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Supplementary Figures

The comparative genomic analyses to assess the degree of conservation
of the mutated residues in novel missense mutations in the PROC, 
PROS1, and SERPINC1 genes identified in this study.



PROC: c.790A>G (p.Arg264Gly)

Arg264



PROC: c.796G>C (p.Gly266Arg)

Gly266



PROS1: c.1644G>C (p.Gln548His)

Gln548



PROS1: c.947G>A (p.Arg316His)

Arg316



PROS1: c.974C>G (p.Ala325Glu)

Ala325



SERPINC1: c.1057C>G (p.Pro353Ala)

Pro353



Ala126

SERPINC1: c.377C>A (p.Ala126Asp)



SERPINC1: c.851T>G (p.Met284Arg)

Met284


