Combined CD8* and CD4* adenovirus hexon-specific T cells associated with viral
clearance after stem cell transplantation as treatment for adenovirus infection

Maarten L. Zandvliet,* J.H. Frederik Falkenburg,? Ellis van Liempt,> Louise A. Veltrop-Duits,* Arjan C. Lankester,*
Jayant S. Kalpoe,* Michel G.D. Kester,2 Dirk M. van der Steen,> Maarten J. van Tol,®* Roel Willemze,?
Henk-Jan Guchelaar,* Marco W. Schilham,® and Pauline Meij*

‘Department of Clinical Pharmacy and Toxicology; 2Department of Hematology; *Department of Pediatrics, and “Department
of Medical Microbiology, Leiden University Medical Center, Leiden, The Netherlands

Citation: Zandvliet ML, Fallenburg JH, van Liempt E, Veltrop-Duits LA, Lankester AC, Kalpoe JS, Kester MG, van der Steen DM,
van Tol MJ, Willemze R, Guchelaar HJ, Schilham MW, and Meij P. Combined CD8* and CD4* adenovirus hexon-specific T cells
associated with viral clearance after stem cell transplantation as treatment for adenovirus infection. Haematologica 2010;95(11):1943-
1951. doi:10.3324/haematol.2010.022947

Online Supplementary Table S1. Characterization of HAdV hexon CD8* epitopes recognized by T-cell lines as determined by peptide-MHC | tetramer staining
or recognition of specific hexon peptides.

HAdV hexon CD8" epitopes recognized

Previously described Newly identified
Peptide HLA restriction AA HLA restriction
1 MPN 320-329 B35
IPY 705-713 B35 IPF 873-882 B35
2 YVL 917-926 A2
MPN 320-329 B35 IPF 873-882 B35
IPY 705-713 B35
3 YVL 917-926 A2
KPY 114-124 B7 FRK 585-593 B7
MPN 320-329 B7
TYF 37-45 A24
4 TDL 886-894 Al YSY 78-86 B63
TYF 37-45 A24
6 TDL 886-894 Al ETY 36-45 B52

YSY 78-86 B63




Online Supple

mentary Table S2. Conservation of HAdV hexon CD8* epitopes between different HAdV species.

HAdV

Previously described HAdV hexon CD8+ epitopes

HAdV

. AA37-45  AA114-124  AA 320329  AA705-713  AA 886-894 AA 917-926
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Newly identified HAdV hexon CD8+ epitopes
HAdV ~ HAdV AA 36-45 AA78-86  AA 585-593  AA 873-882
species  serotype
C 5 ETYFSLNNKF YSYKARFTL  FRKDVNMVL IPFSSNFMSM
A 12 Pooopsguoct  socoossid stasons e
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HAAV hexon sequences were compared between serotype 5 (AP_000211), serotype 12 (AP_000121), serotype 35 (AP_000585), serotype 2 (AP_000175), serotype 30
(ABA00012), serotype 4 (AA024097), and serotype 40 (NP_040862). The sequence derived from serotype 5 is depicted for each HAdV hexon CD8* epitope, and amino
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Online Supplementary Figure
S1. Confirmation of newly
identified HAdV hexon CD8*
T-cell epitopes. Intracellular
IFNy staining of HAdV-specif-
ic T-cell lines after restimula-
tion with minimal MHC class
| restricted HAdV hexon pep-
tides. In addition, the HAdV-
specific T-cell line derived
from donor 2 was stained
with IPF/HLA-B35 tetramers.
To confirm HLA-restriction of
the other epitopes, IFNy
release was determined by
ELISA upon incubation with
autologous or partially HLA-
matched allogeneic EBV-LCL
without peptide (white bars),
or loaded with the relevant
minimal HAdV hexon peptide
(black bars).




