signal through a

IIn the last decade, the B-cell receptor has emerged as a pivotal stimu-lus in the pathogenesis of chronic lymphocytic leukemia, and a very
feasible therapeutic target in this disease. B-cell receptor responsive-

ness in chronic lymphocytic leukemia cells is heterogeneous among
patients and correlates with aggressiveness of the disease. Here we
show, for the first time, that SLP76, a key scaffold protein in T-cell recep-
tor signaling, is ectopically expressed in chronic lymphocytic leukemia
cells, with variable levels among patients, and correlates positively with
unmutated immunoglobulin heavy chain variable gene status and ZAP-
70 expression. We found that SLP76 was functionally active in chronic
lymphocytic leukemia cells. A SYK-dependent basal level of phosphory-
lated SLP76 exists in the cells, and upon B-cell receptor engagement,
SLP76 tyrosine phosphorylation is significantly enhanced concomitantly
with increased physical association with BTK. B-cell receptor-induced
SLP76 phosphorylation is mediated by upstream signaling events involv-
ing LCK and SYK. Knockdown of SLP76 in the cells resulted in decreased
induction of BTK, PLCγ2 and IκB phosphorylation, as well as cell viabil-
ity after B-cell receptor activation with anti-IgM. Consistent with our
biochemical findings, high total SLP76 expression in chronic lymphocyt-
ic leukemia cells correlated with a more aggressive disease course. In
conclusion: SLP76 is ectopically expressed in chronic lymphocytic
leukemia cells where it plays a role in B-cell receptor signaling.  
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number of downstream cascades.3
BCR signaling also plays a critical role in the pathogen-

esis of CLL, and antigen engagement is presumed to be a
key regulator of CLL cell survival and proliferation in
vivo.4,5 There are two main subgroups of CLL based on
immunoglobulin heavy chain variable (IGHV) gene muta-
tional status.6-8 CLL with mutated IGHV is characterized
by stable or slowly progressive disease, while the unmu-
tated IGHV CLL subtype has a more aggressive clinical
course.6,7 In vitro studies have shown that activation of the
BCR protects CLL cells from apoptosis9,10 and promotes
entry into the cell cycle.11,12 However, responsiveness of
CLL cells to BCR activation is heterogeneous.13 CLL cells
with unmutated IGHV are usually BCR-signaling compe-
tent, while those with mutated IGHV generally respond
weakly to BCR activation.8 The zeta chain-associated pro-
tein kinase of 70 kD (ZAP-70), which is normally
expressed in T cells, is involved in T-cell receptor (TCR)
signaling. ZAP-70 is ectopically expressed in most cases of
CLL with unmutated IGHV CLL and less often with
mutated IGHV.14-16 Expression of ZAP-70 in CLL cells is
associated with an augmented response to BCR activa-
tion17 and correlates with a more aggressive clinical
course.16,18-20 Given the essential role of BCR signaling in
the pathogenesis of CLL, this pathway has now become a
target for anti-CLL therapy and small-molecules directed
against kinases such as SYK, BTK, or PI3K have impressive
clinical activity.21,22
The SH2 domain-containing leukocyte protein of 76

kDa (SLP76, also known as LCP2) is a hematopoietic adap-
tor protein known to be important in multiple biochemi-
cal signaling pathways and is expressed in all hematopoi-
etic lineages except for mature B cells.23,24 In T cells, SLP76
functions as a critical signal transducer downstream of the
TCR.25 Engagement of the TCR leads to consecutive acti-
vation of kinases including LCK, which phosphorylates
the immunoreceptor tyrosine-based activation motifs of
this receptor.26 These phosphorylated motifs recruit and
activate ZAP-70 which then phosphorylates SLP76 and
the transmembrane adaptor LAT.27 Activated LAT recruits
SLP76 from the cytosol to the cell membrane to form a
multimolecular complex comprising a number of signaling
molecules,28 including PLCγ1, VAV and NCK (which bind
to SLP76 tyrosine residues Y112 and Y128), ITK (which
binds SLP76 Y145),29 ADAP, LCK and HPK1.30 Formation
of the SLP76-LAT multimolecular complex allows proxim-
ity between the signaling molecules and facilitates an effi-
cient propagation of various TCR signaling processes.30
Since CLL cells express ZAP-70 and LCK,15,16,31,32 we

examined whether they also express additional TCR-asso-
ciated molecules. Here we report, for the first time, the
aberrant expression of SLP76 in CLL cells, which plays a
role in the BCR signaling pathway and correlates with an
aggressive clinical course. 

Methods

Patients and samples 
After signing an informed consent form approved by the

Institutional Review Board according to the Helsinki declarations,
blood samples were collected from patients fulfilling the standard
criteria for CLL33 and also from healthy controls. The patients’
characteristics are shown in Online Supplement S1. The sample
handling protocol is available in Online Supplement S2.

Antibodies and reagents 
The antibodies and reagents used in this study are detailed in

Online Supplement S2.

CD19 enrichment 
Peripheral blood mononuclear cells were magnetically labeled

using CD19 microbeads (Miltenyi Biotec, Inc., Auburn, CA, USA),
and separated (more than 95% purity) on a magnetic cell separa-
tion LS column (Miltenyi Biotec, Inc.) according to the manufac-
turer's instructions. 

Western blotting and co-immunoprecipitation
Western blot and co-immunoprecipitation protocols are

described in Online Supplement S2.

mRNA extraction and cDNA synthesis
RNA was extracted using an RNeasy kit (Qiagen, CA, USA),

and reverse transcription was performed using a Verso cDNA kit
(Thermo Fisher Scientific/ABgene, Epsom, UK), according to the
manufacturers’ instructions. 

Quantitative reverse transcriptase polymerase chain
reaction
Gene transcripts were quantified by quantitative polymerase

chain reaction using the Absolute Blue QPCR SYBR Green ROX
mix (Thermo Fisher Scientific/ABgene) and a Rotor-Gene RG6000
apparatus (Corbett Research, Mortlake, Australia). The primers
used are presented in Online Supplement S2.

Immunoglobulin heavy chain variant gene and ZAP-70
analysis
The IGHV gene was amplified as described elseswhere.7 The

protocol is available in Online Supplement S2. ZAP-70 expression
was assessed by western blotting of CD19+ purified CLL cells.

Flow cytometry
Cells were stained using Cytofix fixation buffer and Phosflow

Perm/Wash buffer I according to the manufacturer’s instructions.
Samples were acquired by a FACSCalibur and analyzed using
CellQuest software (Becton Dickinson, San Jose, CA, USA).

In vitro B-cell receptor stimulation 
CLL cells (1x107/mL) were stimulated with goat F(ab′)2 anti–

human IgM (10 mg/mL) at 37°C for the indicated times. For inhi-
bition assays, cells were incubated prior to IgM stimulation in the
absence or presence of the following: 10 mM PP2 for 15 min, 10
mM SYK inhibitor II for 15 min, 0.5 mM ibrutinib for 1 h, 20 mM
cytochalasin B for 30 min, 10 mM MβCD for 30 min, 40, 200, and
1000 nM LCK inhibitor for 2 h, and 0.2, 1, and 5 mM R406 for 30
min. These concentrations were chosen on the basis of previous
publications,32,34-37 and in this study were titrated to obtain a maxi-
mal effect without killing the cells. Inhibitors were dissolved in
dimethylsulfoxide, while controls were treated accordingly with
dimethylsulfoxide.

Short interfering RNA transfection
Cells were transfected with siRNA using the 4D-

Nucleofectordevice (Lonza Group Ltd, Basel, Switzerland) accord-
ing to the manufacturer's instructions. The protocol is described in
Online Supplement S2.

Cell apoptosis assay
Cell apoptosis was detected using a MEBCYTO Apoptosis Kit

(MBL Co., Ltd. Nagoya, Japan) according to the manufacturer's
instructions. The protocol is available in Online Supplement S2.
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Statistical analysis 
We compared continuous variables between groups using the

Student t-test. A P value <0.05 was considered statistically signifi-
cant. Survival curves were created using the method of Kaplan and
Meier, and the log-rank test was used to assess differences between
the subgroups. A P value <0.05 was considered statistically signifi-
cant. All statistical analyses were performed using Graphpad Prism
5.0 software (GraphPad Software, San Diego, CA, USA).

Results 

SLP76 is aberrantly expressed in chronic lymphocytic
leukemia cells

Western blotting of CD19+ purified CLL cells revealed

that the scaffold protein SLP76 is aberrantly expressed in
CLL cells, and not in the control, mature B-cell lines, Raji
(Figure 1A) and Daudi (data not shown). The levels of SLP76
expression in CLL cells varied among patients (Figure 1A),
and correlated with SLP76 mRNA levels (Online
Supplement S3). To exclude any possibility that SLP76
expression originated from contaminating T cells in the
CD19+ selected B-cell samples, the blots were also ana-
lyzed for CD3ε, a T-cell specific molecule. As shown in
Figure 1A, CD3ε was undetectable in the purified CLL
samples, but readily found in the Jurkat T-cell line. BLNK,
the counterpart adaptor molecule of SLP76 which is nor-
mally expressed in B cells, was detected in all CLL cell
samples at comparable levels (Figure 1A). To further verify
these findings, SLP76 expression was also measured using
intracellular flow cytometry. As shown in Figure 1B,C,

Aberrant expression of SLP76  in CLL
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Figure 1. SLP76 is ectopically expressed in CLL cells and is associated with unfavorable prognostic markers. (A) Detection of total SLP76 as well as ZAP-70, LCK,
LAT, ITK, PLCγ1, PLCγ2,  BLNK (SLP65) and CD3ε levels by western blot in primary CD19+ purified CLL cells and in cell lines including Jurkat  (positive control for T-
cell-related proteins) and Raji (negative control for T-cell-related proteins). Actin was used to verify equal loading (n=22). A representative image is shown. (B-C) Flow
cytometry analysis of SLP76 levels in T cells and B-cells in peripheral blood samples of healthy individuals and CLL patients. (B) Representative cases showing SLP76
expression in normal and CLL blood samples. (C) A summary of SLP76 mean fluorescence intensity (average ± SD) normalized to isotype control in gated B cells of
healthy subjects (n=6) and CLL patients (n=6). (D) Detection of ZAP70 levels in four samples of primary CD19+ purified CLL cells with low SLP76 levels and four with
high SLP76 levels by western blot. The Jurkat cell line was used as a positive control. CD3ε was used to verify that there was no T-cell contamination. Actin was used
to verify equal loading. (E) Correlation between SLP76 protein levels, in CD19+ purified CLL cells (detected by western blot then quantified and normalized to actin),
and IGHV mutational status and ZAP-70 expression (detected by western blot, n=22).
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SLP76 was detected in both CD19+ and CD3+ gated popu-
lations in CLL samples, but levels were lower in CLL cells
than in T cells present in the same sample. In contrast to
CLL cells, in peripheral blood lymphocytes of healthy
individuals SLP76 was only detected in T cells, and was
not present in B cells (Figure 1B).
Since SLP76 is a downstream signaling molecule of the

TCR pathway, we examined whether other components
of this pathway are also expressed in CLL cells. As previ-
ously reported, the proximal signaling kinases LCK and
ZAP-70 were detected in CLL cells at varying levels (Figure
1A). However the more distal downstream TCR mole-
cules (LAT and ITK) were not expressed in CLL samples,
while both PLCγ2 and PLCγ1 were detected at near com-
parable levels (Figure 1A). In most cases examined,
patients’ samples containing high levels of SLP76 proteins
also had high levels of ZAP-70 expression (Figure 1D).
Quantitative analysis of SLP76 expression at the protein
level showed that CLL cells with unmutated IGHV or
which were positive for ZAP-70 expressed higher levels of
SLP76 than CLL cells which had mutated IGHV or were
negative for ZAP-70 (Figure 1E)

B-cell receptor engagement phosphorylates SLP76 
in chronic lymphocytic leukemia cells independently 
of ZAP-70
In order to examine whether aberrant SLP76 expression

in CLL cells plays a role in BCR signaling, we activated
CLL cells by BCR cross-linking. Upon TCR engagement,
tyrosine residues Y113, Y128, and Y145 on the SH2
domain binding motifs in the N-terminal of SLP76 are
phosphorylated.23 In contrast, SLP76 phosphorylation on
serine 376 generates a delayed negative signal that regu-
lates T-cell activation.38 As shown in Figure 2A,B, after sur-
face IgM engagement, SLP76 undergoes tyrosine  phos-
phorylation (Y128) in a time-dependent manner, with this
process reaching maximal intensity at 15 min, decreasing
after 45 min, and returning to near basal levels by 120 min
(Figure 2A). In contrast, serine 376 (S376) phosphorylation
had increased by 15 min, peaked and remained elevated at
45 and 120 min, respectively (Figure 2A), concomitant
with the decrease in Y128 phosphorylation. Activation of
ERK and AKT followed SLP76 Y128 residue phosphoryla-
tion, and diminished concomitantly with the phosphory-
lation of SLP76 S376 residue (Figure 2A). Overall, Y128
phosphorylation following IgM engagement was variable
among patients, with an average increase of over 30%
(Figure 2C). Despite the correlation between total SLP76
and ZAP-70 expression, there was no correlation between
ZAP-70 expression and the degree of SLP76 phosphoryla-
tion after BCR activation (Figure 2D,E). In fact, significant
SLP76 phosphorylation also occurred in some ZAP-70-
negative CLL cells (Figure 2E), indicating that ZAP-70 is
not essential for SLP76 activation in CLL cells. In a similar
manner phosphorylation of the S376 residue did not cor-
relate with ZAP-70 expression (Online Supplement S4).

B-cell receptor-triggered phosphorylation of SLP76 in
chronic lymphocytic leukemia cells is mediated
through LCK and SYK
Since SRC family kinases, in particular, LYN, play a piv-

otal role in the proximal signaling cascade triggered by
BCR engagement,36 we examined whether SLP76 phos-
phorylation was dependent on SRC family kinases activi-
ty. As shown in Figure 3A, pre-incubation of CLL cells

with PP2, an inhibitor of SRC family kinases, blocked
SLP76 phosphorylation almost completely. In a similar
manner, the SYK inhibitor-SYKII abrogated the phospho-
rylation of SLP76, and even depleted the basal level. PP2
and SYKII also partially inhibited the phosphorylation of
SLP76 S376 residue (Figure 3B). Cytochalasin B (a
cytoskeleton inhibitor) and methyl-β-cyclodextrin
(MβCD, extracts membrane-associated cholesterol) had
no effect on SLP76 tyrosine phosphorylation, indicating
that the integrity of the cytoskeleton or the cholesterol-
rich membrane domains is not necessary to initiate activa-
tion of SLP76 in response to BCR engagement (Figure 3A).
As expected, PP2 and SYKII abrogated AKT phosphoryla-
tion, which was used to confirm the activity of each one
of these inhibitors (Figure 3). Due to the critical role of
LCK in TCR upstream signaling, and its ectopic expression
in CLL cells, we also determined its role in the activation
of SLP76 after BCR triggering. LCKi, a highly selective
inhibitor of LCK that does not affect LYN activity,32
reduced SLP76 phosphorylation in response to BCR
engagement to baseline level (Figure 3C). The clinically-
used SYK inhibitor R406 completely abolished SLP76
phosphorylation (Figure 3D), in a manner similar to the
activity of SYKII (Figure 3A). 

SLP76 binds BTK, an association enhanced 
by B-cell receptor engagement  
It is established that in CLL cells, BTK associates with

the adaptor protein BLNK.39 As shown in Figure 4A,B,
immunoprecipitation of SLP76 in unstimulated CLL cells
resulted in co-precipitation of BTK. Moreover, engage-
ment of the BCR led to a significant increase in the associ-
ation of SLP76/BTK. Although, SLP76 and BTK are physi-
cally associated in CLL cells, BCR-mediated induction of
SLP76 phosphorylation was only slightly affected by the
potent BTK inhibitor ibrutinib (Figure 3A). 

SLP76 downregulation partially abrogates B-cell 
receptor signaling
In an attempt to examine the direct role of SLP76 in BCR

signaling, SLP76 expression was down-regulated using
siRNA. Transfection of CLL cells with siRNA against
SLP76 resulted in a decrease of this gene after 24 h of cul-
ture, as measured by reverse transcriptase polymerase
chain reaction (data not shown), while a maximum decline
in protein level was evident after 36 h (approximately
50%, Figure 4C). Modulations in BCR signaling were also
examined using the knockdowns and control CLL cells
after anti-IgM cross-linking. As shown in Figure 4C,E,
down-regulation of SLP76 significantly decreased BTK
phosphorylation in BCR-activated CLL cells. In addition,
the BCR-mediated activation of PLCγ2, a downstream
kinase in the BCR cascade, was also significantly inhibited
by the down regulation of SLP76 (Figure 4C,F). We further
investigated the role of SLP76 in the regulation of distal
signaling events following BCR cross-linking. Knockdown
of SLP76 significantly reduced IκB activation in BCR-stim-
ulated CLL cells, while phosphorylation of ERK and AKT
was left intact (Figure 5A,B). In addition, knockdown of
BLNK, the counterpart adaptor molecule of SLP76 in B
cells, resulted in a similar effect of reduction in BTK
(P=0.04) and IκB activation in anti-IgM-stimulated CLL
cells (Figure 4D and Figure 5A,B), without a significant
impact on ERK and AKT activation. Thus, our data indi-
cate that SLP76 as well as BLNK are specifically required
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for BCR-induced activation of NF-κB. In light of the above,
the viability of control CLL cells cultured for 48 h in the
presence of anti-IgM antibody was improved compared to
that of unstimluated cells, but this protective effect was
partially abrogated by SLP76 knockdown (Figure 5C).

SLP76 expression correlates with progression of chron-
ic lymphocytic leukemia
Based on the observation that SLP76 expression is het-

erogeneous among patients with CLL, and considering
that SLP76 is phosphorylated after BCR activation, we
also evaluated the possible clinical significance of SLP76
expression in CLL. In this analysis, the median value of
SLP76 protein levels was used to separate patients into

subgroups with low and high expression. As shown in
Figure 5D, patients with CLL who had higher SLP76 levels
had a shorter time to disease progression or first treatment
compared to patients with lower SLP76 levels. 

Discussion

In this study we demonstrate that the scaffold protein
SLP76, which plays a critical role in the TCR signaling
pathway,23 is aberrantly expressed in CLL cells. The level
of SLP76 varies among patients and correlates with unmu-
tated IGHV gene status, positive ZAP-70 expression, and
a shorter time to disease progression. Similar to SLP76, the

Aberrant expression of SLP76  in CLL
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Figure 2. SLP76 is phosphorylated upon BCR activation in CLL cells. Peripheral blood CLL cells were incubated with goat F(ab’)2 anti-human IgM (10 mg/mL) for dif-
ferent times. (A) A representative western blot analysis showing SLP76 tyrosine (Y128) and serine (S376) phosphorylation, as well as AKT (S473), ERK (T202/Y204)
activation and IκB expression (n=4). Actin was used to verify equal loading. (B) A representative analysis of SLP76 tyrosine phosphorylation (Y128) determined by
flow cytometry in CD19+ gated CLL cells after BCR stimulation with goat F(ab’)2 anti-human IgM (10 mg/mL) for 5, 15, and 45 min compared to unstimulated cells.
(C) A summary of the phosphorylation levels of SLP76 (Y128) after IgM stimulation with goat F(ab’)2 anti-human IgM (10 mg/mL) for 15 min, determined by flow cytom-
etry in CD19+ gated CLL cells compared to unstimulated cells (n=20). (D) SLP76 tyrosine phosphorylation (Y128) determined by flow cytometry, in ZAP-70 negative
(n=7) and ZAP-70 positive (n=11) patients. (E)  Western blot analysis of SLP76 tyrosine phosphorylation (Y128) following 15 min of IgM stimulation, in ZAP-70 neg-
ative (n=4) and ZAP-70 positive (n=4) patients. 
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proximal TCR signaling molecules LCK and ZAP-70 are
ectopically expressed in CLL cells, with varying levels
among patients,  while being mostly undetectable in
peripheral blood B cells from healthy individuals.31,40 Like
SLP76, ZAP-70 expression is also associated with more
aggressive disease and correlates with unmutated IGHV
status. LCK, a SRC family protein kinase that targets ZAP-
70 as one of its principal substrates, as well as ZAP-70
itself,  both appear to mediate BCR signaling in CLL
cells.17,32,41,42 ZAP-70 has also been shown conclusively to
enhance BCR response in CLL cells.17,41,42

In normal T cells, phosphorylation of SLP76 at multiple
tyrosine residues (Y112, Y128, and Y145) is required for a
functional TCR,23 and here we demonstrate that SLP76 is
not only ectopically expressed in CLL cells, but is also
functional. Engagement of the BCR in CLL cells induces
immediate transient tyrosine phosphorylation of SLP76
followed by phosphorylation of an inhibitory serine
residue, in a similar manner to that occurring on TCR acti-
vation in T cells. In agreement with previously published
data regarding BCR signaling, BCR-mediated activation of
SLP76 was independent of cholesterol-rich lipid rafts.43 We
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Figure 3. BCR-induced SLP76 phosphorylation is mediated by LCK and SYK. (A-B) Peripheral blood CLL cells were pre-incubated with the specified inhibitors (PP2:
10 mM for 15 minutes, SYKII: 10 μM SYK inhibitor II for 15 minutes, Ibr: 0.5 mM Ibrutinib for 1 hour CyB: 20 μM Cytochalasin B for 30 minutes, mβCD, 10mM methyl
β cyclodextrin for 30 minutes), followed by activation with goat F(ab’)2 anti-human IgM (10 mg/mL).  Protein was extracted and analyzed by western blot.
Representative analyses showing in A-Left: induction of SLP76 tyrosine phophorylation (Y128), 15 min after BCR activation and  in B-left: SLP76 serine phophoryla-
tion (S376), 45 min after anti-IgM engagement, in the presence or absence of each one of the inhibitors. AKT phosphorylation was used to confirm the inhibitory
activity of each inhibitor. A-right and B-right: A summary of three experiments showing quantification of SLP76 tyrosine and serine phophorylation in BCR-activated
CLL cells pre-incubated with the indicated inhibitors and normalized to control (BCR-activated CLL cells without inhibitors). (C-D) Peripheral blood CLL cells were incu-
bated with: (C) 0.04, 0.2, or 1 mM of LCKi inhibitor for 2 h. DMSO treated cells served as controls. (D) 0.2, 1, or 5 mM of the SYK inhibitor R406 for 30 min. DMSO
treated cells served as controls. Both control and inhibitor-treated cells were then activated with goat F(ab’)2 anti-human IgM (10 mg/mL) for 15 min. SLP76 tyrosine
phosphorylation (Y128), was then determined by flow cytometry in CD19+ gated cells. C-left and D-left:  One representative analysis. C-right and D-right: A summary
of SLP76 phosphorylation levels (C) n=4, (D) n=3.
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also showed that phosphorylation of SLP76 after BCR
engagement occurs regardless of ZAP-70 expression, as it
is also induced in ZAP-70-negative CLL cells. However,
both LCK and SYK participate in the upstream signaling of
SLP76 in CLL cells, as evident from the inhibition of SLP76
tyrosine phosphorylation using inhibitors directed to LCK
or Syk.30,32 In addition, SYK but not LCK, appears to main-
tain a basal level of SLP76 phosphorylation independently
of BCR engagement. Our findings are compatible with
previous reports which show that SLP76 is phosphorylat-
ed in a SYK-dependent manner in several non-T-cell sub-
types.29,44 Furthermore, LCK has been reported to mediate
phosphorylation of SYK but not ZAP-70 in BCR-stimulat-
ed CLL cells,32 whereas tyrosine residues required for ZAP-
70 kinase activation are not phosphorylated in CLL cells
following BCR stimulation.41,42
Another key signaling adaptor protein of the TCR path-

way is LAT, which is constitutively localized to the mem-
brane glycolipid-enriched microdomains.23 Upon TCR stim-
ulation, phosphorylation of LAT recruits SLP76 through
GADS to the cell membrane, and the two adaptor proteins
serve as a scaffold for the formation of a multimolecular sig-
naling complex.23 In contrast to T cells, we show that LAT

is not expressed in CLL. In T cells, LAT is essential for acti-
vation of PLCγ1 and the Ras pathway upon TCR ligation,45
while in other cell types signaling involving SLP76 may
propagate independently of LAT. In this respect, Mizuno et
al. showed that murine B-cell lines express SLP76 and that
knockdown of SLP76 attenuated BCR signaling, despite the
fact that these cells do not express LAT.46 Additionally, there
seems to be a differential requirement of LAT in platelets,
and LAT-deficient mice show no bleeding diathesis unlike
those animals that are SYK-/- or SLP76-/-.47,48
Here we also show that ITK is not expressed in CLL

cells, while BTK is constitutively physically linked to
SLP76, an association which increases significantly in
response to BCR engagement. In a similar manner, BTK
has also been shown to be constitutively associated with
SLP76 in mast cells, which increased association after
FcεRI ligation.49 It seems that SLP76  operates as an adap-
tor protein that mediates SYK-dependent BTK activation
in CLL cells. Accordingly, the BTK inhibitor ibrutinib had
minimal effect on BCR-mediated SLP76 phosphorylation,
while knockdown of SLP76 resulted in down-regulation of
BTK phosphorylation after BCR stimulation. SLP76
knockdown also significantly inhibited the BCR-induced

Aberrant expression of SLP76  in CLL
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Figure 4. SLP76 associates with BTK
and modulates BCR signaling. (A, B)
IgM activated (for 15 min) and control
CLL cell extracts were immunoprecipi-
tated with anti-SLP76 antibody and
probed with anti-SLP76 and anti-BTK
antibodies. (A) Representative western
blot analysis of two patients’ samples.
(B) Summary of immunoprecipitation
results. BTK levels are indicated as per-
centage of control (n=17). (C-F)
Peripheral blood CLL cells were trans-
fected with either control or SLP76-spe-
cific siRNA or with BLNK-specific
siRNA. After 36 h, cells were stimulated
with 10 mg/mL goat F(ab’)2 anti-human
IgM for 15 min. Following stimulation,
cells were lysed and SLP76 levels,
BLNK levels, BTK phosphorylation
(Y223) levels and PLCγ2 phosphoryla-
tion (Y759) levels were detected by
western blot. (C, D) Representative
western blot analysis showing control
and SLP76-knockdown cells (C) or con-
trol and BLNK-knockdown cells (D)
either stimulated or unstimulated with
goat F(ab’)2 anti-human IgM (10
mg/mL). (E-F) The average + SE of the
phosphorylation responses of BTK (E)
n=12 and PLCγ2 (F) n=10 in control
and SLP76-knockdown cells either
stimulated or unstimulated with goat
F(ab’)2 anti-human IgM (10 mg/mL).
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phosphorylation of PLCγ2, a more distal signaling mole-
cule of the BCR cascade. Similarly, SLP76 has also been
shown to mediate PLCγ2 activation in different cell
types.50 Examination of the various distal BCR-activated
signaling pathways in SLP76 knockdown CLL cells
revealed intact activation of ERK and AKT activation, but
impaired activation of the canonical NF-κB pathway,
which plays a critical role in CLL pathogenesis.5,51 Our
finding, that BLNK knockdown resulted in a similar
inhibitory pattern on BTK and IκB, further suggests that
SLP76 and BLNK have overlapping or complementary
activity, namely orchestrating the formation of the BTK-
PLCγ2 axis that regulates NF-κB activation in BCR-stimu-
lated CLL cells. Similarly, Tan et al. previously reported
that in BCR-stimulated mouse BLNK-/- B cells, activation of
NF-kB is impaired, while induction of AKT and mitogen-
activated protein kinases are intact.52 Given that the NF-κB
pathway has been implicated in regulation of genes essen-
tial for B-cell survival, it is not surprising that knockdown
of SLP76 partially blocked the pro-survival protection

induced by BCR activation in CLL cells.  
In this study we also demonstrate that higher SLP76

protein levels correlate with a shorter time from diagnosis
to disease progression or the initiation of first treatment,
which provides support for the biological role of SLP76 in
the pathogenesis of CLL. The strong association between
SLP76 and other BCR pathway components, such as ZAP-
70 and IGHV mutational status, suggests that the clinical
correlation between SLP76 levels and disease progression
is not solely related to SLP76, but is part of a variety of fac-
tors that interact to enhance BCR signaling. Some of these
components and in particular those indicative of "T-cell
origin", may share a common transcriptional regulation
involving ZAP-70, LCK, and SLP76. 
Experimental evidence accumulated over recent years

indicates that BCR-mediated responses in CLL cells are
probably very different from those occurring in normal
mature B cells. Although key components of the TCR
signaling complex are apparently expressed by CLL cells,
which are B cells, their biochemical function in CLL cells
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Figure 5. SLP76 expression correlates with disease progression and cell survival. (A, B) Peripheral blood CLL cells were transfected with either control or SLP76-
specific siRNA or with BLNK-specific siRNA. After 36 h, cells were stimulated with 10 mg/mL goat F(ab’)2 anti-human IgM for 15 min. Following stimulation, cells
were lysed and SLP76, BLNK, ERK (T202/Y204) phosphorylation, AKT (S473) phosphorylation and IκB (S32) phosphorylation levels were detected by western blot.
Actin was used to verify equal loading (A) Representative western blot analysis showing control and SLP76-knockdown cells (left) and control and BLNK-knockdown
cells (right) either stimulated or unstimulated with goat F(ab’)2 anti-human IgM (10 mg/mL). (B) The average + SE of the phosphorylation responses following IgM
stimulation of IkB in SLP76-knockdown (n=6) and BLNK-knockdown (n=4) cells. (C) Peripheral blood CLL cells were transfected with control or SLP76-specific siRNA.
After 36 h, cells were stimulated with 10 mg/mL goat F(ab’)2 anti-human IgM for 48 h. Following stimulation, cells were analyzed for apoptosis by flow cytometry.
To determine the percentage of apoptotic cells, annexin V-positive cells were gated out of CD23+ CD5+ cells (n=8). (D) Kaplan-Meier analysis of time to first disease
progression (n=22) (left) and time to first treatment (right) dichotomized according to whether patients had low or high SLP76 protein expression. SLP76 expression
was determined in purified CLL cells using western blot, quantified and normalized to actin. Separation into low and high subgroups was based on the median
SLP76 level. Details of the patients’ characteristics are available in Online Supplement S1; the low SLP76 subgroup includes patients CLL_01 through CLL_11 and
the high SLP76 subgroups consists of patients CLL_12 through CLL_22.

BA

C D



is fundamentally different from that evident in the context
of the TCR cascade. Our study shows that, unlike in T
cells, the scaffold protein SLP76 in CLL cells operates inde-
pendently of LAT, ZAP-70 or ITK, and also promotes BTK,
PLCγ2 and IκB activation upon BCR engagement. Thus,
BCR activation, which is essential in CLL pathophysiology,
as well as the subsequent signaling cascade it induces are
enhanced in CLL cells via this novel modality. 

Acknowledgments
This research was performed in partial fulfillment of the require-

ments for a Ph. D. degree of Nili Dezorella, at the Sackler Faculty
of Medicine, Tel-Aviv University, Israel. 

Funding
This work was supported by the Varda and Boaz Dotan

Foundation (YH, BK) and the Israeli Science Foundation (YH).

Aberrant expression of SLP76  in CLL

haematologica | 2016; 101(12) 1561

References

1. Caligaris-Cappio F, Hamblin TJ. B-cell
chronic lymphocytic leukemia: a bird of a
different feather. J Clin Oncol. 1999;17(1):
399-408.

2. Hallek M, Fischer K, Fingerle-Rowson G, et
al. Addition of rituximab to fludarabine and
cyclophosphamide in patients with chronic
lymphocytic leukaemia: a randomised,
open-label, phase 3 trial. Lancet.
2010;376(9747):1164-1174.

3. Kurosaki T, Shinohara H, Baba Y. B cell sig-
naling and fate decision. Annu Rev
Immunol. 2010;28:21-55.

4. Stevenson FK, Krysov S, Davies AJ, Steele
AJ, Packham G. B-cell receptor signaling in
chronic lymphocytic leukemia. Blood.
2011;118(16):4313-4320.

5. Herishanu Y, Perez-Galan P, Liu D, et al.
The lymph node microenvironment pro-
motes B-cell receptor signaling, NF-kappaB
activation, and tumor proliferation in
chronic lymphocytic leukemia. Blood.
2011;117(2):563-574.

6. Damle RN, Wasil T, Fais F, et al. Ig V gene
mutation status and CD38 expression as
novel prognostic indicators in chronic lym-
phocytic leukemia. Blood. 1999;94(6):1840-
1847.

7. Hamblin TJ, Davis Z, Gardiner A, Oscier
DG, Stevenson FK. Unmutated Ig V(H)
genes are associated with a more aggres-
sive form of chronic lymphocytic leukemia.
Blood. 1999;94(6):1848-1854.

8. Lanham S, Hamblin T, Oscier D, Ibbotson
R, Stevenson F, Packham G. Differential
signaling via surface IgM is associated with
VH gene mutational status and CD38
expression in chronic lymphocytic
leukemia. Blood. 2003;101(3):1087-1093.

9. Longo PG, Laurenti L, Gobessi S, Sica S,
Leone G, Efremov DG. The Akt/Mcl-1 path-
way plays a prominent role in mediating anti-
apoptotic signals downstream of the B-cell
receptor in chronic lymphocytic leukemia B
cells. Blood. 2008;111(2):846-855.

10. Petlickovski A, Laurenti L, Li X, et al.
Sustained signaling through the B-cell
receptor induces Mcl-1 and promotes sur-
vival of chronic lymphocytic leukemia B
cells. Blood. 2005;105(12):4820-4827.

11. Deglesne PA, Chevallier N, Letestu R, et al.
Survival response to B-cell receptor ligation is
restricted to progressive chronic lymphocytic
leukemia cells irrespective of Zap70 expres-
sion. Cancer Res. 2006;66(14):7158-7166.

12. Krysov S, Potter KN, Mockridge CI, et al.
Surface IgM of CLL cells displays unusual
glycans indicative of engagement of anti-
gen in vivo. Blood. 2010;115(21):4198-
4205.

13. Zupo S, Isnardi L, Megna M, et al. CD38
expression distinguishes two groups of B-
cell chronic lymphocytic leukemias with

different responses to anti-IgM antibodies
and propensity to apoptosis. Blood.
1996;88(4):1365-1374.

14. Rosenwald A, Alizadeh AA, Widhopf G, et
al. Relation of gene expression phenotype
to immunoglobulin mutation genotype in B
cell chronic lymphocytic leukemia. J Exp
Med. 2001;194(11):1639-1647.

15. Wiestner A, Rosenwald A, Barry TS, et al.
ZAP-70 expression identifies a chronic lym-
phocytic leukemia subtype with unmutat-
ed immunoglobulin genes, inferior clinical
outcome, and distinct gene expression pro-
file. Blood. 2003;101(12):4944-4951.

16. Crespo M, Bosch F, Villamor N, et al. ZAP-
70 expression as a surrogate for
immunoglobulin-variable-region mutations
in chronic lymphocytic leukemia. N Engl J
Med. 2003;348(18):1764-1775.

17. Chen L, Widhopf G, Huynh L, et al.
Expression of ZAP-70 is associated with
increased B-cell receptor signaling in chron-
ic lymphocytic leukemia. Blood.
2002;100(13):4609-4614.

18. Orchard JA, Ibbotson RE, Davis Z, et al.
ZAP-70 expression and prognosis in chron-
ic lymphocytic leukaemia. Lancet.
2004;363(9403):105-111.

19. Rassenti LZ, Huynh L, Toy TL, et al. ZAP-
70 compared with immunoglobulin heavy-
chain gene mutation status as a predictor of
disease progression in chronic lymphocytic
leukemia. N Engl J Med. 2004;351(9):893-
901.

20. Rassenti LZ, Jain S, Keating MJ, et al.
Relative value of ZAP-70, CD38, and
immunoglobulin mutation status in pre-
dicting aggressive disease in chronic lym-
phocytic leukemia. Blood. 2008;112(5):
1923-1930.

21. Wiestner A. Emerging role of kinase-target-
ed strategies in chronic lymphocytic
leukemia. Blood. 2012;120(24):4684-4691.

22. Woyach JA, Johnson AJ, Byrd JC. The B-cell
receptor signaling pathway as a therapeutic
target in CLL. Blood. 2012;120(6):1175-
1184.

23. Koretzky GA, Abtahian F, Silverman MA.
SLP76 and SLP65: complex regulation of
signalling in lymphocytes and beyond. Nat
Rev Immunol. 2006;6(1):67-78.

24. Clements JL, Ross-Barta SE, Tygrett LT,
Waldschmidt TJ, Koretzky GA. SLP-76
expression is restricted to hemopoietic cells
of monocyte, granulocyte, and T lympho-
cyte lineage and is regulated during T cell
maturation and activation. J Immunol.
1998;161(8):3880-3889.

25. Motto DG, Ross SE, Wu J, Hendricks-
Taylor LR, Koretzky GA. Implication of the
GRB2-associated phosphoprotein SLP-76 in
T cell receptor-mediated interleukin 2 pro-
duction. J Exp Med. 1996;183(4):1937-1943.

26. Zamoyska R, Basson A, Filby A, Legname
G, Lovatt M, Seddon B. The influence of
the src-family kinases, Lck and Fyn, on T

cell differentiation, survival and activation.
Immunol Rev. 2003;191:107-118.

27. Zhang W, Sloan-Lancaster J, Kitchen J,
Trible RP, Samelson LE. LAT: the ZAP-70
tyrosine kinase substrate that links T cell
receptor to cellular activation. Cell.
1998;92(1):83-92.

28. Boerth NJ, Sadler JJ, Bauer DE, Clements JL,
Gheith SM, Koretzky GA. Recruitment of
SLP-76 to the membrane and glycolipid-
enriched membrane microdomains
replaces the requirement for linker for acti-
vation of T cells in T cell receptor signaling.
J Exp Med. 2000;192(7):1047-1058.

29. Hendricks-Taylor LR, Motto DG, Zhang J,
Siraganian RP, Koretzky GA. SLP-76 is a
substrate of the high affinity IgE receptor-
stimulated protein tyrosine kinases in rat
basophilic leukemia cells. J Biol Chem.
1997;272(2):1363-1367.

30. Quiroga MP, Balakrishnan K, Kurtova AV,
et al. B cell antigen receptor signaling
enhances chronic lymphocytic leukemia
cell migration and survival: specific target-
ing with a novel Syk inhibitor, R406. Blood.
2009;114(5):1029-1037.

31. Majolini MB, D'Elios MM, Galieni P, et al.
Expression of the T-cell-specific tyrosine
kinase Lck in normal B-1 cells and in chron-
ic lymphocytic leukemia B cells. Blood.
1998;91(9):3390-3396.

32. Talab F, Allen JC, Thompson V, Lin K,
Slupsky JR. LCK is an important mediator
of B-cell receptor signaling in chronic lym-
phocytic leukemia cells. Mol Cancer Res.
2013;11(5):541-554.

33. Hallek M, Cheson BD, Catovsky D, et al.
Guidelines for the diagnosis and treatment
of chronic lymphocytic leukemia: a report
from the International Workshop on
Chronic Lymphocytic Leukemia updating
the National Cancer Institute-Working
Group 1996 guidelines. Blood. 2008;111
(12):5446-5456.

34. Buchner M, Fuchs S, Prinz G, et al. Spleen
tyrosine kinase is overexpressed and repre-
sents a potential therapeutic target in
chronic lymphocytic leukemia. Cancer Res.
2009;69(13):5424-5432.

35. Cheng S, Ma J, Guo A, Lu P, et al. BTK
inhibition targets in vivo CLL proliferation
through its effects on B-cell receptor sig-
naling activity. Leukemia. 2014;28(3):649-
657.

36. Contri A, Brunati AM, Trentin L, et al.
Chronic lymphocytic leukemia B cells con-
tain anomalous Lyn tyrosine kinase, a puta-
tive contribution to defective apoptosis. J
Clin Invest. 2005;115(2):369-378.

37. Tibaldi E, Brunati AM, Zonta F, et al. Lyn-
mediated SHP-1 recruitment to CD5 con-
tributes to resistance to apoptosis of B-cell
chronic lymphocytic leukemia cells.
Leukemia. 2011;25(11):1768-1781.

38. Wang X, Li JP, Chiu LL, et al. Attenuation of
T cell receptor signaling by serine phospho-



rylation-mediated lysine 30 ubiquitination
of SLP-76 protein. J Biol Chem. 2012;287
(41):34091-34100.

39. Hashimoto S, Iwamatsu A, Ishiai M, et al.
Identification of the SH2 domain binding
protein of Bruton's tyrosine kinase as
BLNK--functional significance of Btk-SH2
domain in B-cell antigen receptor-coupled
calcium signaling. Blood. 1999;94(7):2357-
2364.

40. Nolz JC, Tschumper RC, Pittner BT, Darce
JR, Kay NE, Jelinek DF. ZAP-70 is expressed
by a subset of normal human B-lympho-
cytes displaying an activated phenotype.
Leukemia. 2005;19(6):1018-1024.

41. Gobessi S, Laurenti L, Longo PG, Sica S,
Leone G, Efremov DG. ZAP-70 enhances B-
cell-receptor signaling despite absent or
inefficient tyrosine kinase activation in
chronic lymphocytic leukemia and lym-
phoma B cells. Blood. 2007;109(5):2032-
2039.

42. Chen L, Huynh L, Apgar J, et al. ZAP-70
enhances IgM signaling independent of its
kinase activity in chronic lymphocytic
leukemia. Blood. 2008;111(5):2685-2692.

43. Blery M, Tze L, Miosge LA, Jun JE,
Goodnow CC. Essential role of membrane
cholesterol in accelerated BCR internaliza-
tion and uncoupling from NF-kappa B in B
cell clonal anergy. J Exp Med.
2006;203(7):1773-1783.

44. Reeve JL, Zou W, Liu Y, Maltzman JS, Ross
FP, Teitelbaum SL. SLP-76 couples Syk to
the osteoclast cytoskeleton. J Immunol.
2009;183(3):1804-1812.

45. Finco TS, Kadlecek T, Zhang W, Samelson
LE, Weiss A. LAT is required for TCR-
mediated activation of PLCgamma1 and
the Ras pathway. Immunity. 1998;9(5):617-
626.

46. Mizuno K, Tagawa Y, Watanabe N,
Ogimoto M, Yakura H. SLP-76 is recruited
to CD22 and dephosphorylated by SHP-1,
thereby regulating B cell receptor-induced
c-Jun N-terminal kinase activation. Eur J
Immunol. 2005;35(2):644-654.

47. Clements JL, Lee JR, Gross B, et al. Fetal
hemorrhage and platelet dysfunction in
SLP-76-deficient mice. J Clin Invest.
1999;103(1):19-25.

48. Poole A, Gibbins JM, Turner M, et al. The

Fc receptor gamma-chain and the tyrosine
kinase Syk are essential for activation of
mouse platelets by collagen. EMBO J.
1997;16(9):2333-2341.

49. Kettner A, Pivniouk V, Kumar L, et al.
Structural requirements of SLP-76 in signal-
ing via the high-affinity immunoglobulin E
receptor (Fc epsilon RI) in mast cells. Mol
Cell Biol. 2003;23(7):2395-2406.

50. Hidano S, Kitamura D, Kumar L, Geha RS,
Goitsuka R. SLP-76 is required for high-
affinity IgE receptor- and IL-3 receptor-
mediated activation of basophils. Int
Immunol. 2012;24(11):719-727.

51. Hewamana S, Alghazal S, Lin TT, et al. The
NF-kappaB subunit Rel A is associated with
in vitro survival and clinical disease pro-
gression in chronic lymphocytic leukemia
and represents a promising therapeutic tar-
get. Blood. 2008;111(9):4681-4689.

52. Tan JE, Wong SC, Gan SK, Xu S, Lam KP.
The adaptor protein BLNK is required for b
cell antigen receptor-induced activation of
nuclear factor-kappa B and cell cycle entry
and survival of B lymphocytes. J Biol
Chem. 2001;276(23):20055-20063.

N. Dezorella et al.

1562 haematologica | 2016; 101(12)




