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Online Supplementary Figure S1. One representative suppressive assay using CFSE-labeled allogeneic peripheral blood mononuclear cells cultured with
titrating levels of CD25" Trem cells is presented. Percentage of suppression of CD4* responder T cells (solid line) and of CD8* responder T cells (dotted
line) is shown. The histograms on the right show one representative CFSE dilution of CD4"-gated responder T cells (left histograms) and of CD8*-gated
responder T cells (right histograms) in the presence or absence of titrating levels of CD25" Trem cells.
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Online Supplementary Table S1. The V[ repertoire profile of CD25°
starting T-cells and CD25* Tweo and CD25* Trewm cells. Average frequen-
cy (+ SD) and fold expansion (in parenthesis) from three independent
experiments are shown.

VB %+ SDSTART %z SDTuo (FOLD) %2 SD Teew (FOLD)

1 303 423 (13) 738 (23)
2 10+13 11£17 (L) 8+03 (0.9)
3 618 3= 17 (06) 525 (09)
4 107 105 (06) 1+08 (08)
51 104 604 (118) 8+ 18 (162)
5.2 105 2+ 08 (14) 3+ 15 (24)
5355  2x05 2:12 (10) 1+0.1 (09)
71 2+ 10 309 (3.1 4+29 (5.2)
72 3+ 14 2:0.1 (08) 313 (12)
8 504 3=14 (07) 410 (08)
9 2+04 2:04 (LD 3= 13 (24)
11 105 106 (0.7) 2+19 (17)
12 305 2+ 11 (08) 2+08 (08)
13.1 4210 503 (14) 4215 (L1)
132 2:06 511 (22) 5230 (22)
136 2+05 2:09 (08) 2+ 10 (12)
14 300 432 (15) 4216 (15)
16 509 1+04 (02) 2409 (04)
17 320 416 (45) 526 (3.0)
18 104 1£02 (16) 2+ 10 (24)
20 809 409 (05) 326 (04)
213 4204 531 (13) 3204 (0.7)
2 4210 5+ 10 (14) 5+26 (12)

23 1+0.1 1£02 (0.7) 321 (34)




