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SUPPLEMENTARY APPENDIX

Online Supplementary Table S1. Overall survival and risk of AML evolution according to the new CMML-specific and the IPSS cytogenetic risk classifica-
tions in patients with MD-CMML and MP-CMML subtypes.

Overall Survival AML evolution
Characteristic N. Median Proportion P Time to 25% Cumulative probability P

of patients (%) (mo) Alive at 2 yr (%) probability (mo) of AML evolution (%)
At 2 yr At 5 yr

CMML- MD

CMML-specific <0.001 0.016
cytogenetic risk classification

Good risk 210 49 89 66 10 16
Intermediate risk 23 30 69 8 19 30
Poor risk 22 12 55 6 33 33

IPSS cytogenetic risk 
classification < 0.001 0.028

Low risk 215 48 70 66 10 16
Intermediate risk 32 14 46 13 27 27
High risk 8 9 42 7 25 25

CMML- MP

CMML-specific < 0.001 0.022
cytogenetic risk classification

Good risk 113 23 47 28 15 44
Intermediate risk 19 11 27 5 16 58
Poor risk 29 10 14 6 48 48

IPSS cytogenetic risk 
classification 0.001 0.043

Low risk 114 23 47 28 15 44
Intermediate risk 36 6 18 13 29 64
High risk 11 15 28 6 47 47

BM: bone marrow; PB: peripheral blood; IPSS: International Prognostic Scoring System.



Online Supplementary Figure S1. Frequencies of
most common cytogenetic abnormalities in the
overall series subdivided into isolated abnormali-
ties, with 1 additional abnormality, and complex
abnormalities. Chromosome 8 + 1 abnormality
details: del(5)(q31q33); +10; del(11)(q14);
del(12)(p13)   add(17)(p13.3); +19; and +21. 

Online Supplementary Figure S2.
Unadjusted probability of overall sur-
vival in patients with MD-CMML sub-
type according to (A) the new CMML-
specific and (B) the IPSS cytogenet-
ic risk classifications and in patients
with MP-CMML subtype according to
(C) the new CMML-specific and (D)
the IPSS cytogenetic risk classifica-
tions.
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