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Patient No. Cytogenetic Group CD34 
expression

CD10 
expression

CD38 Expression at 
presentation (relative to 

normal progenitors)

754 High Hyperdiploid Bi-modal Positive Overlap
771 High Hyperdiploid Bi-modal Positive Overlap
748 High Hyperdiploid Bi-modal Positive Under
815 High Hyperdiploid Bi-modal Positive Under
773 High Hyperdiploid Positive Positive Overlap
726 High Hyperdiploid Positive Positive Under
829 High Hyperdiploid Positive Low Under
835 High Hyperdiploid Bi-modal Positive Under
725 Not Known Bi-modal Positive Normal
727 Other Bi-modal Positive Normal
730 Other Negative Positive Normal
736 Other Positive Positive Normal
737 Other Positive Positive Normal
752 Other Bi-modal Positive Normal
779 Other Bi-modal Positive Normal
784 Other Bi-modal Low Normal
786 Other Positive Positive Normal
790 Other Positive Positive Normal
791 Other Bi-modal Low Normal
792 Other Positive Positive Normal
803 Other Bi-modal Low Normal
827 Other Bi-modal Low Normal
831 Other Positive Low Normal
833 Other Bi-modal Positive Normal
724 Other Bi-modal Positive Overlap
729 Other Positive Positive Overlap
812 Other Bi-modal Positive Overlap
731 Other Positive Positive Under
770 Ph+ Bi-modal Positive Under
776 Other Bi-modal Positive Under
778 Other Bi-modal Positive Under
782 Other Positive Low Under
787 Other Bi-modal Positive Under
788 Other Positive Low Under
793 Other Positive Positive Under
810 Other Bi-modal Positive Under
824 Other Bi-modal Positive Under
825 Other Bi-modal Low Under
848 TEL/AML Bi-modal Positive Overlap
723 TEL/AML Positive Positive Under
733 TEL/AML Bi-modal Positive Under
749 TEL/AML Bi-modal Positive Under
751 TEL/AML Bi-modal Positive Under
777 TEL/AML Bi-modal Positive Under
798 TEL/AML Bi-modal Positive Under
828 TEL/AML Bi-modal Positive Under
837 TEL/AML Bi-modal Positive Under
847 TEL/AML Bi-modal Positive Under

Supplementary Table 1



CD34+CD38LowCD19+ 

population at presentation

Frequency of the 
CD34+CD38LowCD19+ 

population in the blast 
population at presentation

D28 MRD

Negative Positive (0.07%)
Negative Negative 
Negative Negative 
Positive 2,3 Negative
Positive 0,7 Positive (0.819%)
Positive 74,3 Positive (1.49%)
Positive 0,8 Negative
Positive 3,3 Positive (0.36%)
Negative Negative
Negative No LAIP
Negative Indeterminate
Negative Not done
Negative No LAIP
Negative Indeterminate
Negative Indeterminate
Negative Negative
Negative Negative
Negative Not done
Negative Not done
Negative No LAIP
Negative Negative
Negative Negative
Negative Negative
Negative Negative
Positive 0,6 Positive (2.4%)
Positive 0,5 Negative
Positive 0,2 Negative
Positive 10,0 Indeterminate
Positive 72,3 Positive (4.22%)
Positive 4,5 Negative
Positive 80,3 Positive (3.7%)
Positive 8,8 Negative
Positive 5,6 Positive (26.7%)
Positive 13,9 Negative
Positive 10,5 Not done
Positive 30,8 Negative
Positive 17,8 Positive (57.12%)
Positive 18,0 Positive (1.35%)
Positive 0,2 Indeterminate
Positive 14,4 Negative
Positive 1,1 Not done
Positive 11,8 Negative
Positive 3,6 Negative
Positive 10,9 Negative
Positive 2,1 Positive (0.014%)
Positive 0,6 Negative
Positive 1,2 Positive (0.01%)
Positive 7,8 Negative



L726 15,3 B
L773 3,8 2 A
L787 19,4 11,6 B
L825 14,7 100 B
L778 4,4 19,1 A
L770 Ph+ 7,9 31,3
L824 16 20 B

Supplementary Table 2

Patient 
No. Cytogenetic Group

Age
Presenting white 
cell count (x109/L) Risk group

High Hyperdiploid Not Known
High Hyperdiploid

Other
Other
Other

A then C
Other



`

Induction Therapy
Peg Asparaginase/Dexamethasone/Vincris6ne/Daunorubicin/Methotrexate (IT)
Peg Asparaginase/Dexamethasone/Vincris6ne/Methotrexate (IT)
Peg Asparaginase/Dexamethasone/Vincris6ne/Daunorubicin/Methotrexate (IT)
Peg Asparaginase/Dexamethasone/Vincris6ne/Daunorubicin/Methotrexate (IT)
Peg Asparaginase/Dexamethasone/Vincris6ne/Methotrexate (IT)
Peg Asparaginase/Dexamethasone/Vincris6ne/Daunorubicin/Methotrexate (IT)
Peg Asparaginase/Dexamethasone/Vincris6ne/Daunorubicin/Methotrexate (IT)




