Regulatory T cells and progenitor B cells are independent prognostic predictors in lower risk myelodysplastic syndromes
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Supplementary table 1. Data on T cell subsets, NK cells and progenitor B cells.
Peripheral blood (PB): % represents percentage of lymphocytes
Bone marrow (BM): % represents percentage of leukocytes

Median Range

PB T lymphocyte subpopulations

% CD4+CD45RA+*CD27+ (CD4 naive) 331 7,2-72.9
% CD4+CD45RA++CD27- (CD4 effector) 0.9 0.0 -26.3
% CD8+*CD45RA+CD27+ (CD8 naive) 18.2 2.0-55.0
% CD8+*CD45RA+CD27- (CD8 effector) 25.6 2.1-71.2
PB regulatory T cells

% CD4+CD25hFoxP3+ 5.8 2.3-10.3
PB NK cells

% CD3-CD16+*CD564dim 55 0.9-18.0
BM progenitor B cells

% CD10+CD34+ 9.7 1.0 - 40.0




