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SUPPLEMENTARY APPENDIX

Online Supplementary Table S2. Comparison of biological characteristics and peripheral blood values in
CBLmut (n=38) and CBLwt (n=240) patients in the CMML cohort (n=278).
Parameter CBLmut CBLwt P

Male/female (ratio) 40/8 (5.0) 154/76 (2.0) 0.025
Median age, years (range) 73.6 (42.3-88.3) 72.5 (21.9-93.3) n.s.
Median WBC count, ×109/L (range) 17.9 (3.2-92.3) 13.0 (0.9-129.2) n.s.
Median hemoglobin level, g/dL (range) 11.2 (7.6-14.2) 10.9 (4.0-18.2) n.s.
Median thrombocytes, ×109/L (range) 79 (3-139) 92 (5-1,119) n.s.

WBC: white blood cells.

Online Supplementary Table S1. Frequency of CBLmut in distinct cytogenetic subgroups (P values were cal-
culated comparing patients carrying the respective cytogenetic alteration with patients without).
Cytogenetic subgroup N. of patients CBLmut P

Normal karyotype 494 45 (9.1%) n.s.
-Y as sole alteration 21 4 (19.0%) n.s.
Gain of 1q 5 0 (0.0%) n.s.
Monosomy 7 9 4 (44.4%) 0.008
Sole trisomy 8 34 2 (5.9%) n.s.
Sole 12p deletion 5 0 (0.0%) n.s.
Sole 20q deletion 9 1 (11.1%) n.s.
Complex karyotype (≥3 clonal alterations) 9 0 (0.0%) n.s.
Reciprocal translocations 12 0 (0.0%) n.s.
Other trisomies 13 0 (0.0%) n.s.
Other alterations 21 6 (28.6%) 0.012
Total 636 63/636 (9.9%) -



Online Supplementary Figure S1. Overall survival of CBLmut and CBLwt cases (A) in the CMML-1 and (B) CMML-2 cohorts. 
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