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Brief Report

A study of 36 unrelated cases with pure erythrocytosis
revealed three new mutations in the erythropoietin
receptor gene
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ABSTRACT

Thirty-six unrelated cases with erythrocytosis of unknown origin were investigated. Exons 5-8 of the erythropoietin receptor gene (EPOR),
the von Hippel-Lindau gene, and the prolyl hydroxylase domain protein 2 gene (PHD2) were screened by direct DNA sequencing. The
Janus kinase 2 mutation, JAK2 (Val617Phe), was screened by allele specific PCR. In this study, three new mutations of EPOR causing
deletions in exon 8 were found: the first led directly to a stop codon [g.5957_5958delTT (p.Phe424X)], the second to a stop codon after
one residue [g.5828_5829delCC (p.Pro381GlnfsX1)] and the third to a stop codon following a frameshift sequence of 23 residues
[g.5971delC (p.Leu429TrpfsX23)]. One patient had a previously reported EPOR mutation [g.6146A>G (p.Asn487Ser)] and another, a
silent one (g.5799G>A). All were heterozygotes. In addition, 2 patients were positive for JAK2 (Val617Phe), and 2 reported elsewhere,
were mutated in the PHD2 gene [c.606delG (p.Met202IlefsX71).
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Introduction

Polycythemia refers to a group of disorders with increased
hematocrit and hemoglobin levels, and increased red cell
mass. Most polycythemia cases are acquired, secondary to a
chronic tissue hypoxia, or to a primary bone marrow disease,
such as polycythemia vera (PV). In this latter case activating
mutations in the Janus kinase 2 (JAK2) have been found:
JAK2 (Val617Phe)1 is the most frequent, however, 10 others
have been recently reported in exon 12.2-3 Congenital poly-
cythemia can result from various etiologies such as hemoglo-
bins with high oxygen affinity, deficiencies in 2,3-diphos-
phoglycerate mutase,4 mutations of the EPOR, and of genes
coding for factors involved in the oxygen sensing pathway5

[Von Hippel-Lindau (VHL), prolyl hydroxylase domain 2
(PHD2)].6-8

Percy recently reviewed the mutations in the EPOR associ-
ated with erythrocytosis9 (an absolute increase in red cell

mass and hematocrit without elevation of the megakaryocyt-
ic or granulocytic lineages). This subgroup of abnormalities is
usually characterized by low to normal plasma erythropoi-
etin levels, and hypersensitivity of erythroid progenitors to
exogenous erythropoietin in vitro.10 The patients are usually
clinically asymptomatic or presenting with mild symptoms,
however, this condition could still contribute to cardiovascu-
lar problems.11 We investigated 36 unrelated cases with ery-
throcytosis of unidentified origin. In all samples we screened
for EPOR abnormalities, focusing on the exons encoding for
the cytoplasmic region (exons 7-8) which interacts with
kinases, and the transmembrane region (exon 6) which is
important for proper receptor activation.12 All these patients
have already been investigated for PHD2 mutations:8 two
sibs and four patients with missense mutations were found.
In addition, we searched for JAK2 (Val617Phe) and VHL
mutations. This report focuses on the mutations found in
EPOR. 
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Design and Methods

Patients 
The patients were referred to our laboratory for

molecular diagnosis of erythrocytosis. Polycythemia
vera or causes of secondary erythrocytosis were elimi-
nated. All patients had initially elevated hemoglobin
and hematocrit levels. None of them carried hemoglo-
bin with increased oxygen affinity. In 10 cases a famil-
ial history of erythrocytosis was found, and a total of 44
samples were analyzed corresponding to 36 unrelated
cases. The hematologic data of the patients are summa-
rized in Table 1.

Erythroid colony formation assays
Bone marrow or peripheral blood mononuclear cells

were used, and the assays performed according to stan-
dard procedures.13

Molecular biology studies
All patients gave their signed informed consents. The

study was approved by the local ethics committee and
performed in accordance with the World Medical
Association Declaration of Helsinki. Genomic DNA
was prepared from peripheral blood by phenol chloro-
form procedure. Screening for JAK2 (Val617Phe) muta-
tion was performed by allele-specific polymerase chain
reaction (PCR), as previously described.14 Exons 5-8 of
EPOR gene were amplified by PCR using Ampli Taq®

DNA polymerase (Roche, New Jersey, USA), in a Gene
Amp® PCR system 2700 (Applied Biosystems, Foster
city, CA, USA). Details and primer sequences are avail-
able upon request. The PCR products were purified.
Sequencing reactions were carried out using Big Dye®

sequencing kit, (Applied Biosystems) and analyzed on
the ABI Prism® 3100 Genetic analyzer (Applied
Biosystems) according to the manufacturer’s protocol.
The three exons of VHL gene were analyzed according
to a similar procedure (details for primer sequences and
PCR conditions are available upon request).

Results and Discussion

In this study, three different mutations of EPOR, and
one frameshift mutation of PHD2 appeared to be
responsible for the observed erythrocytosis. In addi-
tion, 2 patients had the JAK2 (Val617Phe) mutation.
The first EPOR mutation resulted in a stop codon at
position 424 (p.Phe424X), predicting a protein short-
ened by 85 residues. It was found, over 3 generations,
in 4 members of a family (Figure 1A). Erythropoietin
level in the third generation was low. Erythroid colony
formation assays showed hypersensitivity of erythroid
progenitors to exogenous erythropoietin (Figure 1B).
Electrophoresis of the PCR product showed a het-
eroduplex. Sequencing of the PCR revealed a heterozy-
gous deletion of two thymines at positions 5957 and
5958 in exon 8 (g.5957_5958delTT) (Figure 1C).

The second EPOR mutation was a two nucleotides
deletion encoding at position 381 for a glutamine fol-

lowed by a stop. This was observed in a 47-year-old
woman (Hb: 18.5g/dl, Hct: 56%). One of her cousins
was erythrocytosic as well, with a low EPO level. Both
patients were treated by venesection. Electrophoresis
of the PCR product revealed a heteroduplex.
Sequencing showed a heterozygous deletion of
cytosines 5828 and 5829 in exon 8 (g.5828_5829delCC)
(Figure 1D), replacing codon 382 by a stop codon. This
led to a 127 amino acid truncation (p.Pro381GlnfsX1),
which is the largest reported to date in the EPOR mol-
ecule.

The third EPOR mutation led to a 57 amino acid trun-
cation. This case of familial erythrocytosis, observed in
a 31-year-old mother, and in her two daughters (9 and
11 years old), was discovered when the youngest was
hospitalized at 9 years old for a convulsive episode
associated with fever. Because erythrocytosis was
observed (Hb 20.2 g/dL, Hct 58%) a complete blood
count was carried out for the sister and the mother,
revealing Hb levels of 18.8 and 20.6 g/dl, and Hct 54.8
and 60.2% respectively. The proband had an EPO level
of less than 5 mUI/mL, (normal range: 5-24 mUI/mL).
Electrophoresis of the PCR products showed no special
feature, but DNA sequencing revealed a heterozygous
deletion of a cytosine at position 5971 in exon 8
(g.5971delC) (Figure 1E). This caused a frameshift at
position 429, predicting an introduction of 23 amino
acids followed by a premature stop codon
(p.Leu429TrpfsX23).  The three mutations associated
with familial erythrocytosis described above result in
truncation in the distal region of the protein, involving
the loss of 6 or 7 functionally important tyrosines. In
addition, a previously described mutation15 was found
in a 62-year-old man with erythrocytosis (Hb 17.4 g/dl,
Hct 54%, normal serum EPO level), treated by venesec-
tion. Sequencing of the PCR product of exon 8 showed
a heterozygous A>G mutation of nt 6146 resulting in
an aspargine to serine substitution at position 487

Table 1. Hematologic and clinical presentation of the 36 cases
including 44 patients with  presumed pure erythrocytosis. 

Median Range

Age at diagnosis Males: 32 Females: 12 45.5 6-76
(years)
Gender 
Hb (g/dL) 18.5 16.2-21.9
Hct (%) 55 47-66
WBC (×109/L) 7.1 3.5-13.1
Platelets(×109/L) 206.5 134-324
epo (mUI/mL) 1:4 N: 13 2: 9 NA: 18
RCM 1: 22 NA: 22
EEC assays Neg: 18 NA: 26
(neg, NA)
Familial history A: 11 P: 10 NA: 23
of erythrocytosis

epo: erythropoietin, normal range (5-24mUI/mL); 1: number of patients with
elevated values; N: number of patients with normal values; 2: number of patients
with low values; NA: data not available RCM; red cell mass; 1: number of
patients with elevated values. NA: data not available; EEC: endogenous erythroid
colony. neg: negative result; NA: data not available. Familial history of
erythrocytosis; A: absent; P: present; NA: not available.
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[g.6146A>G (p.Asn487Ser)]. However, the patient had
a chronic respiratory failure with an arterial SaO2 of
86%. This raised the question of whether this base
change might be a polymorphism or whether it has
some relation with the erythrocytosis. The in vitro stud-
ies in murin Ba/F3 cell line could not demonstrate if this
mutation had biological consequences.15 We found the
last EPOR mutation in a 6-year-old erythrocytosic child
(Hb 19 g/dL), with an elevated serum EPO level (30.8
mUI/mL) and no familial history of erythrocytosis.
Sequencing of the PCR product of exon 8 showed a
heterozygous guanine to adenine substitution at
nucleotide 5799 (g.5799G>A), which does not modify
the encoded amino acid, and thus is unlikely to be the
cause of erythrocytosis.

This work emphasizes the negative growth-regulato-
ry role of the distal region of the EPOR molecule in ery-
thropoiesis. After EPO binding and conformational
change of EPOR, JAK2 triggers the signaling cascade by
autophosphorylation and phosphorylation of EPOR on
tyrosine residues, which become docking sites for pos-
itive and negative regulators. The former group
includes: signal transducers and activators of transcrip-
tion (STAT5a/b), p85α regulatory subunit of PI-
3Kinase, and Lyn tyrosine kinase.16 Among the negative
regulatory signals are protein tyrosine phosphatase
(SHP-1), CIS (cytokine inducible Src homology-2 con-
taining proteins) or SOCS (suppressors of cytokin sig-
naling), and Lnk.17 According to residue positions in the
human EPOR, it has been suggested that SHP1 interacts
with P-Tyr454,18 CIS3, also referred to as SOCS3, inter-
acts with P-Tyr426, P-Tyr454 and P-Tyr456,19-20 down
regulating cytokine signaling in each case.  To date,
including this work, 16 mutations affecting the intracel-
lular domain of EPOR have been described.9 The per-
centage of familial and congenital polycythemias
found, in this study, to be associated with EPOR muta-
tions in exon 8 is similar to that described in the litera-
ture (<15%). This suggests that mutations in other
regions of the EPOR, or in other genes, could be
responsible for the unresolved cases.21 Mutations
affecting the negative or the positive regulators of
EPOR signaling cascade are candidates for further
exploration. In this study, screening for JAK2
(Val617Phe) mutation was found positive in 2 patients,
which were reclassified as PV (Table 2). This observa-
tion is in agreement with two reports that JAK2
(Val617Phe) is found at a low incidence in patients with
idiopathic erythrocytosis,22,23 and has to be screened for.
The 2 patients did not fulfill the criteria of PV since

both had normal leukocyte and platelet counts, no
splenomegaly, and negative endogenous erythroid
colony (EEC) assay. This is also in agreement with the
reported patients’ characteristics.22,23 For the second
patient, the relative percentage of the JAK2 (Val617Phe)
allele could be quantified on granulocytes (stored
before cytotoxic treatment) and was found to be quite
low, about 5%. This may argue for a false negative result
of the EEC assay in this patient, because if only few

Figure 1. Experimental data concerning the first (A, B, C), the sec-
ond (D), and the third (E) EPOR mutations. (A) Pedigree of the 3-gen-
eration family. (B) Erythroid colony formation assays in one mem-
ber of the family (PG6) and in 2 normal controls (T1 and T2). The
vertical axis indicates the number of BFU-E-derived colonies per
2.5x105 peripheral blood mononuclear cells. The final EPO concen-
tration added to the cultures is indicated in the horizontal axis. It
shows in vitro hypersensitivity of BFU-E to erythropoietin at low con-
centrations. (C) DNA sequencing showing g.5957_5958delTT. (D)
DNA sequencing showing g.5828_5829delCC. (E) DNA sequencing
showing g.5971delC. 

Table 2. Main hematologic characteristics of the two patients found positive for  the JAK2(Val617Phe).

Age at Hb Hct WBC Platelets EPO RCM EEC Treatment Comments
diagnosis (g/dL) (%) (x109/L) (x109/L) mUI/mL (%) assays

64 19.5 58.3 7.1 191 NA NA neg Venesection Died at the age of 85 years 
(cancer of prostate)

53 16.9 49.5 6.7 246 Normal >30.2 neg Venesection
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hematopoietic progenitors harbored the JAK2
(Val617Phe) allele conferring EPO hypersensitivity, the
number of endogenous colonies might be low and dif-
ficult to detect. In contrast to other studies reporting
that mutations in the VHL gene constitute around
10%24 of all cases with idiopathic erythrocytosis, the
screening for VHL mutations was negative in all our
patients who presented with variable serum EPO levels
and a wide age range. The PHD2 mutation found in the
two sibs [c.606delG (p.Met202IlefsX71)] led to a pro-
tein truncated by its 154 C-terminal amino acids.
Further studies are in progress to verify biological con-
sequences of the point mutations.

The screening for exon 12 mutations in JAK2 must
still be performed on new samples of the DNA extract-
ed from granulocytes, or from that of the endogenous
erythroid colonies.3 In conclusion, our findings add to
the spectrum of the molecular defects identified so far

reflecting the heterogeneity of the erythrocytosis.
However, in the majority of the patients, the genetic
defect(s) remain elusive and require further research.

Authorship and Disclosures

MA-S performed PCR and sequencing experiments,
collected the clinical data and wrote the manuscript

EM contributed to the experimental work; BCG per-
formed VHL sequencing; HW wrote the manuscript
and discussed the results; CP designed the study, per-
formed sequencing experiments and wrote the manu-
script; VU designed the study, performed EPOR
sequencing, JAK2 V617F screening, and in vitro cul-
tures, and contributed to writing the manuscript. CP
and VU contributed equally to this work. The authors
reported no potential conflicts of interest.

References

1.James C, Ugo V, Le Couédic JP,
Staerk J, Delhommeau F, Lacout C, et
al. A unique clonal JAK2 mutation
leading to constitutive signalling
causes polycythaemia vera. Nature
2005;434:1144-8.

2. Scott LM, Tong W, Levine RL, Scott
MA, Beer PA, Stratton MR, et al.
JAK2 exon 12 mutations in poly-
cythemia vera and idiopathic ery-
throcytosis. N Engl J Med 2007;356:
459-68.

3. Cazzola M. Somatic mutations of
JAK2 exon 12 as a molecular basis of
erythrocytosis. Haematologica 2007;
92:1585-9.

4. Wajcman H, Galactéros F. Hemo-
globins with high oxygen affinity
leading to erythrocytosis. New vari-
ants and new concepts. Hemoglobin
2005;29:91-106.

5. Prchal JT. Polycythemia vera and
other primary polycythemias. Curr
Opin Hematol 2005;12:112-6. 

6. Pastore Y, Jedlickova K, Guan Y, Liu
E, Fahner J, Hasle H, et al. Mutations
of von Hippel-Lindau tumor-sup-
pressor gene and congenital poly-
cythemia. Am J Hum Genet 2003;73:
412-9. 

7. Percy MJ, Zhao Q, Flores A, Harrison
C, Lappin TR, Maxwell PH, et al. A
family with erythrocytosis establish-
es a role for prolyl hydroxylase
domain protein 2 in oxygen home-
ostasis. Proc Natl Acad Sci USA 2006;
103:654-9.

8. Al-Sheikh M, Moradkhani K, Lopez
M, Wajcman H, Préhu C. Distur-
bance in the HIF-1alpha pathway
associated with erythrocytosis: fur-
ther evidences brought by frameshift
and nonsense mutations in the prolyl

hydroxylase domain protein 2
(PHD2) gene. Blood Cells Mol Dis
2008;40:160-5.

9. Percy ML. Genetically heteroge-
neous origins of idiopathic erythro-
cytosis. Hematology 2007;12:131-9. 

10. Prchal JT, Crist WM, Goldwasser E,
Perrine G, Prchal JF. Autosomal dom-
inant polycythemia. Blood 1985;66:
1208-14.

11. Sokol L, Kralovics R, Hubbell G,
Prchal JT. A novel erythropoietin
receptor mutation associated with
primary familial polycythemia and
severe cardiovascular and peripheral
vascular disease. Blood 2001;98:225a
[abstract].

12. Kubatzky KF, Liu W, Goldgraben K,
Simmerling C, Smith SO, Constan-
tinescu SN. Structural requirements
of the extracellular to transmem-
brane domain junction for erythro-
poietin receptor function. J Biol
Chem 2005;280:14844-54. 

13. Casadevall N, Lacombe C, Varet B.
Erythroid cultures and erythropoi-
etin assay. Clinical and diagnostic
value. Nouv Rev Fr Hematol 1990;
32:77-81.

14. Campbell PJ, Scott LM, Baxter EJ,
Bench AJ, Green AR, Erber WN.
Methods for the detection of the
JAK2 V617F mutation in human
myeloproliferative disorders.
Methods Mol Med 2006;125:253-64.

15. Le Couedic JP, Mitjavila MT, Villeval
JL, Feger F, Gobert S, Mayeux P, et al.
Missense mutation of the erythro-
poietin receptor is a rare event in
human erythroid malignancies.
Blood 1996; 87:1502-11.

16. Munugalavadla V, Kapur R. Role of
c-Kit and erythropoietin receptor in
erythropoiesis. Crit Rev Oncol
Hematol 2005;54:63-75.

17. Tong W, Zhang J, Lodish HF. Lnk

inhibits erythropoiesis and Epo-
dependent JAK2 activation and
downstream signaling pathways.
Blood 2005;105:4604-12.

18. Klingmüller U, Lorenz U, Cantley
LC, Neel BG, Lodish HF. Specific
recruitment of SH-PTP1 to the ery-
thropoietin receptor causes inactiva-
tion of JAK2 and termination of pro-
liferative signals. Cell 1995;80:729-
38.

19. Sasaki A, Yasukawa H, Shouda T,
Kitamura T, Dikic I, Yoshimura A.
CIS3/SOCS-3 suppresses erythropoi-
etin (EPO) signaling by binding the
EPO receptor and JAK2. J Biol Chem
2000;275:29338-47.

20. Hörtner M, Nielsch U, Mayr LM,
Heinrich PC, Haan S. A new high
affinity binding site for suppressor of
cytokine signaling-3 on the erythro-
poietin receptor. Eur J Biochem
2002;269:2516-26.

21. Jedlickova K, Stockton DW, Prchal
JT. Possible primary familial and con-
genital polycythemia locus at
7q22.1-7q22.2. Blood Cells Mol Dis
2003;31:327-31.

22. Percy MJ, Jones FG, Green AR, Reilly
JT, McMullin MF. The incidence of
the JAK2 V617F mutation in patients
with idiopathic erythrocytosis.
Haematologica 2006;91:413-4.

23. Finazzi G, Guerini V, Ruggeri M,
Bernardi M, Rambaldi A, Rodeghiero
F, et al. Low Prevalence of JAK2
Val617Phe Mutation in Patients with
Idiopathic Erythrocytosis. Blood
2005;106:726a [Abstract].

24. Percy MJ, Jones FGC, Lappin TRJ,
McMullin MF. Diverse molecular
defects associated with idiopathic
erythrocytosis reflect the hetero-
geneity of this disorder. Haema-
tologica 2006;91 (Suppl 1):209-10. 


