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Online Supplementary Figure S1. Co-expression of testis-restricted and
testis/brain-restricted CTA genes in newly diagnosed cases (A) and in
relapse cases (B). Black indicates presence of expression; white, absence
of expression. In the left column in each panel, a bar marks every 50
patients. Genes shown are MAGEC1,MAGEB2, SSX1, FAM133A, CTNNA2

and CTAGE1.
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Online Supplementary Figure S2. Cluster analysis of the presence of
CTA gene expression. Fifteen clusters are found (A), of which 5, 12
and 15 combined show a correlation to progression free survival in
newly diagnosed cases (B). Cluster 15 holds prognostic value for APEX
samples (C, D). The bar directly below the sample dendrogram indi-
cates newly diagnosed cases (light gray) and relapse cases (dark
gray).
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Online Supplementary Figure S3. Expression of MAGEC1 in myeloma specimens of which gene expression
microarrays were performed. (A) 10% positive for MAGEC1 and no presence call; (B) 90% positive for MAGEC1
with presence call. Cytospins were fixed in acetone for 5 min and were air-dried for an additional 10 min.
Slides were incubated with primary antibody O/N at 4°C, followed by 30 min of incubation with Alexa
Fluor-labeled antibodies (Molecular Probes). Sections were embedded in Vectashield (Vector Labs). Antibody
for MAGEC1 was CT7-33 (Sigma-Aldrich).




Online Supplementary Table S1. First four columns taken from Ctdatabase.

Al

Gene family Family i Chromosomal locali: CT identifier Status
CTAGE-1 CTAGE1L 18p11.2 1211 AB and Plus
CTNNAZ CTNNAZ 2p12-p11.1 CT114 AB and Plus
FAM133A FAM133A Xgq21.32 CT 115 AB and Plus
GAGE GAGE4 Xpll.4-p11.2 CT4.4 AB and Plus
GAGE GAGES ¥pl1,23 cT4.8 AB and Plus
MAGEA MAGEA1 Xg28 711 AB and Plus
MAGEA MAGEA2 Xg28 CT1.2 AB and Plus
MAGEA MAGEAS Xq28 C¥1.9 AB and Plus
MAGEB MAGEB1 Xp21.3 CT3.1 AB and Plus
MAGEB MAGEB2 Xp21.3 CT3.2 AB and Plus
MAGEB MAGEB4 Xp21.3 CT3.6 AB and Plus
MAGEC1 MAGEC1 Xq26 7.1 AB and Plus
MAGEC2 MAGEC2 Xq27 CTi0 AB and Plus
PAGE-5 PAGE2 Xp11.21 CT16.4 AB and Plus
SPANX SPANXC Xg27.1 CT11.3 AB and Plus
55X 851 Xp11.23-p11.22 CT5.1 AB and Plus
SSX SsSX2 Xp11.22 CT5.2a AB and Plus
55X 55X3 Xpl1.23 €153 AB and Plus
TEX14 TEX14 17q22 CT 113 AB and Plus
TSPY1 TSPY1 Ypili.2 178 AB and Plus
ACRBP ACRBP 12p13.31 123 AB and Plus
AF15q14 CASCS 15q14 cT29 AB and Plus
C21orf99 C21orfa9 21g11.2 CT8s5 AB and Plus
CABYR CABYR 18g11.2 CTE8 AB and Plus
CCDC110 ccbciio 4g35.1 CT52 AB and Plus
CEP290 CEP290 12q21.32 CT87 AB and Plus
CTAGE-1 CTAGES 14q13.3 €T21.3 AB and Plus
FATE FATEL Xq28 CT43 AB and Plus
HAGE DDX43 6gl2-g13 CT12 AB and Plus
JARID1B JARID1B 1g32.1 CT31 AB and Plus
LDHC LDHC 11p15.5-p15.3 cT32 AB and Plus
LEMD1 LEMD1 1g32.1 CT50 AB and Plus
MAGEA MAGEA12 Xq28 CT1.12 AB and Plus
MAGEA MAGEA3 Xq28 CT1.3 AB and Plus
MAGEA MAGEA4 Xq28 CcT14 AB and Plus
MAGEA MAGEAS Xq28 CT15 AB and Plus
MAGEA MAGEAE Xg28 CT1.6 AB and Plus
MMAL DSCR8 21q22.2 CT25.1a AB and Plus
MORC MORC1 3g13 C133 AB and Plus
MPHOSPH1 MPHOSPH1 10g23.31 CT90 AB and Plus
NY-ESO-1 CTAG1B Xq28 CT6.1 AB and Plus
NY-ESO-1 CTAG2 Xq28 CT6.2a AB and Plus
0OIPS 0IPS 15q15.1 CT86 AB and Plus
PBK PBK 8p21.2 CT84 AB and Plus
PIWIL2 PIWIL2 8p21.3 CT80 AB and Plus
ROPN1 ROPN1 3g21.1 CT91 AB and Plus
SPA17 SPA17 11g924.2 cr22 AB and Plus
SPACA3 SPACA3 17q11.2 CT54 AB and Plus
SPAGY SPAGH 17g921.33 CT89 AB and Plus
SPINLW1 SPINLW1 20q12-q13.2 CT21 AB and Plus
5PO11 SPO11 20q13.2-q13.3 T35 AB and Plus
55X 55X4 Xpl11.23 CT5.4 AB and Plus
SYCP1 sycer1 1p13-p12 cT8 AB and Plus
TPTE TPTE 21pll CT44 AB and Plus
TPX1 CRISP2 6p21-gter CT36 AB and Plus
TSGA10 TSGAL0 2q11.2 cT79 AB and Plus
XAGE XAGE1 Xpll.22 CT12.1a AB and Plus
ZNF165 ZNF165 6p21.3 CT53 AB and Plus
| ANKRDAS ANKRDA45 1g25.1 CT117 AB and Plus
ARX ARX Xp21 CT121 AB and Plus
CCDCB2 CCDCe2 12g24.31 CT 109 AB and Plus
CEP55 CEP55 10q23.33 CT111 AB and Plus
CT96 TTK 6q13-g21 CT96 AB and Plus
ELOVL4 ELOVL4 6014 CT 118 AB and Plus
GPAT2 GPAT2 2q11.1 CT123 AB and Plus
GPATCH2 GPATCH2 1g41 CT 110 AB and Plus
IGSF11 IGSF11 3q13.32 CT 119 AB and Plus
IMP-3 IMP-3 7pll CT98 AB and Plus
KIAAD100/MLAA-22 KIAADLOO 17q11.2 CT 101 AB and Plus
LOC440934 LOC440934 2q36.1 CT75 AB and Plus
LYPDGB LOC130576 2q23.1-q23.2 Ci116 AB and Plus
MAEL MAEL 19241 CT128 AB and Plus
NOL4 NOL4 18q12 CT125 AB and Plus




Bl

Gene family Family k Ch li CT identifier Status
NUF2/CDCAL CDCAl 1g923.2 CT106 AB and Plus
0ODF1 ODF1 8q22.3 CT133 AB and Plus
ODF2 ODF2 9q34.11 CT134 AB and Plus
PRAME PRAME 22q11.22 CT130 AB and Plus
PTPN2OA PTPN20A 10q11.22 CT 126 AB and Plus
RHOXF2/PEPP2 PEPP2 Xq24 CT107 AB and Plus
ROCD1 RQCD1 2q35 CT129 AB and Plus
SPAG4 SPAG4A 20g11.21 CT127 AB and Plus
SPANX SPANXB2 Xq27.1 AB and Plus
SPEF2 SPEF2 5p13.2 CT122 AB and Plus
TCC52 TCCS52 9p13.3 CcT102 AB and Plus
TMEFF TMEFF1 9q31 CT1201 AB and Plus
TMEFF TMEFF2 2q32.3 CT120.2 AB and Plus
TMEM108 TMEM108 3q21 CT124 AB and Plus
BORIS CTCFL 20g13.31 cT27 only U133Plus2.0
CAGE DDX53 Xp22.11 CT26 only U133Plus2.0
CCDC33 CCDC33 15g24.1 CT61 only U133Plus2.0 with valid probe set
CCDC36 CCDC36 3p21.31 cT74 only U133Plus2.0
COXeB2 COXeB2 19q13.42 CT59 only U133Plus2.0
CPXCR1 CPXCR1 Xg21.3 cT77 only U133Plus2.0
Crorf61l Cxorf6l Xq23 cT83 only U133Plus2.0
FAMA46BD FAMA46D Xg21.1 CT112 only U133Plus2.0
MAGEB MAGEBG Xp21.3 CT3.4 only U133Plus2.0
NY-SAR-35 FMRINB Xq27.3-q28 cT37 only U133Plus2.0
SLCOBAL SLCOBAL 5q21.1 CT48 only U133Plus2.0
CXorfd4s CXorf48 Xg26.3 CT55 AB and Plus
HORMAD1 HORMAD1 1q21.2 CTa6 AB and Plus
MAGEB MAGEB3 Xp21.3 CT3.5 AB and Plus
PASD1 PASD1 Xq28 CT63 AB and Plus
5GY-1 DKKL1 19q13.33 CT34 AB and Plus
SPANX SPANXAL Xq27.1 CT111 AB and Plus
ADAM2 ADAM2 8pl1.2 CT15 AB and Plus
ADAM29 ADAM29 4q34 cT73 AB and Plus
AKAP3 AKAP3 12p13.3 CT82 AB and Plus
ARMC3 ARMC3 10p12.31 CT81 AB and Plus
BRDT BRDT 1p22.1 cT9 AB and Plus
HSPBS HSPBS 17q21.2 €751 AB and Plus
KLKBL4 KLKBL4 16q21 CT&7 AB and Plus
MAGEA MAGEA11 Xq28 CT1.11 AB and Plus
MAGEA MAGEAS Xq28 CT1.8 AB and Plus
NLRP4 NLRP4 19q13.42 CT58 AB and Plus
NXF2 NXF2 Xq22.1 CT39 AB and Plus
RBM46 RBM46 4q32.1 CT68 AB and Plus
SYCEL SYCE1 10g26.3 176 AB and Plus
TAF7L TAF7L Xg22.1 CT40 AB and Plus
TDRD1 TDRD1 10q25.3 CT41.1 AB and Plus
TDRD1 TDRD6 6pl2.3 CT41.2 AB and Plus
TEX15 TEX15 8pl2 cT42 AB and Plus
TSP50 TSP50 3pld-pl2 CT20 AB and Plus
TSSK6 TSSK6 19p13.11 72 AB and Plus
TULP2 TULPZ 19q13.1 CT65 AB and Plus
AKAP4 AKAP4 Xpll.2 cT99 AB and Plus
CT45 CT45A5 Xq26.3 CT45.5 AB and Plus
DPPA2 DPPAZ 3q13.13 CT100 AB and Plus
IL13RA IL13RA2Z Xql13.1-g28 €719 AB and Plus
LOC196993 LOC196993 15q23 CT62 AB and Plus
LOC348120 LOC348120 15q11.2 CT60 AB and Plus

LYBK LYBK 8q24.3 cT97 AB and Plus

PRM PRM1 16p13.2 €794.1 AB and Plus

PRM PRM2 16p13.2 CT94.2 AB and Plus
TEX101 TEX101 19g13.31 CT131 AB and Plus
CAGE1 CAGE1 6p24.3 €795 only U133Plus2.0
CALR3 CALR3 19p13.11 CcT93 only U133Plus2.0
cT45 CT45A1 Xq26.3 CT45.1 only U133Plus2.0
ODF3 ODF3 11p15.5 CT135 only U133Plus2.0 with valid probe set
ODF4 ODF4 17p13.1 CT136 only U133Plus2.0
OoToA OTOoA 16p12.2 CT108 only U133Plus2.0
POTE POTE15 15q11.2 CT104 .5 only U133Plus2.0
SPATA19 SPATA19 11q25 CT132 only U133Plus2.0




€1

Gene family Family member Chromosomal localization CT identifier Status

CT45 CT45A3 Xq26.3 CT45.3 AB and Plus

NY-ESO-1 CTAG1A Xq28 AB and Plus

GAGE GAGE12B Xp11.23 AB and Plus

GAGE GAGE12C Xpll.23 AB and Plus

GAGE GAGE12D Xp11.23 AB and Plus

GAGE GAGE12E ¥pl1.23 AB and Plus

GAGE GAGE12F Xpll.23 AB and Plus

GAGE GAGE12G Xp11.23 AB and Plus

GAGE GAGE12H ¥p11.23 AB and Plus

GAGE GAGE12| Xpll.4-pll.2 AB and Plus

GAGE GAGE12) Xp11.23 AB and Plus

GAGE GAGE13 Xpll.23 AB and Plus

GAGE GAGE2ZA Xpl11.23 CT4.2 AB and Plus

GAGE GAGES Xpll.4-p11.2 CT4.5 AB and Plus

GAGE GAGEG Xpll.4-pl11.2 CTa.6 AB and Plus

GAGE GAGE7 Xpll.4-p11.2 CcT4.7 AB and Plus

MAGEA MAGEA2ZB Xq28 AB and Plus

MAGEA MAGEASB/LOCT28269 Xq28 AB and Plus

NXF2 NXF2B Xq22.1 AB and Plus

SPANX SPANXAZ Xq27.1 AB and Plus

SPANX SPANXB1 Xq27.1 CT11.2 AB and Plus

TSPY1 LOC728137 Ypil1.2 AB and Plus

XAGE XAGE1B Xpl1.22 CT12.1b AB and Plus

XAGE XAGE1C Xp11.22 CT12.1c AB and Plus

XAGE XAGE1D Xpl11.22 CT12.1d AB and Plus

XAGE XAGELE Xpl1.22 AB and Plus

CT45 CT45A2 Xq26.3 CT45.2 only U133Plus2.0

CTas CT45A4 Xg26.3 CT45.4 only U133Plus2.0

CT45 CT45A6 Xq26.3 CT45.6 only U133Plus2.0

cT47 CT4781 Xq24 CT47.13 Excluded

GAGE GAGE3 Xpll.23 CcT4.3 Excluded

SPANX SPANXE Xq27.2 Excluded

BAGE BAGE2 21p111 cr2.2 Excluded

BAGE BAGE3 21p11a 123 Excluded

BAGE BAGE4 21pl111 CcT2.4 Excluded

BAGE BAGES 21plll CT2.5 Excluded

CTe4 CTe4/BX103208 3g26.1 CTe4 genecards negative no hit
FLI36144/MAD-CT2 MAD-CT2 15q11.2 CT105 genecards negative no hit

TSPY1 TSPY1D Yp1l.2 genecards negative no hit

TSPY1 TSPY1E ¥Ypl1.2 genecards negative no hit

TSPY1 TSPY1F Ypll.2 genecards negative no hit

TSPY1 TSPY1G Yp1l.2 genecards negative no hit

TSPY1 TSPY1H Ypl1.2 genecards negative no hit

TSPY1 TSPY1l Ypll1.2 genecards negative no hit

CT69 CT69/BCO40308 6G23.2 CT69 genecards negative no hit

CT70 CT70/81818097 Unknown cT70 genecards negative no hit

CTB6 CT66/AAB84595 7q11.22 CT66 genecards negative no hit

cTa7 CT47A1 Xq24 CT47.1 not on chip according to genecards
CTa7 CT47A10 Xq24 CT47.10 not on chip according to genecards
cT47 CT47A11 Xq24 CT47.11 not on chip according to genecards
CcTa7 CT47A2 Xg24 CT47.2 not on chip according to genecards
cTa7 CT47A3 Xq24 CT47.3 not on chip according to genecards
cTa7 CT47A4 Xq24 CT47.4 not on chip according to genecards
CcT47 CT47AS Xq24 CT47.5 not on chip according to genecards
CT47 CT47A6 Xg24 CT47.6 not on chip according to genecards
CcT47 CT47A7 Xg24 CT47.7 not on chip according to genecards
cTa7 CT47A8 Xq24 cT47.8 not on chip according to genecards
cT47 CT47A9 Xg24 CT47.9 not on chip according to genecards
POTE POTE14 1l4g11.1 CT104.4 not on chip according to genecards
POTE POTE1S8 18p11.21 CT104.6 not on chip according to genecards
POTE POTE2 2q21.1 CT104.2 not on chip according to genecards
POTE POTE21 21g11.2 CT104.1 not on chip according to genecards
POTE POTE22 22q11.1 CT104.7 not on chip according to genecards
POTE POTES 8pll.1l CT104.3 not on chip according to genecards
SPANX SPANXN1 Xq27 CT116 not on chip according to genecards
SPANX SPANXN2 Xg27.3 Lo o B not on chip according to genecards
SPANX SPANXN3 Xq27.3 CT11.8 not on chip according to genecards
SPANX SPANXNA Xq27.3 CT11.9 not on chip according to genecards
SSX S5X2b Xp11.22 CT5.2b not on chip according to genecards
SSX SSX4B Xp11.23 not on chip according to genecards
TAG TAG 5p15.2 CT49 not on chip according to genecards
TSPY1 TSPY2 Ypl1.2 not on chip according to genecards
XAGE XAGE2B/CTD-2267G17.3 Xp11.22 not on chip according to genecards
XAGE XAGE-4/RP11-167P23.2 Xpl1l.21 CT12.4 not on chip according to genecards
CSAGE CSAG1 Xq28 CT24.1 not on chip according to genecards
SSX SSX6 Xpl11.2 not on chip according to genecards
S5K SSX7 Xp11.23 not on chip according to genecards
SSX S5%9 ¥p11.23 not on chip according to genecards
PAGE-5 PAGE3 Xp11.21 CT16.6 not on chip according to genecards







Tissue restriction in genes on
U133Plus2.0 and on U133AB (in

A2 parentheses)

Testis-restricted n=26 (17) Genes on chip U133A: 82 Genes on U133Plus2.0: 142

Testis-selective n=64 (58) Genes on chip U1336: 41

Testis/brain restricted n=12 {9) Genes represented by others: 26 Genes represented by others: 29

Not categorized n=69 (39) Total: 149 Total: 171
Family k Tissue restriction Chip U133AB Chip U133Plus2.0 status Probe set
CTAGE1 testis/brain-restricted A Plus 2.0 220957 _at
CTNNAZ testis/brain-restricted A Plus 2.0 205373 _at
FAM133A testis/brain-restricted B Plus 2.0 239481 _at
GAGE4 testis/brain-restricted A Plus 2.0 208155 _x_at
GAGES testis/brain-restricted A Plus 2.0 207086_x_at
MAGEAL testis-restricted A Plus 2.0 207325_x_at
MAGEA2 testis-restricted A Plus 2.0 214603 _at
MAGEAS testis/brain-restricted A Plus 2.0 210437 _at
MAGEB1 testis-restricted A Plus 2.0 207534_at
MAGEB2 testis-restricted A Plus 2.0 206218 _at
MAGEB4 testis-restricted A Plus 2.0 207580_at
MAGEC1 testis-restricted A Plus 2.0 206609 _at
MAGEC2 testis/brain-restricted A Plus 2.0 220062_s_at
PAGE2 testis-restricted B Plus 2.0 231307 _at
SPANXC testis-restricted A Plus 2.0 220217 _x_at
S5X1 testis-restricted A Plus 2.0 206626_x_at
55X2 testis-restricted A Plus 2.0 210497 _x_at
S5%3 testis-restricted A Plus 2.0 211670_x_at
TEX14 testis-restricted A Plus 2.0 221035_s_at
TSPY1 testis-restricted A Plus 2.0 207918 _s_at
ACRBP testis-selective B Plus 2.0 223717 s_at
CASCS testis-selective B Plus 2.0 228323 _at
C2lorfas testis-selective B Plus 2.0 237794 _at
CABYR testis-selective A Plus 2.0 219928 _s_at
CCpC11o testis-selective B Plus 2.0 230900_at
CEP290 testis-selective A Plus 2.0 205250_s_at
CTAGES testis-selective A Plus 2.0 215930_s_at
FATEL testis-selective B Plus 2.0 231573 _at
DDX43 testis-selective A Plus 2.0 220004 _at
JARID1B testis-selective A Plus 2.0 211202 _s_at
LDHC testis-selective A Plus 2.0 207022 _s_at
LEMD1 testis-selective B Plus 2.0 229927 _at
MAGEA12 testis-selective A Plus 2.0 210467 _x_at
MAGEA3 testis-selective A Plus 2.0 209942 x_at
MAGEA4 testis-selective A Plus 2.0 214254 at
MAGEAS testis-selective A Plus 2.0 214642 x_at
MAGEAG testis-selective A Plus 2.0 214612 x_at
DSCRE testis-selective B Plus 2.0 241224 x_at
MORC1 testis-selective A Plus 2.0 220850_at
MPHOSPH1 testis-selective A Plus 2.0 205235_s_at
CTAG1B testis-selective A Plus 2.0 211674 _x_at
CTAG2 testis-selective A Plus 2.0 215733 _x_at
QOIP5 testis-selective A Plus 2.0 213599 _at
PBK testis-selective A Plus 2.0 219148 _at
PIWIL2 testis-selective A Plus 2.0 220686_s_at
ROPN1 testis-selective B Plus 2.0 233203 _at
SPA1T testis-selective A Plus 2.0 205406_s_at
SPACA3 testis-selective B Plus 2.0 243621 _at
SPAGY testis-selective A Plus 2.0 212470_at
SPINLW1 testis-selective A Plus 2.0 206318 _at
SPO11 testis-selective A Plus 2.0 222259 s_at
55%4 testis-selective A Plus 2.0 210394 _x_at
SYCP1 testis-selective A Plus 2.0 206740_x_at
TPTE testis-selective A Plus 2.0 220205_at
CRISP2 testis-selective A Plus 2.0 210262 _at
TSGAL10 testis-selective A Plus 2.0 220623 _s_at
XAGE1 testis-selective A Plus 2.0 220057 _at
ZNF165 testis-selective A Plus 2.0 206683 _at
ANKRD45 not available B Plus 2.0 236421_at
ARX not available B Plus 2.0 238878 _at
CCoCe2 not available B Plus 2.0 231567 _s_at
CEPS5 not available A Plus 2.0 218542 at
TTK not available A Plus 2.0 204822 _at
ELOVLA not available A Plus 2.0 219532 _at
GPAT2 not available B Plus 2.0 235557 _at
GPATCH2 not available B Plus 2.0 242224 at
IGSF11 not available B Plus 2.0 228375_at
IMP-3 not available A Plus 2.0 203820_s_at
KIAADL00 not available A Plus 2.0 201728 _s_at
LOCA440934 not available B Plus 2.0 230844 _at
LOC130576 not available B Plus 2.0 228360_at
MAEL not available B Plus 2.0 229475 _at
NOL4 not available A Plus 2.0 206045_s_at




82

Family member Tissue restriction Chip U133AB Chip U133Plus2.0 status Probe set
CDCAl not available B Plus 2.0 223381 _at
ODF1 not available A Plus 2.0 214485_at
0ODF2 not available B Plus 2.0 225617 _at
PRAME not available A Plus 2.0 204086_at
PTPNZOA not available A Plus 2.0 215172_at
PEPP2 not available A Plus 2.0 220952_s_at
RQCD1 not available A Plus 2.0 213179_at
SPAGA not available A Plus 2.0 219888 _at
SPANXB2 not available A Plus 2.0 220921 _at
SPEF2 not available B Plus 2.0 232745_x_at
TCCS2 not available B Plus 2.0 224789_at
TMEFF1 not available A Plus 2.0 205122_at
TMEFF2 not available B Plus 2.0 224321 _at
TMEM108 not available B Plus 2.0 223524 _s_at
CTCFL testis-selective Plus 2.0 1552368 _at
DDX53 testis-restricted Plus 2.0 1555357 _at
CCDC33 testis-selective Plus 2.0 1563090_at
CCDC36 testis-selective Plus 2.0 1569690 _at
COXeB2 testis-selective Plus 2.0 1553367_a_at
CPXCR1 testis-restricted Plus 2.0 1560493 a_at
Cxorfel testis-restricted Plus 2.0 1559258_a_at
FAMABD not available Plus 2.0 1552461 _at
MAGEBG testis-restricted Plus 2.0 1552858_at
FMRINB testis-selective Plus 2.0 1552906_at
5LCO6AL testis-selective Plus 2.0 1552745_at
CXorfd8 testis-restricted A Plus 2.0 221121 _at
HORMAD1 testis/brain-restricted B Plus 2.0 223861 _at
MAGEB3 testis-restricted A Plus 2.0 207579_at
PASD1 testis/brain-restricted B Plus 2.0 240687 _at
DKKL1 testis-restricted A Plus 2.0 220284 _at
SPANXAL testis-restricted A Plus 2.0 220922 s_at
ADAMZ testis-selective A Plus 2.0 207664 _at
ADAM29 testis-selective A Plus 2.0 221337 _s_at
AKAP3 testis-selective A Plus 2.0 207344 _at
ARMC3 testis-selective B Plus 2.0 240275_at
BRDT testis-selective A Plus 2.0 206787 _at
HSPB9 testis-selective B Plus 2.0 230510_at
KLKBL4 testis-selective B Plus 2.0 231287 _s_at
MAGEALL testis-selective A Plus 2.0 210503_at
MAGEAS testis-selective A Plus 2.0 210274 _at
NLRP4 testis-selective B Plus 2.0 242334 _at
NXF2 testis-selective A Plus 2.0 220981 _x_at
RBMA46 testis-selective B Plus 2.0 244351 _at
SYCE1 testis-selective B Plus 2.0 233084 _s_at
TAFTL testis-selective A Plus 2.0 220325_at
TDRD1 testis-selective A Plus 2.0 221018_s_at
TDRDG testis-selective B Plus 2.0 232692_at
TEX15 testis-selective A Plus 2.0 221448 s_at
TSP50 testis-selective A Plus 2.0 220126_at
TSSK6 testis-selective B Plus 2.0 224409 _s_at
TULP2 testis-selective A Plus 2.0 206733 _at
AKAPY not available A Plus 2.0 207019_s_at
CT45A5 not available B Plus 2.0 235700_at
DPPA2 not available B Plus 2.0 240301 _at
IL13RAZ not available A Plus 2.0 206172 _at
LOC196993 not available A Plus 2.0 214418 _at
LOC348120 not available B Plus 2.0 231132_at
LYBK not available B Plus 2.0 223687_s_at
PRM1 not available A Plus 2.0 206358_at
PRM2 not available A Plus 2.0 210122 _at
TEX101 not available B Plus 2.0 223906_s_at
CAGE1 not available Plus 2.0 1563787 _a_at
CALR3 not available Plus 2.0 1552421 _a_at
CT45A1 not available Plus 2.0 1567912_s_at
ODF3 not available Plus 2.0 1553051 _s_at
ODF4 not available Plus 2.0 1552408 _at
oToA not available Plus 2.0 1553432 s _at
POTE1S not available Plus 2.0 1553474 _at
SPATA19 not available Plus 2.0 1559138_a_at




c2

[Family member

Tissue restriction

Corresponding to gene:

CT45A3 not available CT45A5
CTAGIA testis-restricted CTAG1B
GAGE12B not available | GAGE4, GAGES
GAGE12C not available | GAGE4, GAGES
GAGE12D not available GAGE4, GAGES
GAGE12E not available GAGE4, GAGES
GAGE12F not available GAGE4, GAGES
GAGE12G not available GAGE4, GAGES
GAGE12H not available GAGE4, GAGES
GAGE12| not available GAGE4, GAGES
GAGE12] not available GAGE4, GAGES
GAGE13 not available | GAGE4, GAGES
GAGEZA testis/brain-restricted GAGE4, GAGES
GAGES testis/brain-restricted GAGE4, GAGES
GAGEBR testis-restricted GAGE4, GAGER
GAGE7 testis/brain-restricted GAGE4, GAGES
MAGEA2B testis-restricted MAGEA2
MAGEA9B/LOCT28269 not available MAGEAS
NXF2B not available NXF2

SPANXAZ testis-restricted SPANXAL
SPANXB1 testis-restricted SPANXB2
LOC728137 not available TSPY1
XAGE1B not available XAGE1
XAGE1C not available XAGE1
XAGE1D not available XAGE1
XAGE1E not available XAGE1
CT45A2 not available CT45A1
CT45A4 not available CT45A1
CT45A6 not available CT45A1
CT4781 not available

GAGE3 not available

SPANXE testis-restricted

BAGE2 testis-selective

BAGE3 testis-selective

BAGE4 testis-selective

BAGES testis-selective

CT64/8X103208 not available

MAD-CT2 not available

TSPY1D not available

TSPY1E not available

TSPY1F not available

TSPY1G not available

TSPY1H not available

TSPY1l not available

CT69/BC040308 testis-restricted

CT70/B1818097 testis-restricted

CT66/AARBA595 testis-selective

CT47A1 not available

CT47A10 not available

CT47A11 not available

CT47A2 not available

CT47A3 not available

CT47A4 not available

CT47AS not available

CT47A6 not available

CT47A7 not available

CT47A8 not available

CT47A9 not available

POTE14 not available

POTE18 not available

POTE2 not available

POTE21 not available

POTE22 not available

POTES not available

SPANXN1 not available

SPANXN2 not available

SPANXN3 not available

SPANXN4 not available

55X2b not available

S5X4B not available

TAG not available

TSPY2 not available

XAGE2B/CTD-2267G17.3 not available

XAGE-4/RP11-167P23.2 not available

CSAG1
SSX6
S5X7
S5X9
PAGE3

not found in testis
not found in testis
not found in testis
not found in testis
testis/brain-restricted




D2

Family member

Tissue restriction

MAGEBS testis-restricted
PAGE2B testis-restricted
SPANXD testis-restricted
SPANXNS testis-restricted
XAGES testis-restricted
CTAGE-2 not available
LAGE-1b not available
MMALb not available
XAGE-3b not available
CT16.2 testis-restricted
SEMG1 not available
VENTXP1 not available
SSXS not found in testis
GAGE1 testis/brain-restricted
MAGEC3 testis/brain-restricted
CSAG2 testis-restricted
CSAG3B not available
FTHL17 testis-restricted
SAGE1 testis-restricted
ACTLE testis-selective
BAGE testis-selective
LIPI testis-selective
Luzr4 testis-selective
MAGEA1D testis-selective
PAGE4 testis-selective
PAGES testis-selective
PLAC1 testis-selective
TFDP3 testis-selective
THEG testis-selective
XAGE2 testis-selective
XAGE3 testis-selective
PAGE1 not found in testis
ODF3 not available
CCDC33 testis-selective




Number of genes evaluated (with presence frequency

A3 >5% and <95%, in H65 and in APEX set, respectively)

HB5 APEX

80 57

r r v‘ \I'ES
Family member Eval d KM H65 Eval d KM APEX Table1 Table 54 Table 55
CTAGEL 220957_at v
CTNNA2 205373 _at 205373 _at Y
FAM133A 239481 at 239481 at W
GAGE4 208155_x_at 208155_x_at ¥
GAGES 207086_x_at 207086_x_at y
MAGEAL 207325_x_at 207325_x_at Y
MAGEA2 214603 _at 214603 _at Y
MAGEAI 210437 _at y
MAGEB1 207534 _at y
MAGEB2 206218 _at 206218 _at ¥
MAGEB4 207580_at W
MAGEC1 206609_at 206609_at y
MAGEC2 220062_s_at 220062_s_at ¥
PAGE2 231307_at y
SPANXC y
S5X1 206626_x_at 206626_x_at ¥
55X2 210497 _x_at 210497 _x_at ¥
S5X3 W
TEX14 221035_s_at Y
TSPY1 y
ACRBP 223717 s_at 223717 _s_at ¥
CASC5 228323 _at 228323 _at y
C210rf99 237794 _at 237794 _at ¥
CABYR 219928 s_at W
CCDC110 230900_at 230900_at ¥
CEP290 205250_s_at 205250_s_at y
CTAGES 215930 _s_at Y
FATE1 231573 _at 231573 _at y
DDX43 220004 _at 220004 _at ¥
JARID1B 211202_s_at 211202 _s_at y
LDHC 207022_s_at ¥
LEMD1 229927 _at 229927 _at W
MAGEA12 210467 _x_at 210467 _x_at y
MAGEA3 209942 _x_at 209942 _x_at ¥
MAGEA4 ¥
MAGEAS 214642 x_at 214642_x_at ¥
MAGEAG 214612 _x_at 214612 _x_at y
DSCRE 241224 x_at 241224 x_at ¥
MORC1 220850_at 220850_at ¥
MPHOSPH1 205235_s_at 205235_s_at y
CTAG1B 211674 _x_at 211674 _x_at ¥
CTAG2 215733 _x_at 215733 x_at ¥
oIPS 213599 _at 213599 _at ¥
PBK 219148 _at 219148 _at y
PIWILZ 220686_s_at ¥
ROPN1 233203_at 233203 _at ¥
SPA17 205406_s_at 205406_s_at "
SPACA3 243621 _at 243621 _at ¥
SPAGH ¥
SPINLW1 206318 _at ¥
SPO11 222259 s_at y
55X4 2103594 _x_at 2103594 _x_at ¥
sYCP1 206740_x_at 206740_x_at ¥
TPTE 220205_at 220205_at "
CRISP2 210262 _at ¥
TSGAL10 220623 _s_at 220623 _s_at ¥
XAGE1 220057_at 220057_at ¥
ZNF165 206683 _at 206683 _at y
ANKRD45 236421 _at ¥
ARX 238878 _at ¥
ccoes2 231567_s_at 231567 _s_at "
CEPS5 218542 _at 218542 _at ¥
TTK 204822 _at 204822 at ¥
ELOVLA 219532_at ¥
GPAT2 235557 _at 235557 _at y
GPATCH2 242224 at 242224 at Y
IG5F11 228375 _at 228375 _at ¥
IMP-3 203820_s_at 203820_s_at ¥
KIAADIOO 201728 s_at ¥
LOC440534 230844 _at ¥
LOC130576 228360 _at 228360_at ¥
MAEL 229475_at 229475_at ¥
NOL4 206045 _s_at 206045_s_at Y




B3

Family member

Evaluated KM H65

Evaluated KM APEX Table 1

Table 54

Table S5

CDCAl
ODF1
ODF2
PRAME
PTPNZ0A
PEPP2
RQCD1
SPAGY
SPANXEZ
SPEF2
TCC52
TMEFF1
TMEFF2
TMEM108
CTCFL
DDX53
CCDC33
CCDC36
COX6B2
CPXCR1
Cxorf61
FAMAGD
MAGEBG
FMRINBE
SLCOBAL
CXorfa8
HORMAD1
MAGEB3
PASD1
DKKL1
SPANXAL
ADAM2
ADAM29
AKAP3
ARMC3
BRDT
HSPB9
KLKBL4
MAGEA11
MAGEAS
NLRP4
NXF2
RBMA46
SYCE1
TAF7L
TDRD1
TDRD6
TEX15
TSP50
T55K6
TUuLPZ2
AKAPS
CT45A5
DPPAZ
IL13RA2
LOC196993
LOC348120
LYGK
PRM1
PRM2
TEX101
CAGE1
CALR3
CT45A1
ODF3
ODF4
oToA
POTE1S
SPATA19

223381_at
214485_at
225617_at
204086_at
215172_at
220952_s_at

220921 _at
232745_x_at

205122_at
224321_at
223524_s_at
1552368_at

1563090_at
1569690_at

1560493 _a_at
1559258 _a_at
1552461_at
1552858_at
1552906_at

223381_at
214485_at
225617_at
204086_at

220952_s_at

232745_x_at

205122_at
224321_at

B A - 4
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Online Supplementary Table S2. Positive difference in presence frequency between two or more probe sets in relapse data
set (AB) and negative difference in newly diagnosed data set (Plus 2) or vice versa.

Probe set Symbol  Chip Probe set used Freq y of presence_plus2 % Frequency of presence_AB %
206045_s_at NOL4 A Y 174 54% 112 2%
23B605_at  NOL4 B N 222 69% 112 42%
difference -48 0
244351 _at REM4G B Y 4 1% 1 0%
242516_x_at REMA4G B N 18 6% o 0%
difference -14 1
233203_at ROPN1 B Y 28 9% 44  17%
231535_x_at ROPN1 B N 82 26% 6 2%
difference -54 38
206318_at SPINLW1 A Y 5 2% 53 20%
206319_s_at SPINLW1 A N 13 4% 1 0%
difference -8 52
211670_x_at S5X3 A Y 9 3% 15 6%
207666_x_at 55X3 A N 29 9% 10 4%
difference -20 5
211731 _x_at S5X3 A N 31 10% 1 0%
difference -2 9

Online Supplementary Table S3. Patients’ characteristics of the newly diagnosed and the relapsed MM patients evaluat-
ed for CTA expression.

HOVON-65/GMMG-HD4  APEX/SUMMIT/CREST

Age

median (years) 56 61 P<0.0001*
range (years) 27-65 27-86

Sex

F 137 (43) 105 (40) NS

M 183 (57) 159 (60)

155

| 122 (38) 69 (26) NS

I 88 (28) 65 (25)

n 83 (26) 63 (24)

nd 27(8) 67 (25)

Corrected calcium [mmol/I]

<2.75 255 (73) 141 (53) NS
2275 38(11) 14 (5)

nd 57 (16) 109 (41)

Platelets [x10°/L]

2100 272 (85) 128 (48) P<0.001
<100 12 (4) 28 (11)

nd 36 (11) 108 (41)

Creatinine [umol/l]

<173 249 (78) 193 (73) NS
>173 34 (11) 20(8)

nd 37(12) 51(19)

Mprotein heavy chain

IghA 60 (19) 55 (21) P=0.04
1gG 178 (56) 150 (57)

IgD 3(1)

LCD 43 (13) 51(19)

non-secretory 4(2)

nd 36 (11) 4(2)

* Age <65 was an enrolment criterium for the HOVONG5/GMMG-HD4 study, which explains the significant difference shown here.
nd: not determined; NS: not significant.



Online Supplementary Table S4. CTA genes with presence of more than 5% in newly diagnosed or relapse population. The testis-restricted, testis-
brain restricted and top 5 testis selective genes are given in Table 1. Here the remaining testis-selective genes, genes with no known tissue restric-
tion and genes only present on platform U133Plus2.0 are given.

Gene symbol Probe set Tissue restriction Newly diagnosed Relapse P value
n % % Bold, significant
CASC5 228323 _at testis-selective 238 744 236 89.4 <0.0001
CEP290 205250_s_at testis-selective 218 68.1 135 51.1 <0.0001
OIP5 213599_at testis-selective 218 68.1 98 37.1 <0.0001
CCDCI10 230900_at testis-selective 207 64.7 48 18.2 <0.0001
MPHOSPHI 205235_s_at testis-selective 196 61.3 20 7.6 <0.0001
MORC1 220850 _at testis-selective 184 575 86 32.6 <0.0001
ACRBP 223717 _s_at testis-selective 144 45 20 7.6 <0.0001
MAGEAS6 214612_x_at testis-selective 144 45 130 492 0.3
FATEL 231573_at testis-selective 126 39.4 93 35.2 0.3
SPA17 205406_s_at testis-selective 122 38.1 24 9.1 <0.0001
MAGEA3 209942_x_at testis-selective 121 371.8 125 473 0.02
SSX4 210394_x_at testis-selective 110 344 8 295 02
TSGA10 220623_s_at testis-selective 109 34.1 13 4.9 <0.0001
SPOI11 222259_s_at testis-selective 89 21.8 3 1.1 <0.0001
MAGEA5 214642_x_at testis-selective 82 25.6 37 14 0.001
DDX43 220004_at testis-selective 7 24.1 42 15.9 0.02
TPTE 220205_at testis-selective 7 24.1 90 34.1 0.01
XAGE1 220057 _at testis-selective 65 20.3 66 25 02
SPACA3 243621 _at testis-selective 61 19.1 67 254 0.07
CTAGIB 211674_x_at testis-selective 60 18.8 43 16.3 0.4
CTAG2 215733_x_at testis-selective 54 16.9 38 144 0.4
MAGEA12 210467_x_at testis-selective 49 15.3 89 33.7 <0.0001
C210rf99 237794 _at testis-selective 47 14.7 103 39 <0.0001
CABYR 219928_s_at testis-selective 41 12.8 2 0.8 <0.0001
LDHC 207022_s_at testis-selective 36 11.3 0 0 <0.0001
DSCR8 241224_x_at testis-selective 33 10.3 24 9.1 0.7
LEMDI1 229927 _at testis-selective 28 8.8 21 10.2 0.6
ROPNI 233203_at testis-selective 28 8.8 44 16.7 0.01
CRISP2 210262_at testis-selective 20 6.3 7 2.7 0.05
SYCP1 206740_x_at testis-selective 18 5.6 11 4.2 0.5
MAGEA4 214254 at testis-selective 10 3.1 15 5.7 0.2
SPINLW1 206318_at testis-selective 5 1.6 53 20.1 <0.0001
PIWIL2 220686_s_at testis-selective 2 0.6 61 23.1 <0.0001
SPAG4 219888_at NA 320 100 257 973 0.004
TCC52 224789_at NA 319 99.7 264 100 1
RQCD1 213179_at NA 318 99.4 264 100 0.5
TMEFF1 205122_at NA 296 92.5 94 35.6 <0.0001
TMEFF2 224321 _at NA 288 90 251 95.1 0.03
GPATCH2 242224 _at NA 272 85 180 68.2 <0.0001
KIAA0100 201728_s_at NA 258 80.6 246 93.2 <0.0001
CEP55 218542_at NA 247 77.2 48 18.2 <0.0001
TTK 204822_at NA 220 68.8 134 50.8 <0.0001
LOC130576 228360_at NA 216 67.5 71 26.9 <0.0001
IGSF11 228375_at NA 195 60.9 33 12.5 <0.0001
CDCAl 223381 _at NA 187 58.4 148 56.1 0.6
SPEF2 232745_x_at NA 184 57.5 64 242 <0.0001
NOL4 206045_s_at NA 174 54.4 112 424 0.005
TMEM108 223524_s_at NA 154 4.1 11 4.2 <0.0001
ELOVL4 219532_at NA 147 45.9 10 38 <0.0001
PEPP2 220952_s_at NA 146 45.6 115 43.6 0.7
PTPN20A 215172_at NA 106 33.1 17 6.4 <0.0001

continued on the next page



continued from the previous page

Gene symbol Probe set Tissue restriction Newly diagnosed Relapse P value
] % n ) Bold, significant

PRAME 204086_at NA 102 319 100 379 0.1
ODF1 214485_at NA 91 284 12 45 <0.0001
GPAT2 235557 _at NA 85 26.6 43 16.3 0.003
ARX 238878 _at NA 80 25 14 5.3 <0.0001
ANKRD45 236421_at NA 69 21.6 7 2.7 <0.0001
CCDC62 231567_s_at NA 65 20.3 41 15.5 02
IMP-3 203820_s_at NA 64 20 19 72 <0.0001
LOC440934 230844 _at NA 61 19.1 0 0 <0.0001
ODF2 225617_at NA 47 14.7 69 26.1 0.001
MAEL 229475_at NA 36 11.3 14 5.3 0.01
SPANXB2 220921 _at NA 27 84 5 1.9 0.0004
CPXCR1 1560493_a_at testis-restricted 165 51.6

MAGEB6 1552858_at testis-restricted 24 75

Cxorf61 1559258_a_at testis-restricted 23 72

DDX53 1555357_at testis-restricted 13 4.1

CCDC36 1569690_at testis-selective 180 56.3

CCDC33 1563090_at testis-selective 61 19.1

CTCFL 1552368 _at testis-selective 27 8.4

FMRINB 1552906_at testis-selective 24 75

SLCO6A1 1552745_at testis-selective 5 1.6

COX6B2 1553367_a_at testis-selective 1 0.3

FAM46D 1552461 _at NA 26 8.1




Online Supplementary Table S5.

Table S5A
Gene symbol Probe set Tissue restriction Newly diagnosed Relapse Pvalue
n % n % Bold, significant
MAGEB3 207579_at testis-restricted 9 28 8 3 1
CXorf48 221121_at testis-restricted 8 25 6 2.3 1
DKKL1 220284 _at testis-restricted 0 0 00 NA
SPANXA1 220922_s_at testis-restricted 00 00 NA
PASD1 240687 _at testis/brain-restricted 11 34 6 23 0.5
HORMAD1 223861_at testis/brain-restricted 7 22 00 0.02
Table S5B
Gene symbol Probe set Tissue restriction Newly diagnosed Relapse Pvalue
n % n % Bold, significant
NLRP4 242334 _at testis-selective 12 38 3 14 0.06
TDRD1 221018_s_at testis-selective 1 34 8 3 0.8
TULP2 206733_at testis-selective 9 28 11 42 0.5
SYCE1 233084_s_at testis-selective T 22 00 0.02
ADAM2 207664 _at testis-selective 5 186 o0 0.07
TDRD6& 232692_at testis-selective 5 18 00 0.07
RBM46 244351 _at testis-selective 4 13 1 04 0.4
BRDT 206787_at testis-selective 3 08 3 11 1
HSPB9 230510_at testis-selective 3 09 00 0.3
MAGEAS 210274 _at testis-selective 3 09 5 19 0.5
ADAM29 221337_s_at testis-selective 2 08 o0 0.5
MAGEA11 210503 _at testis-selective 2 08 00 0.5
NXF2 220981_x_at testis-selective 2 08 00 0.5
TSPs50 220126_at testis-selective 2 08 00 0.5
AKAP3 207344 _at testis-selective 0 0 00 NA
ARMC3 240275_at testis-selective 0 0 2 08 0.2
KLKBL4 231287_s_at testis-selective 0 0 00 NA
TAFTL 220325_at testis-selective 00 00 NA
TEX15 221448_s_at testis-selective 0 0 00 NA
TSSKE 224409 s at testis-selective 0 0 00 NA
Table S5C
Gene symbol Probe set Tissue restriction Newly diagnosed Relapse Pvalue
n % n % Bold, significant
LYBK 223687_s_at NA 11 34 6 23 0.5
TEX101 223906_s_at NA 9 28 6 23 0.8
IL13RA2 206172 _at NA 8 25 1 04 0.05
CT45A5 235700_at NA 4 13 4 15 1
DPPA2 240301_at NA 3 09 3 11 1
PRM1 206358 _at NA 3 09 00 0.3
AKAP4 207019_s_at NA 2 06 1 04 1
LOC348120 231132_at NA 2 08 00 0.5
LOC196993 214418 _at NA 0 0 00 NA
PRM2 210122 _at NA 0 0 o0 NA
Table S5D
Gene symbol Probe set Tissue restriction Newly diagnosed
n %
ODF4 1552408_at NA 14 44
CT45A1 1567912_s_at NA 10 31
CALR3 1552421_a_at NA 3 09
POTE15 1553474 _at NA 3 08
OTOA 1553432_s_at NA 1 03
SPATA19 1559138_a_at NA 1 03
CAGE1 1563787 _a_at NA 00
ODF3 1553051_s_at NA 00




Online Supplementary Table S6. Level of expression in gene presence calls. For each gene, cases with a
present call were split into those with expression for that gene higher than study specific cut off of expres-
sion within that gene or lower than the cut off. Significance of difference in high expression frequency is
given with an asterisk. Fisher’s Exact test with Benjamini-Hochberg correction (5%). The 80™ percentile per
gene within the cases with present calls was calculated. The median of this value was used as a cut off for
determining high expression. All data sets were median centered and standard deviation was set to 1.

Symbol Probe sat iagnosed High Aelapsed High exp Significance
% %

MAGEC1 206609 _at 228 (71.3%) 17% 11%
MAGEB2 206218 _at 151 (47 9% 21%
$5X1 206626_x_at 19% 14%
MAGEAL 207325 _x_at 23% 31%
TSPY1 207918 _s5_at 1% 19%
MAGEAZ 214603 _at 57% 2%
TEX14 221035_s_at 30% 100% *
$5%2 210497 _x_at 76% 59%
PAGE2 231307 _at 58% 100%
MAGEB1 207534 _at 53% 0%
MAGEB4 207580_at 53% 0%
SPANXC 220217_x_at 19% 0%
S5%3 211670_x_at 67% 53%
FAM133A 230481 _at 12% 8%
CTNNAZ 205373 _at 12% 21%
CTAGE1 220857 _at 1% 4%
MAGECZ 220062_s_at 12% a4% *
GAGES 208155_x_at 15% a% *
GAGES 207086 _x_at 21% 4% "
MAGEAS 210437 _at 17% 53%
SPAGI 212470_at 4% 7%
CTAGES 215930_s_at 8% 6%
PBK 219148 _at 5% 5%
ZNF165 206683 _at 11% 9% "
JARID1B 211202_s at 8% 11%
CASCS 228323 _at T 6%
CEP290 205250_s_at 14% 13%
QIPs 213599 _at 10% 12%
CCOC110 230900_at 14% 10%
MPHOSPH1 205235 5 _at 17% 5%
MORC1 220850_at 16% 10%
ACRBP 223717 s_at 14% 15%
MAGEAB 214612 _x_at 15% 16%
FATEL 231573 _at 16% 5%
SPALT 205406_s_at 16% 29%
MAGEA3 209942_x_at 21% 15%
55%4 210384 _x_at 18% 17%
TSGALD 220623 _s_at 18% 0%
sPO11 222259 s_at 12% 33%
MAGEAS 214642_x_at 22% 41%
DDXa3 220004_at 40% 45%
TPTE 220205 _at 10% 17%
XAGEL 220057 _at 29% 23%
SPACA3 243621 _at 10% 10%
CTAG1B 211674 _x_at 32% 26%
CTAG2 215733 x_at 31% 34%
MAGEA12 210467 _x_at 31% 11%
C21orfag 237794 _at 23% 12%
CABYR 219928 s _at 27% 50%
LOHC 207022_s_at 61% 0%
DSCRE 241224 ¥_at 48% BE% *
LEMD1 229927 _at 14% 15%
ROPN1 233203 _at 11% 9%
CRISP2 210262 _at 15% 100% *
SYCP1 206740_x%_at 17% 9%
MAGEA4 214254 _at T0% 67%
SPINLW1 206318 _at 100% 13% *
PIWIL2 220686_s_at 0% 13%
SPAGA 219888 _at % 6%
TCCs2 224789 _at % 4%
ROCDL 213179 _at 8% 6%
TMEFF1 205122_at % 15%
TMEFF2 224321 _at 3% &%
GPATCH2 242224 _at B% 6%
KIAAOL00 201728 s5_at 10% 6%
CEPS5 218542 _at 8% 35%
TTR 204822 _at 12% 9%
LOC130576 228360_at 16% 25%
IG5F11 228375 _at 12% 1%
CDCAL 223381 _at 13% 9%
SPEF2 232745_x_at 13% 33% *
NOL4 206045_s_at 11% 15%
TMEM108 223524 5 _at 18% 64% *
ELOVLY 219532_at 17% 0% *
PEPP2 220852_s_at ) 20% 13%
PTPN20A 215172 _at 106 [33.1%) 24% 41%
PRAME 204086_at 102 (31.9%) 23% 9%
ODF1 214485 _at 8% 17%
GPATZ 235557 _at 31% 35%
ARX 238878 _at 13% 43%
ANKRD45 236421 _at 19% 1% *
CCnCe2 231567 _s_at 2% 20%
IMP-3 203820 _s_at 5% 16%
LOC440934 230844_at 20% 0%
QDF2 225617 _at 17% 10%
MAEL 229475 _at 8% 29%
SPANXB2 220921 at 26% 60%




Online Supplementary Table S7. Evaluation of presence of gene expression in nor-
mal plasma cells (GSE6477). Order of genes corresponds to Table 1; 84 genes,
present on this platform were considered.

Probe set Symbol Normal Tissue restriction
n %
7% testis-restricted
27% testis-restricted
0% testis-restricted
0% testis-restricted

206609_at MAGEC1 1

206218_at MAGEB2 4

206626_x_at  55X1 o

207325 _x_at  MAGEAL o

207918 s_at  TSPY1 o 0% testis-restricted
214603_at MAGEA2 0 0% testis-restricted
221035 _s_at  TEX14 0 0% testis-restricted
210497 x_at  55X2 0 0% testis-restricted
207534 _at MAGEB1 0 0% testis-restricted
207580_at MAGEB4 0 0% testis-restricted
220217 _x_at  SPANXC 1 7% testis-restricted
211670_x_at  S5X3 0 0% testis-restricted
205373 _at CTNNAZ 0 0% testis/brain-restricted

220957 _at CTAGEL 14 93% testis/brain-restricted
220062_s_at  MAGEC2 0 0% testis/brain-restricted
208155_x_at  GAGE4 5 33% testis/brain-restricted
207086_x_at GAGES 2 13% testis/brain-restricted
210437 _at MAGEAS 0 0% testis/brain-restricted
212470_at SPAGY 15 100% testis-selective

47% testis-selective
60% testis-selective
27% testis-selective
40% testis-selective
33% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective
13% testis-selective
13% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective
13% testis-selective
33% testis-selective

215930_s_at  CTAGES
219148_at  PBK
206683 _at  ZNF165
211202 s_at  JARID1B
205250_s_at  CEP290
213599 at  OIPS
205235_s_at  MPHOSPH1
220850_at  MORCL
214612_x_at  MAGEAG
205406_s_at  SPA17
209942 x_at  MAGEA3
210394 _x_at  S5X4
220623 s_at  TSGA1D
222259 s_at  SPO11
214642 _x_at  MAGEAS
220004_at  DDX43
220205_at  TPTE
220057 _at XAGE1
211674_x_at  CTAG1B
215733 _x_at  CTAG2
210467 x_at  MAGEA12
219928 s_at  CABYR
207022_s_at  LDHC
210262_at  CRISP2
206740_x_at  SYCP1
214254 _at MAGEA4
206318 _at SPINLW1
220686 s_at  PIWIL2
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219888 _at SPAGH 15 100% NA
213179_at RQCD1 14 93% NA
205122_at TMEFF1 2 13% NA
201728 s_at  KIAAO100 9 60% NA
218542_at CEPSS 0 0% NA
204822_at TTK 0 0% NA
206045_s_at  NOL4 0 0% NA
219532_at ELOVL4 0 0%NA
220952 s_at  PEPP2 10 67% NA
215172_at PTPN20A 0% NA
204086_at PRAME 27% NA
214485 _at ODF1 27% NA
203820 s_at  IMP-3 7% NA
220921 at SPANXB2 7% NA

0% testis-restricted
0% testis-restricted
0% testis-restricted
0% testis-restricted
0% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective
0% testis-selective

207579_at MAGEB3
221121 at CXorf48
220284 _at DKKL1
220922_s_at  SPANXAL
221018 s_at  TDRD1
206733_at TuLP2
207664 _at ADAM2
206787_at BRDT
210274_at MAGEAS
221337_s_at  ADAM29
210503_at MAGEA11
220981 _x_at  NXF2
220126_at TSPSO
207344 _at AKAP3Z
220325_at TAFTL
221448 s_at  TEX1S
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206172_at IL13RA2 0% NA
206358_at PRM1 0% NA
207019_s_at  AKAP4 0% NA
214418 at LOC196993 0% NA
210122 _at PRM2 0% NA




Online Supplementary Table S8. Significant genes in univariate Kaplan-Meier analysis.

Gene family Family member Probe set Kaplan-Meier APEX OS5 Kaplan-Meier APEX PFS  Kaplan-Meier H65 OS5 Kaplan-Meier H65 PFS
SSX SSX1 206626_x_at 1.1E-04 3.8E-03 1.7E-03 2.0E-04
MAGEA MAGEA2 214603 _at 1.1E-04 2.8E-03 1.1E-03

MAGEA MAGEA1 207325_x_at 2.2E-03 1.5E-03 3.3E-05
MAGEA MAGEA3 209942 _x_at 1.8E-04 2.2E-03 6.1E-05
MAGEA MAGEA6 214612_x_at 4.9E-04 2.5E-03 5.0E-05
S5X SSX4 210394 _x_at 1.9E-06 7.9E-05 1.9E-03

CEP55 CEP55 218542_at 1.4E-03 2.7E-03
MAGEA MAGEAS 214642 _x_at 5.7E-03 2.0E-03
MAGEA MAGEA12 210467 _x_at 1.5E-02 1.6E-03
MAGEB MAGEB2 206218 _at 1.4E-02 7.7E-05

NUF2/CDCA1 CDCA1 223381 _at 4.5E-04 6.2E-04
NY-ESO-1 CTAG2 215733 _x_at 6.3E-06 9.0E-12

NY-ESO-1 CTAG1B 211674 _x_at 4.1E-05 8.0E-06

0IPS 0IPS 213599 _at 2.4E-03 3.5E-03
SSX SSX2 210497 _x_at 6.2E-06 8.8E-07

XAGE XAGE1 220057 _at 7.6E-06 3.9€-03

AF15q14 CASCS 228323 _at 4.2E-03

CEP290 CEP290 205250_s_at 1.1E-02

CT96 TTK 204822 _at 6.1E-03

GAGE GAGES 207086_x_at 9.0E-03

IMP-3 IMP-3 203820_s_at 4.7e-03

JARID1B JARID1B 211202_s_at 3.3E-03

MAEL MAEL 229475_at 1.5E-03

MAGEA MAGEA9 210437 _at 2.9E-03

MAGEC2 MAGEC2 220062_s_at 2.7E-03

MMA1 DSCR8 241224 x_at 3.3E-04

0DF2 0DF2 225617 _at 4.2E-03

SPA17 SPA17 205406_s_at 1.1E-03




