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in myeloproliferative neoplasms identifies novel genomic aberrations
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Online Supplementary Table S1. Patient and sample characteristics.

ET PV Post-ET MF Post-PV MF
Patients (n) 45 45 6 8

Median age (years)
at diagnosis 50 55,5 47,5 60,5
at analysis 63 52,5 62,5

positive cases (%) 100 33 100
homozygous cases (%) 51 17 62

positive cases (n) 0 0 1
ET, tial th bocythemia; PV, polycythemia vera; MF, myelofibrosis; PMF, primary myelofibrosis




Online Supplementary Table S2. Genomic localization of aberrations.
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