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Online Supplementary Table S1. Primers used for mutation screening.

Transcript accession Protein accession

Gene (primer) Sequence (5'-3') Application Annealing W2 T number

2F ; .
GATA2 5; égggggég;?gggf%’:cg.r Exon 2 58°C NM_032638.4 NP_116027.2

3F CTGGTTCTGGGAGTCGTGAT
2 o 2 >
GHTA 3R ATCTGGGAAACCAACACTGC Emond b D 02200 N Lleny2

GATA2 :I}{ Eggr;%gg;s_f?g\f:é\ g;ggf Exon 4 58°C NM_032638.4 NP_116027.2

5F TTAGCCCTCCTTGACTGAGC i = =

GATA2 SR AGCCAAGCTGGATATTGTGG Exon 5 58°C NM_032638.4 NP_116027.2
. 6F TGTTGCTGGAGGAAGGAACT . oy "
GATA2 6R GTCCTCGACGTCCATCTGTT Exon 6 58°C NM_032638.4 NP_116027.2

IF GGAAAGGGGAACAGTTAAATTT =
RUNXI IR TTGGCTGTGGGTTGGTGAT Exon 1 60°C NM_001001890.2  NP_001001890.1

3F GCCTGTCCTCCCACCACCCTCTC
- - o, 1]
RUNX1 3R AGCTGCTTGCTGAAGATCCG Exon 3 60°C NM_001001890.2  NP_001001890.1

4F  GTGGGTTTGTTGCCATGAAACG 5
RUNXI 4R CATCCCTGATGTCTGCATTTGTCC Exon 4 60°C NM_001001890.2  NP_001001890.1
5F CCCAAGGAATCTGAGACATGGTCC
xon 5 9 2 ;
RUNXI SR TGTTCAGGCCACCAACCTCATTC Exon 60°C NM_001001890 NP_001001890.1
6F GGGGGCCCATTCTGCTGAGAGG

RUNXI 6R GAGCATCAAGGGGAAACCCC Exon 6 60°C NM_001001890.2  NP_001001890.1

Runxi Y AATCCCACCCCACTTTACAT Exon 7b 60°C NM _001001890.2  NP_001001890.1
7R CTCAGCTGCAAAGAATGTGT A - ' - '
8F TCCGCTCCGTTCTCTTGC i

RUNKL @ Tt OTCGOGAAC AGOAG Exon 8 60°C NM _001001890.2  NP_001001890.1
IF TCGCCATGCCGGGAGAACTCTAAC

CEBPA £ 120-414% 62°C NM_004364.3 NP_004355.2
IR CCTGCTGCCGGCTGTGCTGGAAC = - -
2F CTTCAACGACGAGTTCCTGGCCGA

5-664* 2° 55.2

CHEPE . e nt 365-664 62°C NM_004364.3 NP _004355.2

3F CCGCTGGTGATCAAGCAGGA

- * 0
CEBPA 3R CCGGTACTCGTTGCTGTTCT nt 615-1004 62°C NM_004364.3 NP_004355.2

4F CAAGGCCAAGAAGTCGGTGGACA

f . ® 99 ]

CEBPA 4R CACGGTCTGGGCAAGCCTCGAGAT uff60:131% i NMLO0013640 NPO043352
IF TTAACTCTCTGGTGGTAGAATGAA

%) 2 56° 520. 511,
NPMI IR CAAGACTATTTGCCATTCCTAAC Exon | 6°C NM_002520.6 NP_002511.1

FLT3 LIF" GCAATTTAGOTATGAAAGCCAGC E 14-15 56°C NM 004119.2 NP 004110.2
12R CTTTCAGCATTTTGACGGCAACC e ~ > - i

* The entire coding sequence of CEBPA gene was amplified in 4 overlapping fragments,



