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SUPPLEMENTARY APPENDIX

Online Supplementary Table S1. SNP in linkage disequilibrium
with rs4366150 (LPAR1).



Online Supplementary Table S2. rs4366150 (LPAR1) and platelet function tests from the GWAS and the validation assay.

* P value obtained from the statistical analyses performed in the GWAS. ** P value from the statistical analyses performed in the replication study when comparing values of non-polymorphic
homozygous subjects with those of carriers of the polymorphic allele.

Online Supplementary Table S3. rs933880 (BTBD11) and platelet function tests from the GWAS and the validation assay.

* P value obtained from the statistical analyses performed in the GWAS. ** P value from the statistical analyses performed in the replication study when comparing values of non-polymorphic
homozygous subjects with those of carriers of the polymorphic allele.



Online Supplementary Table S4. SNP in linkage disequi-
librium with rs1787566 (MYO5B). 

Online Supplementary Table S5. rs1787566 (MYO5B) and platelet function tests from the GWAS and the validation assay.

* P value obtained from the statistical analyses performed in the GWAS. ** P value from the statistical analyses performed in the replication study when comparing values of non-polymorphic
homozygous subjects with those of carriers of the polymorphic allele.



Online Supplementary Table S6. SNPs in linkage disequilibrium with
rs1937970 (NRG3). 

Online Supplementary Table S7. rs1937970(NRG3) and platelet function tests from the GWAS and the validation assay.

* P value obtained from the statistical analyses performed in the GWAS. ** P value from the statistical analyses performed in the replication study when comparing values of non-polymorphic
homozygous subjects with those of carriers of the polymorphic allele.



Online Supplementary Table S8. INGENIAHS results for SNP previously reported to be associated with hemostatic traits. 

(*) D’ from linkage disequilibrium analysis according to the Hapmap database between the reported SNP and the SNP in our assay. † P value from a student’s t-test comparing homozygous sub-
jects for the common allele (-/-) versus carriers of the minor allele (carrier). 1. Endler G, Exner M, Mannhalter C et al. A common C-->T polymorphism at nt 46 in the promoter region of coagu-
lation factor XII is associated with decreased factor XII activity. Thromb.Res. 2001;101:255-260. 2. Smith NL, Chen MH, Dehghan A et al. Novel associations of multiple genetic loci with plasma
levels of factor VII, factor VIII, and von Willebrand factor: The CHARGE (Cohorts for Heart and Aging Research in Genome Epidemiology) Consortium. Circulation 2010;121:1382-1392. 3. Ken-Dror
G, Drenos F, Humphries SE et al. Haplotype and genotype effects of the F7 gene on circulating factor VII, coagulation activation markers and incident coronary heart disease in UK men.
J.Thromb.Haemost. 2010;8:2394-2403.

Online Supplementary Table S9. INGENIAHS results for SNP previously reported to be associated with platelet function phenotypes. (SEE EXCEL FILE)

Online Supplementary Table S10. INGENIAHS results from previously reported SNP associated with platelet count.

(*) D’ from linkage disequilibrium analysis according to the Hapmap database between the reported SNP and the SNP in our assay. † P value from a t-student test comparing homozygous sub-
jects for the common allele (-/-) versus carriers of the minor allele (carrier). 4. Kunicki TJ, Nugent DJ. The genetics of normal platelet reactivity. Blood. 2010;116:2627-2634.


