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SUPPLEMENTARY APPENDIX

Online Supplementary Figure S1. MTS cell proliferation assays corresponding to four different transfections for CBLC mutants. Two
negative controls (cells mock-transfected and cells transfected with GFP control vector) were included. (A) Assay corresponding to the
CBLC mutation p.Q419PfsX81 compared to wild-type (t-test, P>0.05). (B) Assay corresponding to CBLC p.P435S mutation (t-test,
P>0.05). (C) Assay corresponding to CBLC p.E392K mutation (t-test, P>0.05).
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Online Supplementary Table S1. dHPLC primers and conditions used for the mutational screening of CBL genes. Two
primers were used to amplify each exon (Fw and Rv). Another primer with a base change was used for every exon
(Fwm or Rvm) to amplify a mutated fragment, which was used as a mutant control to validate the dHPLC analyses.
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