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Description of Supplementary Appendix, Data and
Figures 

All the following supplementary materials can be down-
loaded from http://www-nkn.ics.nitech.ac.jp/~takeuchi/ACGH
with username: guest and password: acghclassifier.

Refer to related PDF for all the Supplementary Figures cited. 

Supplementary Appendix 1
Data analysis procedures. Details of the data analysis proce-

dures including data preprocessing, classifier design, validation
and significance test.  

Supplementary Data 1
The preprocessed log2-ratio data for the 46 cases of DLBCL

and the 29 cases of MCL. 

Supplementary Data 2
The preprocessed log2-ratio data for the 28 cases of ABC

DLBCL and the cases of 18 GCB subtype. 

Supplementary Data 3
This file contains the preprocessed log2-ratio signals at 2035

clones for cases of 28 ABC DLBCL and the 18 cases of GCB
subtype. A column represents a case and a row represents a
clone. Column A: clone ID, column B: clone name, column C:
cytogenetic position, column D: known genes contained in
the clone, columns E-AF: ABC cases, columns AG-AX: GCB
cases, row 1: descriptions, rows 2-2036: clones.

Supplementary Data 4
Detailed results of the classification of DLBCL versus MCL.

Supplementary Data 5
Detailed results of classification of ABC versus GCB sub-

types of DLCBL.



Online Supplementary Figure
S2. Empirical distributions of
log2-ratio signals. Empirical dis-
tributions of preprocessed log2-
ratio signals for tumor cases
(red) and normal cases (blue)
as well as the thresholds for
copy number gain and loss. The
thresholds were set to make the
false discovery rate for copy
number gains and losses 5%.

Online Supplementary Figure S1. Confirmation of DLBCL subtype classification. The ABC and GCB subtypes for the analysis were classified using the
hierarchical clustering method.1 The validity of subtype classification was confirmed with an alternative method described by Wright et al.1 The figure
shows the probabilities of diagnosing ABC and GCB subtypes using with the gene expression-based classifier. The classification accuracy of the gene
expression-based classifier determined by LOOCV was 91.3% (95%CI: 0.832 - 0.994). Two ABC cases were mis classified as GCB and two GCB cases
were mis classified as ABC. With an 80% cut-off level, only two cases were mis diagnosed, suggesting that the validity of the ABC and GCB classifica-
tion used in the our study is strongly supported by an alternative classification method for gene-expression analysis. 



Online Supplementary Figure S3A. Significance of the difference in changes in copy numbers between DLBCL and MCL. (A)
p values from Fisher’s exact test, false discovery rate (FDR) and family-wise error rate (FWER) for the differences in copy num-
ber gains between DLBCL and MCL.



Online Supplementary Figure S3B. Significance of the difference in changes in copy numbers between DLBCL and MCL. (B)
p values from Fisher’s exact test, FDR and FWER for the differences in copy number losses between DLBCL and MCL.



Online Supplementary Figure S4A. Significance of the difference in changes in copy numbers between ABC and GCB sub-
types. (A) p values from Fisher’s exact test, false discovery rate (FDR) and family-wise error rate (FWER) for the differences
in copy number gains between ABC and GCB subtypes of DLBCL.



Online Supplementary Figure S4B. Significance of the difference in changes in copy numbers between ABC and GCB sub-
types. (B) p values from Fisher’s exact test, FDR and FWER for the differences in copy number losses between ABC and GCB
subtypes, of DLBCL. 


