
Supplemental	
  table	
  9.	
  INGENIAHS	
  results	
  from	
  previously	
  reported	
  SNPs	
  associated	
  with	
  platelet	
  func@on	
  phenotypes.

1	
  mM	
  Arachidonic	
  Acid	
   10	
  µM	
  Epinephrine 4	
  µM	
  ADP	
   1	
  µg/mL	
  Collagen	
   1	
  mM	
  Arachidonic	
  Acid	
   10	
  µM	
  Epinephrine 4	
  µM	
  ADP	
   1	
  µg/mL	
  Collagen	
  
-­‐/-­‐ 79.3±4.5 67.2±21.5 71.5±12.7 78.1±4.7 37.7±8.5 33.8±14.9 30.9±9.0 38.3±7.1
-­‐/+ 81.6±6.6 70.1±20.5 74.9±8.4 77.3±6.1 35.1±5.8 32.1±10.7 31.4±7.2 36.7±5.2
+/+
-­‐/-­‐ 79.6±5.3 70.3±17.6 73.7±8.6 77.7±5.1 36.5±6.0 35.6±11.9 32.3±6.4 38.2±6.7
-­‐/+ 79.9±5.1 65.6±23.2 71.1±14.9 78.3±6.0 36.0±3.3 31.1±15.0 31.3±9.1 37.2±6.7
+/+ 80.4±5.8 54.6±36.5 69.6±18.4 77.6±4.4 44.4±22.2 17.2±15.7 24.6±12.3 36.6±7.2
-­‐/-­‐ 80.7±6.3 65.7±25.6 70.2±15.6 77.7±4.6 35.7±3.4 28.6±12.0 27.9±8.6* 34.3±4.7
-­‐/+ 78.2±4.0 65.5±21.4 71.8±10.1 75.1±8.2 36.8±9.8 32.4±14.7 30.4±8.4 37.7±6.6
+/+ 82.3±4.2 75.2±8.0 77.6±6.7 77.7±5.7 38.2±6.2 41.3±9.3 36.1±5.7 41.7±6.7
-­‐/-­‐ 79.3±7.0 65.8±22.2 75.7±5.6 77.0±3.5 36.6±3.7 31.0±13.8 33.6±4.1 37.9±6.6
-­‐/+ 79.8±4.9 68.3±20.4 70.3±12.3 77.3±5.7 37.7±10.0 34.4±14.3 29.8±9.1 38.4±6.9
+/+ 79.8±5.0 67.2±22.1 74.1±11.8 78.8±4.6 35.4±3.0 32.2±13.0 31.8±8.2 36.4±6.2
-­‐/-­‐ 80.2±4.7 74.3±7.2 73.5±9.2 78.1±4.6 39.1±6.4 39.1±9.9 31.6±8.7 39.4±6.1
-­‐/+ 80.1±5.4 66.7±21.8 73.2±11.6 77.9±5.5 36.4±8.9 32.6±13.5 31.1±8.6 37.3±6.9
+/+ 79.4±5.7 68.5±23.2 72.5±8.8 78.9±3.7 37.4±6.0 32.0±16.0 31.9±6.6 38.5±7.0
-­‐/-­‐ 81.2±5.7 64.7±25.2 72.1±14.2 77.8±6.3 39.5±11.6 33.0±17.0 30.2±10.5 39.0±7.0
-­‐/+ 79.2±5.1 71.3±15.4 73.2±10.6 78.6±4.3 35.4±3.2 32.2±8.1 31.4±7.8 36.5±6.2
+/+ 79.6±4.4 65.6±25.1 70.7±10.1 78.0±4.7 36.7±5.5 33.7±17.4 30.7±6.25 37.8±6.2
-­‐/-­‐ 78.6±5.6 57.7±29.8 68.8±16.7 79.4±5.1 33.8±2.3 26.0±15.3 29.1±10.4 35.8±5.4
-­‐/+ 80.1±5.5 68.3±20.7 72.7±10.8 77.6±4.9 37.4±6.3 33.9±14.7 31.1±8.4 37.6±6.3
+/+ 79.6±4.8 71.4±17.1 72.5±10.6 77.5±5.6 37.3±11.0 35.2±12.0 31.3±8.0 39.3±7.4
-­‐/-­‐ 79.5±5.1 66.8±21.8 72.1±11.7 77.7±5.3 37.1±7.6 32.6±14.0 30.7±8.6 37.5±6.5
-­‐/+ 82.1±5.4 77.5±6.3 74.0±9.9 79.6±3.8 37.1±6.8 36.0±10.6 33.1±5.7 39.0±7.9
+/+
-­‐/-­‐ 78.5±4.6 63.6±25.8 73.6±9.7 77.5±4.0 34.7±1.8 27.2±14.2 29.0±8.1 35.3±4.0
-­‐/+ 80.5±5.6 71.1±17.5 72.3±11.4 78.6±4.6 37.7±8.6 34.7±12.2 31.1±7.3 37.3±6.3
+/+ 78.7±4.0 60.1±26.9 68.2±14.2 76.1±7.3 39.0±7.4 34.4±18.7 31.5±12.5 42.8±8.6
-­‐/-­‐ 79.7±5.2 67.7±20.9 72.2±11.5 77.8±5.2 36.9±7.8 33.0±13.7 31.0±8.4 37.8±6.6
-­‐/+ 80.3±4.2 79.0±2.6 78.7±5.1 78.7±2.5 35±2.6 34.7±9.8 33.3±1.2 34.0±4.6
+/+
-­‐/-­‐ 79.8±5.2 68.6±18.9 73.4±10.2 77.9±5.2 37.5±8.1 33.9±13.3 31.9±7.8* 38.5±6.5
-­‐/+ 79.3±5.0 66.0±29.0 67.5±16.1 77.5±5.1 33.4±2.8 28.3±14.2 26.6±9.5 33.1±4.6
+/+
-­‐/-­‐ 79.7±5.3 63.9±23.0 71.5±12.3 77.4±5.5 37.5±8.4 31.6±15.3 30.8±8.8 37.3±6.3
-­‐/+ 80.0±5.2 76.2±13.6 73.1±10.1 79.3±4.3 36.9±5.2 36.4±9.7 31.4±7.6 39.1±7.0
+/+ 76.5±2.1 74.5±0.7 74.0±0.0 76.0±0.0 30.5±2.1 34.0±1.4 28.5±7.8 29.0±5.7
-­‐/-­‐ 80.2±6.1 67.7±22.0 73.4±11.6 77.3±6.2 36.5±5.6 34.3±13.6 30.8±8.2 37.6±7.3
-­‐/+ 79.6±4.8 68.8±20.0 71.5±12.2 78.6±4.3 37.9±9.2 33.3±13.7 31.0±9.3 38.1±6.3
+/+ 79.7±3.5 63.1±25.3 72.3±10.5 77.9±5.3 34.3±0.8 23.9±10.9 31.2±4.4 35.1±3.6
-­‐/-­‐ 79.1±4.6 65.5±21.6 69.0±12.2* 77.0±5.6 37.1±5.9 34.6±14.9 29.5±9.4 38.7±8.1
-­‐/+ 79.7±5.6 66.1±23.5 74.4±11.2 78.5±5.4 37.3±10.2 31.0±14.6 32.4±7.3 37.4±6.0
+/+ 81.2±3.6 75.1±3.5 77.6±4.6 77.7±3.9 36.7±2.7 36.2±9.4 32.3±4.9 37.1±5.1
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†	
  FuncPonal	
  trait:	
  D'	
  indicates	
  lingake	
  disequilibrium;	
  PC	
  indicates	
  P-­‐selecPn	
  expression	
  in	
  response	
  to	
  CRP-­‐XL;	
  FC,	
  fibrinogen	
  binding	
  in	
  response	
  to	
  CRP-­‐XL;	
  	
  FA,	
  fibrinogen	
  binding	
  in	
  response	
  to	
  ADP;	
  PA,	
  	
  P-­‐selecPn	
  
expression	
  in	
  response	
  to	
  	
  ADP;	
  LTA,	
  Light	
  Transmission	
  AggregaPon.	
  
‡	
  Genotype:	
  -­‐/-­‐	
  indicates	
  	
  homozygous	
  for	
  the	
  major	
  allele;	
  -­‐/+,	
  heterozygous;	
  	
  +/+,	
  homozygous	
  for	
  the	
  minor	
  allele.	
  
Bold	
  	
  numbers	
  in	
  talics	
  indicate	
  a	
  	
  tendency	
  between	
  funcPonal	
  trait	
  and	
  genotype.	
  
*	
  indicates	
  p<0.05	
  when	
  comparing	
  -­‐/-­‐	
  versus	
  carrier	
  of	
  the	
  minor	
  allele.	
  


