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Table S1: mHag phenotype frequency in percentage (%) per population African American Asian European

mHags are ordered from top to bottom as they are represented from left to right in Figure 1 TSI YRl LWK|ASW CLM MXL PUR|CHB JPT CHS|CEU FIN GBR IBS Statistics

mHag Variation nur Basepair mHag allele (Fw strand) Immunogeneic amino acid Chromosome  Position |# individuals:| 98 88 97 61 60 66 55 97 89 100 | 85 93 89 14 |]|Average SD Minimal frequency Maximal frequency
ACC6 rs9945924 A (MEIFIEVFSHF) 18 61620766 63 40 52 31 38 61 a7 38 39 42 42 33 a7 43 44 9 31 63
HB-1Y rs161557 T Y 5 143200053 a7 35 a7 43 33 52 53 52 76 42 48 32 56 43 47 11 32 76
LB-SON-1R rs13047599 (03 R 21 34926260 59 38 41 48 35 61 55 39 44 46 59 60 48 64 50 10 35 64
ZAPHIR rs2074071 A D 19 58003580 50 72 58 72 48 52 53 45 45 51 52 49 55 64 55 9 45 72
LB-APOBEC3B  rs2076109 A K 22 39381826 56 53 49 52 60 47 62 42 49 62 61 60 40 71 55 9 40 71
LB-WNK1 rs12828016 T I 12 998365 72 72 72 67 57 71 60 a7 58 50 56 65 57 29 60 12 29 72
LB-PTK2B-1T rs751019 (03 T 8 27308585 72 40 53 43 70 64 69 57 62 56 67 66 69 71 61 10 40 72
LB-PDCD11 rs2986014 T F 10 105194086 66 73 69 59 60 77 64 65 67 71 64 61 71 71 67 5 59 77
ACC4/ACC5 rs2289702 T R 15 79237293 13 17 12 16 17 14 11 21 11 11 29 17 15 0 15 6 0 29
LB-BCAT2 rs11548193 (03 R 19 49303070 13 36 1 a1 15 0 5 14 0 18 39 42 0 0 16 17 0 42
LB-LY75-1K rs12692566 C K 2 160676427, 41 14 13 23 25 21 27 22 17 19 33 45 34 21 25 10 13 45
LB-PRCP rs2298668 G D 11 82564294 29 38 15 39 25 23 20 22 12 33 32 27 19 29 26 8 12 39
UTA2-1 rs2166807 T L 12 32134638 24 34 22 31 40 14 25 34 30 31 36 43 26 7 28 10 7 43
LB-GEMIN4 rs4968104 A \Y 17 649505 18 42 18 a1 35 12 20 30 25 39 45 45 22 14 29 12 12 45
CD19 rs2904880 (63 L 16 28944396 32 34 4 49 60 0 36 31 16 34 51 55 16 21 31 18 0 60
ACC2 rs3826007 T D 15 80263217 20 50 14 43 37 12 27 35 42 36 40 55 28 29 33 12 12 55
LB-MR1-1R rs2236410 G R 1 181018236 22 22 27 31 38 33 31 66 57 49 26 24 28 14 33 15 14 66
LB-ADIR rs2296377 T F 1 179051300 50 0 1 10 57 58 44 48 52 56 a7 33 52 43 39 20 0 58
SLC1A5 rs3027956 (03 A 19 47291174 39 6 2 7 28 33 20 77 62 79 36 43 40 43 37 24 2 79
LB-NUP133-1R  rs1065674 (03 R 1 229623338 49 83 82 75 43 50 45 32 18 28 39 28 37 29 46 21 18 83
C190RF48 rs3745526 A S 19 51302202 42 25 32 23 45 29 45 87 83 89 48 62 49 36 50 22 23 89
LRH-1 rs3215407 TG (TPNQRQNVC) 17 3594276 66 56 73 61 40 97 58 35 52 48 41 49 40 21 53 18 21 97
LB-SSR1 rs10004 G S 6 7310259 50 38 66 a1 37 88 45 a7 49 37 52 45 45 50 49 13 37 88
ACC1lY rs1138357 T Y 15 80263406 48 49 48 43 48 48 51 61 73 57 40 55 66 79 55 11 40 79
LB-MTHFD1-1Q rs2236225 A Q 14 64908845 61 34 43 39 78 85 65 38 46 45 68 69 70 71 58 17 34 85
LB-P14K2B-1 rs313549 T S 4 25236017 56 91 88 80 43 45 53 61 54 56 45 44 51 79 60 17 43 91
LB-EBI3 rs4740 A I 19 4236996 63 56 80 46 52 80 62 62 67 53 54 53 76 64 62 11 46 80
HA-1 rs1801284 A H 19 1068738 69 51 69 62 58 71 67 66 61 61 61 51 74 79 64 8 51 79
LB-SWAP70-1Q rs415895 C Q 11 9769562 57 76 76 67 65 62 55 78 88 84 56 51 55 50 66 13 50 88
LB-ERAP1 rs26653 (63 R 5 96139250 72 56 76 52 65 80 64 63 75 68 52 a7 75 93 67 13 47 93
HEATR1 rs2275687 T E 236717926 68 88 82 77 67 70 65 7 85 71 58 44 46 57 68 13 44 88
HA-8 rs2173904 C R 9 2828765 73 65 64 75 75 52 73 69 61 67 80 73 62 79 69 8 52 80
HER-2/NEU rs61552325 (63 P 17 37884037 52 100 93 90 83 65 71 75 64 90 58 57 55 64 73 16 52 100
LB-ARHGDIB rs4703 C R 12 15095558 71 67 81 80 77 82 75 59 79 68 66 71 73 71 73 7 59 82
SLC19A1 rs1051266 (03 R 21 46957794 76 77 56 80 83 44 75 75 70 77 78 86 73 71 73 11 44 86
HA-3 rs2061821 (03 T 15 86122654 81 89 80 77 90 71 78 80 89 83 72 96 75 71 81 8 71 96
T4A1 rs9876490 C Y 3 140407260, 72 92 84 93 85 76 73 87 88 89 71 74 69 86 81 8 69 93
ACC1C rs1138357 (03 (03 15 80263406 92 91 92 89 88 94 91 75 74 85 94 98 72 71 86 9 71 98
PANE1 rs5758511 G R 22 42336172 96 93 93 84 93 100 96 80 89 80 96 95 73 79 89 8 73 100
HB-1H rs161557 C H 5 143200053 96 95 90 93 95 92 93 88 83 97 98 97 78 86 91 6 78 98
TRIM22 rs187416296 T (03 11 5730705 0 0 0 0 0 2 5 0 0 0 2 1 2 0 1 2 0 5
LB-ECGF-1 rs112723255 T H 22 50964255 10 1 2 3 5 5 5 0 0 0 13 12 9 7 5 4 0 13
DPH1 rs35394823 G \% 17 1943880 5 0 0 5 20 14 9 0 0 0 19 18 13 21 9 8 0 21
UTDP4-1 rs11539209 A I 9 131483551, 12 2 9 3 5 12 13 6 7 10 12 13 15 7 9 4 2 15
LB-TRIP10-1EPC rs1049229 A E 19 6751279 97 93 91 87 92 92 91 87 94 89 95 99 96 93 93 4 87 99
SP110 rs1365776 T R 2 231072709 90 100 100 | 98 93 94 95 97 98 99 82 88 85 93 94 6 82 100
HA-2 rs61739531 (03 \Y 7 45016621 97 95 99 95 98 97 100 | 97 100 98 88 95 99 100 97 3 88 100
UGT2B17 Not deductable from published data




