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SUPPLEMENTARY APPENDIX

Online Supplementary Table S1. Cytogenetic data at diagnosis and at the time of relapse. 
N Sex Age Karyotype at diagnosis Mutations at diagnosis Mutation at relapse

(cloning and seq) (D-HPLC and Karyotype at relapse
direct seq)

1 M 54 46,XY,del(9)(p11),t(9;22)(q34;q11),  L266P; A337A T315I 46,XY,del(9)(p11),t(9;22)(q34;q11),
der(12)[20] t(12;14)(q11;p11),der(22)[20]

2 M 56 46,XY,del(9)(p13p22),t(9;22) V289A; V335V; K378E; L411P T315I 46,XY,del(9)(p13p22),t(9;22)(q34;q11)[14] /
(q34;q11)[20] 46,idem,t(2;9)(q?;q?),t(2;19)(q?;p?)[3]

3 M 56 N.E. L298P; R307Q; W405C WT N.E.
4 F 49 46,XX,t(9;22)(q34;q11) [20] E275E; E281K; T319A; N336D WT 46,XX,t(9;22)(q34;q11)[10]
5 F 74 46,XX,t(9;22)(q34;q11) [20] G250R; I293T; V304I; D363D; R367stop; K378E T315I 46,XX,t(9;22)(q34;q11)[20]
6 F 58 N.E. K245R; L327L E255K N.E.
7 F 61 46,XX,t(9;22)(q34;q11)[10] I293T; V304I; T315I; C346stop; W405C; P439L T315I N.D.
8 F 30 46,XX,t(9;22)(q34;q11)[20] Y264C; T315I; A344T; L451L T315I N.E.
9 F 58 N.D. Q252stop; L384P; T392I; A407A; N479S -- --
10 F 34 46,XX,t(9;22)(q34;q11) [20] K245R; A288T; R460R -- --
11 M 52 46,XY,t(9;22)(q34;q11)[14] / 45,XY,-7, G254E; Y326Y; E334E; A487V -- --

t(9;22)(q34;q11)[3] / 44,XY,-7, 
t(9;22)(q34;q11),-11[3]

12 F 73 46,XX,t(9;22)(q34;q11)[5] / 46,XX[2] E352K; A380A; T389T; Q477stop -- --
13 M 72 N.E. G249S; Y253Y; Y257H; E292G; F317L; -- --

Y342Y; Y353Y; H396P
14 F 36 46,XX,t(9;22)(q34;q11)[20] E352G; A366A -- --
15 M 50 46,XY,t(9;22)(q34;q11)[10] E286E; I360T; I403T; N479S -- --

The number of evaluable metaphases is indicated in parentheses. M, male; F, female; seq, sequencing; D-HPLC: denaturing high performance liquid chromatograpy; WT: wild-type; N.E.: not evalu-
able (no metaphases could be obtained); N.D.: not done (because of punctio sicca or failure to send the bone marrow sample to the central reference laboratory).


