
SUPPLEMENTARY APPENDIXAcute Myeloid Leukemia

Co-operative leukemogenesis in acute myeloid leukemia and acute
promyelocytic leukemia reveals C/EBPα as a common target of TRIB1
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Supplementary Figure legend 

Supplementary Figure S1: Overexpression of TRIB proteins abrogates ATRA-mediated 

differentiation of NB4 cells. A) Western blot analysis for C/EBPβ in direct lysis samples 

prepared from NB4 cells transduced with control MigR1, MigR1-TRIB1, and MigR1-ΔC4 and 

treated with 1µM ATRA for indicated time-point. B) NB4 cells were transduced with control 

NGFR and NGFR-TRIB2 vectors, sorted and treated with 1µM ATRA for 4 days and cell 

morphology assessed. C) QPCR analysis of G-CSFR mRNA levels in NB4 cells transduced 

with control NGFR and NGFR-TRIB2, and treated with 1µM ATRA for indicated time-points. 

D) Western blot analysis for C/EBPα, C/EBPβ and PU.1 in direct lysis samples prepared from 

NB4 cells transduced with control NGFR and NGFR-TRIB2 and treated with 1µM ATRA for 

indicated time-points. Actin was used as a loading control. h, hours. (* unspecific band).  

 
Supplementary Materials and Methods 
 

Gene Primer sequence 
hTRIB1 For CTTCAAGCAGATTGTCTCCGC 

Rev CTAAGCTGGGTTCTCTCCTCC 
mTRIB1 
 

For GTTCGTCTTCTCCACCGAGG 
Rev CGCCTTTCCAGAGTAGGTCC 

hGM-CSFR 
 

For AGCATGTCCCCACAACTGTGTC 
Rev TGATTTATGTGCAGGCCTGG 

 
Antibodies: 
Anti-C/EBPβ (Santa Cruz sc-150), anti-PU.1 (Santa Cruz sc-352). 
 




