Discovery cohort

19 refractory/early relapsed T-ALL

=P =P
=ie =P
=3 =
=Pe =Pe
=Pe =P
= =e
e =P
=R =Pe
e

=B

-

RNA sequencing

o eercccccce

I—- Most commonly disrupted pathways

JAK/STAT
RAS/PTEN

I—- Frequenlty associated with
NOTCH1/FBXW7 mutations
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JAK/STAT and RAS/PTEN mutations in T-cell acute lymphoblastic leukemia have a negative
prognostic impact and support the clinical application of JAK and PI3K/mTOR inhibitors

Validation cohort

49 refractory, relapsed and

responsive T-ALL
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‘ |—- Mutation analysis shows an association

1 risk of relapse
| overall survival
| disease-free survival

| event-free survival

I—- Patients harboring only NOTCH1/FBXW?7 mutations
have a better survival

Gianfelici et al., Haematologica, 2016



