Identification of minor histocompatibility antigens based on the 1000 Genomes Project

mHag phenotyping of 30-50 individuals 2 correlation of mHag phenotypes with genomic
from the 1000 Genomes Project variations of the 1000 Genomes Project
thgh\y associated
\r /SNPs

—
mHag+ \ mHag'
- B-cell
B-cell . 4 testing synthetic peptides encoded by the most
significantly associated missense SNP
_./

£ ,. mHag specific )|
] ./ ! \ T-cells o

mHag* GAC CGA GGC CTG ACC CGC ATC.CTG GCC CAC TTC TTC TGT GGA TGG CCC TCA

mHag' GAC CGA GGC CTG ACC CGC AAC CTG GCC CAC TTC TTC TGT GGA TGG CCC TCA
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