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A restricted IGHV gene repertoire in splenic marginal zone lymphoma is associated with autoimmune disorders
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SMZL with autoimmune disease n=20 SMZL with positive DAT without AIHA n=9 SMZL without autoimmune disease n=30
Median age at diagnosis 58 64 65
Male 7 (35%) 3 (33%) 11 (36%)
Peripheral blood involvement 17 (85%) nd 27 (90%)
Bone marrow involvement 14/15 (93%) nd 25/27 (92%)
LDH >ULN 9/17 (53%) nd 10/29 (34%)
HCV positive 1 (5%) 0 0
Monoclonal component 9/17 (53%) 0/4 7 (23%)
IGHV1-2*04 usage 11 (55%) 3 (33%) 7 (23%)
IGHV homology >98% 10 (50%) 3 (33%) 10 (33%)
7q31-q32 deletion 11/18 (61%) 3/5 (60%) 11 (36%)
Adjuvant treatment after splenectomy 7/17 (41%) nd 10/29 (34%)

Table S1. Patients characteristics 

Abbreviations: ULN, upper limit of normal; HCV, hepatitis C virus; IGHV, immunoglobulin heavy variable gene; DAT, direct antiglobulin test.


