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Online Supplementary Table S1. Clinical data of patients with marrow infiltration with DLBCL.

Localization % BM infiltration (biopsy) % BM infiltration (flow cytometry) Stage
T/HRBCL Cervical LN 5% negative IVB 4
T/HRBCL Spleen 90% negative IVB 2
DLBCL/NOS GCB Bone 50% negative IVA 2
DHBCL Abdomen negative 0.5% IVA 5
DHBCL Axillar LN 80% 2% IVB b)
IVBCL Spleen/BM 10% <0.1% IVB 2
DLBCL/NOS ABC Lung 30% 1% IVB b)
POSTTR. DLBCL Abdomen 10% negative IVB 5
DHBCL Cervical LN 5% <1% IVB 5
DLBCL/NOS ABC Cervical LN 10-15% 0.1% IVB 3
DHBCL Abdomen 90% 30% IVB 3
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Online Supplementary Figure S1. Flow cytometry bivariate dot plots of patients 1, 9, 11 and 22, respectively. MSBC are represented by red
dots. Immunophenotypic markers with their fluorochrome are indicated in the X and Y axes. Patient 1 shows MSBC without evident
immunoglobulin light chain expression and without CD24 or CD5 expression. Patient 9 shows immunoglobulin k light chain restriction and
absent CD10 and CD5 expression. The MSBC of Patient 11 show immunoglobulin A light chain restriction with expression of CD5 and CD23.
Patient 22 shows MSBC with immunoglobulin A light chain restriction. FSC: forward scatter; SSC: side scatter.
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Online Supplementary Figure S2. PCR fragment analysis (top) of the amplified rearranged immunoglobulin heavy chain gene. The arrows indi-
cate similar-sized fragments in both the DLBCL in the kidney and MSBC in the bone marrow of patient 11. The rearranged immunoglobulin
heavy chain gene sequence of the MSBC and DLBCL (top sequence) is compared with the closest homologous germline gene sequence, IGHV-
30-4.01 (bottom sequence). Only mutations with respect to the germline sequence are given. Eight mutations are seen, of which five are
replacement mutations (replacement amino acids are given in capital letters above the nucleic acid mutations). The replacement mutations

are all in the framework regions (FR) while silent mutations are seen in both FR and complementarity determining regions (CDR).




