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Supplementary Table 1. Genes specifically deregulated by the triple com-
binations of PBD. MM1S cells were treated with panobinostat (7 nM), dex-
amethasone (0.9 µM) and bortezomib (3 nM) as single agents for 48
hours and in triple combinations for 24 hour, in order to obtain 20–25%
apoptosis. After this period, cells were collected and changes in GEP were
analyzed. A summary of the most relevant genes specifically deregulated
by the triple combination, grouped by categories is shown. 

Supplementary Table 2. Genes specifically deregulated by the triple combi-
nations of PLD. MM1S cells were treated with panobinostat (7 nM), dexam-
ethasone (0.9 µM) and lenalidomide (1 µM) as single agents for 48 hours
and in triple combinations for 26 hours, in order to obtain 20–25% apop-
tosis. After this period, cells were collected and changes in GEP were ana-
lyzed. A summary of the most relevant genes specifically deregulated by the
triple combination, grouped by categories, is shown. 


