mRNA deregulation through microRNAs as a highly relevant mechanism in lymphomagenesis
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There is evidence for microRNA editing in lymphomagenesis
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immunoprecipitation experiments to analyze the direct physical interactions of microRNAs with mRNAs
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There are several regulatory pathways of relevance in lymphomagenesis including Ras, PI3K-Akt
and MAPK signaling pathways, also recurrently deregulated in lymphomas by mutations
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