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ABSTRACT

Background
Azacitidine is a DNA methyltransferase inhibitor and cytotoxic agent known to induce apopto-
sis of some cancer cells. This study evaluated the pre-clinical potential of azacitidine as a ther-
apeutic agent for multiple myeloma.

Design and Methods
Dose responsiveness to azacitidine was determined utilizing a panel of genetically heteroge-
nous human multiple myeloma cell lines. Azacitidine was also tested against primary multiple
myeloma cells and in the 5T33MM murine model of systemic myelomatosis. Mechanistic stud-
ies included immunoblotting of key apoptosis signaling proteins, analysis of p16 gene methy-
lation status, and characterization of both the interleukin-6 and nuclear factor-κB signaling
pathways following azacitidine treatment.

Results
Human myeloma cell lines and primary multiple myeloma cells underwent apoptosis follow-
ing exposure to clinically achievable concentrations of azacitidine (1 µM–20 µM). Similarly,
azacitidine prolonged survival from 24.5 days to 32 days (p=0.001, log rank) in the 5T33MM
model. At a mechanistic level azacitidine down-regulated two crucial cell survival pathways in
multiple myeloma. First, it inhibited the elaboration of both interleukin-6 receptor-α and inter-
leukin-6 resulting in the reduced expression of both phospho-STAT3 and Bcl-xl. Secondly,
azacitidine inhibited both nuclear factor-κB nuclear translocation and DNA binding in a man-
ner independent of IκB. The kinetics of these azacitidine-induced responses was more consis-
tent with protein synthesis inhibition than with either hypomethylation or another DNA-medi-
ated effect.

Conclusions
Azacitidine rapidly induces apoptosis of multiple myeloma cells, is effective in vivo against
multiple myeloma and inhibits two crucial cell survival pathways in this disease. We conclude
that azacitidine demonstrates novel and highly relevant anti-myeloma effects and warrants fur-
ther evaluation in a clinical context.
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Introduction

Multiple myeloma (MM) is a clonal malignancy of
plasma cells characterized by the presence of a mono-
clonal protein in serum and/or urine, widespread osteol-
ysis, renal failure and anemia.1 It is a disorder principally
of older patients whose median age at diagnosis is 70
years. The median survival of the majority of patients is
only 2.5-3.0 years.2 Over the past decade the outlook for
younger patients has improved with the widespread
introduction of high-dose chemotherapy conditioned
autologous stem cell transplantation resulting in median
survivals in the range of 5.0-6.0 years.3,4 Furthermore, the
introduction of bisphosphonates as a standard compo-
nent of supportive care in the prevention of osteolysis
has reduced the likelihood of skeletal-related morbidity
and may have enhanced survival in subgroups of
patients.5,6 Unfortunately, despite these significant
advances, disease recurrence following initial disease
response is inevitable, with successive relapses manifest-
ing increasing drug resistance, invariably culminating in
uncontrollable and fatal disease. Within this context the
demonstration that the immunomodulatory agent
thalidomide was able to produce clinically meaningful
responses in patients with advanced MM was highly sig-
nificant.7 Not only did the success of thalidomide pro-
vide an additional therapeutic option for patients, it also
provided an impetus for further exploration of novel
therapeutic approaches to MM. Recently published data
describing significant anti-MM activity for the thalido-
mide analog lenalinomide and the proteasome inhibitor
bortezomib attest to this.8,9

The underlying pathogenesis of MM and mechanisms
of progression are complex and remain poorly under-
stood.10 What is, however, becoming evident is that cer-
tain non-random genetic and epigenetic abnormalities
may be associated with particularly poor outcomes in
patients managed with either conventional or high-dose
chemotherapeutic strategies. Structural karyoptypic
abnormalities of chromosome 13 and t(4;14) are well
recognized examples of the former.11-14 The role of epi-
genetic abnormalities in MM is less clear; however, sev-
eral studies have demonstrated that methylation-medi-
ated silencing of the cell cycle regulatory protein p16 is a
common event in MM, occurring in from 19%-61% of
cases.15-18 The p16 gene is located at 9p21 and is respon-
sible for the production of a 15.8 kD protein that plays a
crucial role in the prevention of cell cycle progression at
the G1/S check-point.19 Furthermore, preliminary data
support the notion that the silencing of p16 may be not
only associated with progression of monoclonal gam-
mopathy of undetermined significance to MM, but in
already established MM, is associated with a more pro-
liferative tumor phenotype and shorter survival.17-20

Based on these observations strategies aimed at re-acti-
vating expression of the p16 gene may provide a poten-
tial therapeutic approach for MM.

Azacitidine (AZA) is a ring analog of the naturally
occurring pyrimidine nucleoside, cytidine and was first
synthesized over 40 years ago.2 In vitro studies have
demonstrated that AZA is not only cytotoxic but that it
is also capable of inducing cellular differentiation.22,23

Kiziltepe et al.24 demonstrated that 5-azacitidine induces
apoptosis and has synergistic cytotoxicity with borte-
zomib and doxorubicin in MM. Furthermore, following
incorporation into DNA, AZA is capable of covalently
binding to and inhibiting DNA methyltransferase with
resultant hypomethylation and transcriptional reactiva-
tion of previously silenced genes.21 It is this latter charac-
teristic that has led to revived interest in the therapeutic
potential of AZA in the treatment of hematologic malig-
nancies, particularly myelodysplastic syndromes.25,26

In this study we examined the effect of AZA on
human myeloma cell lines, primary myeloma cells and
in an in vivo model of MM. Significant anti-MM activity
via previously undescribed modes of action was
observed. These data coupled with the well character-
ized toxicity profile and track record of AZA in clinical
practice provide a strong rationale for the further explo-
ration of AZA as a potential therapeutic agent in MM.

Design and Methods

Human myeloma cells lines and azacitidine
The human myeloma cell lines U266, NCI H929 and

RPMI 8226 were obtained from the American Type
Culture Collection (Rockville, MD, USA). OPM-2 and LP
1 cell lines were from Deutshe SammLung von Mikro-
orgaanismen und Zellculturen (Braunshwieig,
Germany). KMS 12PE and KMS 18 were a kind gift from
Dr. Takemi Otsuki, Kawasaki Medical School, Japan. All
cell lines were grown in RPMI-1640 medium supple-
mented with 10% iron fortified bovine calf serum, 2
mM L-glutamine and 100 U/mL penicillin/streptomycin.
AZA was kindly provided by Pharmion Pty Ltd.
(Melbourne, Australia) and was resuspended in 0.9%
NaCl solution to make a final stock solution of 10 mM.

Methyl tetrazolium salt (MTS) assays 
MTS assays (Cell Titer 96 Aqueous One Solution Cell

Proliferation Assay, Promega) were used to quantify the
percentage of metabolically active AZA-treated and
untreated cells. Briefly, 20 000 cells per well were plated
onto a 96-well plate and AZA, at a range of concentra-
tions (1-10 µM), was added every 24 hours. At various
time-points 20 µL of MTS reagent were added and the
cells were incubated for a further 4 hours at 370C. The
plates were then read at 490 nm. To determine the
impact of caspase inhibition on the activity of AZA,
U266 and NCI H929 were treated with AZA 5 µM with
or without 10, 50 and 100 µM of one of three different
caspase inhibitors; caspase 3/Z-DEVD-FMK, caspase
8/Z-IETD-FMK, caspase 9/Z-LEHD-FMK) or a broad
caspase inhibitor/Z-VAD-FMK (Merck Pty Ltd.,
Darmstadt, Germany) and incubated at 37°C for 24
hours. Cell proliferation was then determined using the
MTS assay as described above. 

The ability of exogenous interleukin-6 (IL-6) to pre-
vent the killing of AZA-treated U266 was evaluated.
U266 cells were treated or not with 5 µM AZA daily up
to 96 hours with the addition of either 100 pg/mL or 3
ng/mL IL-6 (R&D Systems, Minneapolis, USA) every 24
hours. Cell proliferation at 24, 48, 72 and 96 hours was
measured by the MTS assay and paired protein lysates
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were prepared for western blot analysis of phosphory-
lated STAT3 as described below.

To measure the functional role of caspase-3 on cell
apoptosis, we transfected NCI H929 and U266 utilizing
the SignalSilence(R) Caspase-3 siRNA Kit from Cell
SignalingTechnology, Inc., USA. Forty-eight hours post-
transfection NCI H929 and U266 cells were treated,
respectively, with 1 or 5 µM AZA daily for 72 hours and
cell death was measured by propidium iodide (PI) stain-
ing on a FACS Calibur (Becton Dickinson, San Jose, CA,
USA) and analyzed with EXPO 32 software.  

Methylation-specific polymerase chain reaction
Genomic DNA was isolated from RPMI 8226 and LP-

1 cells that were treated or not with AZA 5 µM daily for
72 hours. The DNA was isolated using a DNeasy Tissue
Kit (Qiagen, Hilden, Germany) as instructed by the man-
ufacturer. The resultant genomic DNA was then bisul-
phated using a CpGenome Universal DNA Modification
Kit (Chemicon, Billerica, USA). The polymerase chain
reaction (PCR) was performed under the following con-
ditions: 1 x PCR Buffer, 0.2 mM each of dNTP, 1.5 mM
MgCl2, 0.2 µM each of forward and reverse primers, 2.5
U of Platinum Taq DNA Polymerase and 40 ng DNA
template. The primers for MSP and unmethylation spe-
cific PCR (UMSP) were as follows: forward MSP -
p16INK4a: TTATTAGAGGGTGGGGCGGATCGC,
reverse MSP-p16INK4a: GACCCCGAAC CG CGACCG-
TAA, forward UMSP-p16INK4a:  TTATTAGAGGGTGG-
GGTGGATTGT and reverse UMSP-p16INK4a: CAACCC-
CAAACCACAACCATAA. The MSP-p16INK4a primers
generated 150 bp products while the UMSP-p16INK4a gen-
erated 151 bp products. Reactions were amplified in a
Hybaid PCR machine (Eppendorf, Westbury, USA) and
products were run on 2% agarose gel/TBE using a 1 Kb
Plus DNA Ladder (Invitrogen Corporation, Carlsbad,
USA) as the reference.

Primary myeloma cells
Bone marrow mononuclear cells from patients with

advanced, multiply relapsed MM (n=13) were isolated
by Ficoll Paque Plus (Amersham Biosciences, Piscata-
way, USA). Buffy layers containing the mononuclear
cells were removed and the red blood cells were lysed
using red blood cell lysis buffer (10 mM KHCO3, 150
mM NH4Cl and 0.1 mM EDTA, pH 8.0) for 5 min at
37°C followed by a wash with sterile phosphate-
buffered saline (PBS). Cells were then cultured overnight
in RPMI 1640 medium supplemented with 10% iron for-
tified bovine calf serum, 2 mM L-glutamine and 100
U/mL penicillin/streptomycin. The next day aliquots of
5×105 cells were treated with 10 or 20 µM AZA for 48
hours. The cells were then stained with CD45-FITC and
CD38-PerCP for 15 min at room temperature, washed
with FACS buffer (0.5% FCS/PBS) then fixed on ice with
2% PFA for 20 min. After incubation, cells were washed
and then stained with Apo 2.7 PE in permeabilization
buffer (0.3% saponin, 1% FCS in PBS) for 20 min on ice.
After a final wash in FACS buffer the cells were resus-
pended in 300 µL of FACS buffer. Samples were studied
on a FACS Calibur (Becton Dickinson, San Jose, CA,
USA) and analyzed with EXPO 32 software. 

Evaluation of in vitro and in vivo activity using the
5T33 cell line and 5T33MM model

5T33 cells were cultured in McCoy’s medium supple-
mented with 10% iron fortified bovine calf serum, 2
mM L-glutamine and 100 U/mL penicillin/streptomycin.
Subsequently, 20,000 5T33 cells/100 µL complete medi-
um were treated with 5-100 µM AZA for 72 hours and
cell proliferation was measured by the MTS assay as
described previously. C57BL/KaLwRij mice (8-10 weeks
old) were obtained from the Animal Resources Center
(Perth, Australia). Animals were housed and treated
according to conditions approved by the Alfred Medical
Research and Education Precinct (AMREP) animal ethics
committee. The murine myeloma 5T33 cell line was a
gift from Associate Professor Pamela Sykes, Flinders
University, Australia. The 5T33 cells were maintained in
McCoy’s 5A modified medium (Sigma-Aldrich, Sydney,
Australia) supplemented with 10% iron fortified fetal
bovine serum (JRH Biosciences, Brooklyn, VIC,
Australia), 50 U/mL penicillin, 50 µg/mL streptomycin
and 2.92 mg/mL glutamine (Invitrogen) at 37°C in 5%
carbon dioxide. Prior to inoculation 5T33 cells were
washed three times in sterile 0.9% saline for irrigation
then resuspended in sterile 0.9% saline for injection and
quantification. Each mouse was administered 5×105

5T33 cells via the tail vein. Commencing on day 7 fol-
lowing 5T33 cell transfer, the mice were treated with 1
mg/kg, 3 mg/kg or 10 mg/kg AZA (n = 10 at each dose
level) or vehicle (sterile saline, n = 10) on days 7, 9, 11,
13 and 15 by intraperitoneal injection. The mice were
monitored daily for signs of hind limb paralysis or
cachexia. When mice displayed paraparesis or other
obvious signs of disease26 they were immediately killed
by carbon dioxide inhalation. Time to euthanasia was
determined using the method of Kaplan and Meier.

Annexin-V/PI and cell cycle analyses of AZA-treated
human myeloma cell lines

U266, NCI H929, LP-1 and RPMI8226 cells were treat-
ed daily with AZA 5 µM for 72 hours and the percent-
ages of apoptotic cells at 24, 48 and 72 hours were deter-
mined by flow cytometry using PI and annexin-V stain-
ing and compared to those of untreated control cells.
The cells were washed with 0.01M PBS (0.0027M KCl
and 0.137M NaCl, pH 7.4, at 25°C), resuspended in
binding buffer, and then stained with FITC-labeled
annexin-V antibody. The cells were incubated for 15 min
in the dark, washed with 0.01M PBS, resuspended in
binding buffer with PI and then analyzed on a FACScan
(Becton Dickinson, San Jose, CA, USA). To evaluate the
impact of AZA on cell cycling, 106 cells of each of the
four human myeloma cell lines treated or not with AZA
1-5 µM for 24, 48 or 72 hours were pelleted at 8,000 g for
5 min and then resuspended in ethanol-0.01M PBS
(70/30 v/v). After 30 min, the cells were pelleted and
resuspended in 100 µL lysis buffer (LPR, BD Biosciences)
followed immediately by 0.5 µL RNase/PI. The samples
were analyzed after 15 min on the FACScan (Becton
Dickinson) and the percentages of cells in G0-G1, S and
G2+M phases of the cell cycle were analyzed using
EXPO 32 software. 
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Western blotting 
Nuclear and cytosolic extracts were isolated using a

NE-PER kit (Pierce Biotechnology Rockford, USA).
Briefly, 106 cells were pelleted then solubilized in Buffer
CER I for 10 min on ice followed by addition of CER II
for 1 min, then spun at 8,000g for 5 min at 4°C. The
resultant supernatant containing the cytosolic fraction
was collected and used or stored at -20°C. Buffer NER
was added to the pellet, vortexed and kept on ice. The
cells were vortexed a further three times at 10 min inter-
vals then spun at 8,000g for 10 min at 4°C. Supernatant
containing the nuclear extract was collected and used
immediately or stored at -20°C. Proteins were resolved
by SDS-PAGE on 1.5 mm gels and electrotransferred
onto a nitrocellulose membrane (Pall). Blots were incu-
bated with antibodies against caspases 3, 8, and 9, PARP,
cytochrome c, STAT3, pSTAT3 (Tyr 705), IL6-Rα and α-
tubulin for 2 hours at room temperature and then with
appropriate secondary antibodies linked to horse-radish
peroxidase. 

All antibodies were purchased from Santa Cruz
Biotechnology Inc. USA except caspase 3 and pSTAT3
antibody, which were from Cell Signalling Technology
Inc. USA. The blots were subjected to SuperSignal West
Pico (Pierce Biotechnology) for 5 min then exposed on
CL-Xposure film and developed using a CP100 X-Ray
Film Processor (Agfa, Mortsel, Belgium).

Evaluation of IL-6 and IL-6 receptor-αα (IL6-Rαα) 
elaboration

The concentrations of IL-6 and soluble IL6-Rα in U266
conditioned medium following treatment with AZA 5
µM daily for 72 hours were determined at various time-
points using enzyme-linked immunosorbent assay
(ELISA) kits from Quantikine (R&D Systems) according
to the manufacturer’s instructions. Likewise, soluble IL6-
Rα levels following treatment with cyclohexamide 20
µg/mL were also measured. 

In addition, protein lysates were prepared for western
blot analysis to determine whole cell IL6-Rα expression
as described above. Samples were immediately collect-
ed, snap frozen in liquid nitrogen and stored at –80ºC
until required. Total RNA from U266 cells treated with
AZA for 2, 4, 8, 24, 48 and 72 hours was isolated using
RNeasy columns (Qiagen) and cDNA was synthesized
using oligo(dT)18 for priming  and Sensiscript Reverse
Transcriptase (Qiagen) according to manufacturer’s
instructions. 

Primers used for real time-PCR were IL6-Rα forward
primer: 5’ AAA GGC TGT GCT CTT GGT GAG 3’ and
IL6-Rα reverse primer: 5’ GAA TAC TGG CAC GGC
TCC TG 3’, β-actin forward primer: 5’ GAC AGG ATG
CAG AAG GAG ATT ACT 3’ and β-actin reverse
primer: 5’ TGA TCC ACA TCT GCT GGA AGG T 3’ as
the house-keeping gene. A master mix consisting of
Quantifast SYBR green PCR (Qiagen), 1 µM forward
primer and 1 µM reverse primer was combined and
added to 100 ng cDNA template in a 96-well plate. The
PCR was initiated at 95°C for 2 min followed by 95°C
for 30 seconds, 55°C for 30 seconds and 68°C for 15 sec-
onds for 40 cycles in a Mastercycler ep realplex
(Eppendorf). 

Measurement of NFκκB nuclear translocation and DNA
binding

NCI H929 and U266 cells were treated daily with
AZA 5 µM for 72 hours. Nuclear lysates were obtained
pre-treatment and at 24, 48 and 72 hours as described
previously. Subsequently the level of nuclear p65 was
measured using the NoShift Transcription Factor assay
kit (Merck) according to the manufacturer’s instructions.
NF-κB luciferase activity in lysates from remaining
viable cells (prepared following the manufacturer’s
instructions) were measured and normalized by Renilla
luciferase activity using the Dual Luciferase assay sys-
tem (Promega) on a luminometer. NCI-H929 cells were
co-transfected with pNF-κB-Luc (Stratagene, La Jolla,
USA) and phRL-SV40 plasmid (Promega) to control for
cell number and viability by measurement of the pro-
duction of Renilla luciferase using Lipofectamine 2000
(Invitrogen). Eighteen hours post-transfection cells were
treated with tumor necrosis factor-α 50 ng/mL (positive
control) or AZA (5 µM or 10 µM) for 24 hours, at which
time luciferase activity in cell lysates was measured. 

Evaluation of SOCS3 and Bcl-XL

NCI H929 and/or U266 cells were treated daily with
AZA 5 µM for up to 72 hours. At various time-points
cells were harvested, spun at 8000g for 5 min and then
washed in FACS buffer (0.5% [fetal calf serum]FCS/PBS).
Cell pellets were resuspended in Fix Buffer (2%
paraformaldehyde in 0.01M PBS) and stored at 4°C for a
minimum of 4 hours. Antibodies against SOCS3 and Bcl-
XL were purchased from Santa Cruz Biotechnology Inc.
(USA). Fixed cells were washed twice with FACS buffer
before addition of primary antibody diluted in perme-
abilization buffer (0.1% saponin, 1% FCS in 0.01M PBS)
for 30 min at room temperature then washed again in
FACS buffer before secondary FITC-conjugated anti-
body was added for 15 min in the dark. Cells were
washed as above and resuspended in 300 µL FACS
buffer and studied on a FACS Calibur (Becton
Dickinson) and analyzed with EXPO 32 software.

Results

AZA de-methylates p16INK4a and demonstrates in vitro
and in vivo anti-MM activity

The dose responses of human myeloma cell lines
treated with 1 – 10 µM AZA were determined by the
MTS cell viability assay. Figure 1A shows that all seven
genetically heterogenous cell lines were susceptible in a
time- and dose-dependent manner to AZA with the
median IC50 at 72 hours being, in all cases, ≤5 µM AZA.
MSP demonstrated that the p16INK4a gene in both the
RPMI 8226 and LP-1 cell lines was hypermethylated
(Figure 1B) with evidence of p16INK4a gene demethylation
in RPMI 8226 at 48 hours following AZA treatment, con-
sistent with the necessity for AZA incorporation into the
DNA of dividing cells prior to DMT inhibition.
Interestingly, no evidence of demethylation was
observed in the more AZA-sensitive LP-1 cell line, sug-
gesting only a minor role, if any, for demethylation in
the observed anti-MM effect; it must, however, be noted
that we chose to use p16INK4a as a marker of overall
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demethylation and more complete analyses are warrant-
ed. Clearly, evidence of inhibitory activity within the
first 24 hours following AZA treatment confirmed non-
methylation-dependent anti-MM activity. Primary MM
cells from patients with advanced disease demonstrated
approximately 25% apoptosis at 48 hours following
AZA treatment (Figure 1C), an effect comparable to that
seen with the 5T33 cells in vitro (Figure 1D).
Subsequently, C57BL/KaLwRij mice treated with 1, 3 or
10 mg/kg AZA from 7 days following inoculation with
syngeneic 5T33 cells demonstrated no evidence of sig-
nificant drug toxicity but there was also no evidence of
any relevant in vivo anti-MM activity at either the 1 or 3
mg/kg dose level (data not shown). In contrast, at 10
mg/kg AZA (Figure 1E) there was a statistically signifi-
cant prolongation of time to hind limb paralysis- the
median time to hind limb paralysis of mice treated with
vehicle or AZA was 24.5 days and 32 days, respectively
(p=0.001, log rank).

AZA induces apoptosis of MM cells via the intrinsic
apoptotic pathway

FACS demonstrated a dose-dependent accumulation
of annexin V positive cells in all four human myeloma
cells analyzed (NCI H929, LP-1, RPMI 8226 and U266)
following treatment with AZA 5 µM, confirming the
induction of apoptosis and suggesting that apoptosis
was the predominant mode of AZA-induced cell death.
Representative results from U266 cells are shown in
Figure 2A. Figure 2B shows different stages of cell
cycling in LP-1 cells treated with 1 and 5 µM AZA for 24
hours. LP-1 and RPMI 8226 cells (data not shown) both
showed a reduction in the proportion Go/G1 populations
at 72 hours after treatment with 5 µM AZA, compared
to the proportion of the same populations in untreated
controls: 13% vs. 39% and 18% vs. 43%, respectively.
While there was an increased number of cells in Go/G1

among AZA-treated NCI H929 cells, this almost certain-
ly represented overwhelming induction of apoptosis
rather than cell cycle arrest. Both U266 (Figure 2C) and
NCI H929 (data not shown) treated with AZA 5 µM
demonstrated PARP cleavage, confirming the induction
of apoptosis. Furthermore, this was associated with
cleavage of caspase 9 and cytoplasmic accumulation of
cytochrome c consistent with apoptosis occurring via
the intrinsic (mitochondrial-dependent) apoptotic path-
way (Figure 2C). Evaluation of both U266 and NCI H929
utilizing AZA 5 µM and caspase inhibition confirmed
this. Specifically, the caspase 9 inhibitor (Z-LEHD-FMK)
inhibited apoptosis of both cell lines, whereas caspase 8
(Z-IETD-FMK) inhibition demonstrated no protective
effect (for U266, Z-LEHD-FMK + AZA vs. AZA alone
and Z-IETD-FMK + AZA vs. AZA alone, p<0.001 and
p=1.0, respectively, Student’s t-test; and for  NCI H929 -
Z-LEHD-FMK + AZA  vs. AZA alone and Z-IETD-FMK
+ AZA  vs. AZA alone, p=0.004  and p=0.9, respectively,
Student’s t-test) (Figure 2D). The almost total abrogation
of apoptosis in the U266 cell line with Z-LEHD-FMK,
compared to that of NCI H929, is consistent with the
lower sensitivity to AZA of the former. The involvement
of caspase 3 in AZA-induced apoptosis was validated by
quantitation of cell death, assessed by PI staining, of
U266 and NCI H929 cells that were untreated or trans-

fected with caspase-3 siRNA, at 72 hours after treatment
with 5 and 1 µM AZA, respectively. The percentage of PI
cells was reduced in caspase 3-silenced cells in both
groups: for U266 and NCI H929 – caspase 3 siRNA +
AZA versus AZA alone, p=0.002 and p=0.003, respec-
tively, Student’s t-test (Figure 2E). The level of pro-cas-
pase 3 was also validated by western blot analysis fol-
lowing AZA treatment and to confirm the silencing of
caspase-3 expression (Figure 2E).

AZA inhibits the IL-6 signaling pathway
AZA-induced apoptosis prior to any evidence of gene

demethylation mandated further mechanistic evalua-
tion. The multi-functional cytokine IL-6 is a critical
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Figure 1. AZA de-methylates p16INK4a and demonstrates in vitro and
in vivo anti-MM activity. (A) Levels of inhibition induced by AZA (1 µM
[ ], 5 µM [ ] and 10 µM [ ]) in seven human myeloma cell lines,
as measured by MTS assay over 24-72 hours. Data are the mean ±
standard error of the mean from three individual experiments. (B)
Genomic DNA from LP-1 and RPMI 8226 cells was isolated using the
DNeasy Tissue Kit (Qiagen) and was bisulphated with the CpGenome
Universal DNA Modification Kit (Chemicon). PCR using primers spe-
cific for methylated or unmethylated fragments were used to ampli-
fy p16INK4a prior to and at 24, 48 and 72 hours following treatment
with AZA 5 µM. By 48 hours after AZA treatment unmethylated
p16INK4a was observed in RPMI 8226 cells. (C) Primary myeloma cells
from 13 patients with multiply relapsed MM were treated with AZA
(10 and 20 µM) for 48 hours and apoptosis was measured by apo
2.7 expression. (D) 5T33 cells treated with AZA (0-100 µM) for 24
( ), 48( ) and 72 ( ) hours demonstrated modest in vitro sen-
sitivity, as measured by the MTS assay. Data are the mean ± stan-
dard error of the mean from three individual experiments. (E)
C57BL/KaLwRij syngeneic hosts were inoculated with 5×105 5T33
cells. Commencing on day +7 they were treated with five intra-peri-
toneal doses of AZA (10 mg/kg) on alternate days or similarly with a
0.9% (w/v) NaCl solution. AZA-treated mice had a significantly pro-
longed median time to hind limb paralysis, and thus euthanasia,
compared to saline-treated controls (32 days versus 24.5 days,
respectively, p=0.001 log rank). 
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mediator of MM cell survival.28-29 The U266 cell line,
which exhibits both autocrine IL-6 elaboration and con-
stitutive phosphorylation of STAT3,30 provides a useful
model to examine the impact of AZA on activation of
the IL-6 signaling pathway. Whole cell lysates from
U266 cells treated with AZA 5 µM showed a marked
and progressive reduction in the IL-6-specific receptor
(gp80/IL-6Rα) from 4 hours after treatment (Figure 3A).
Consistent with this, there was a dramatic reduction in
shedding of IL-6Rα into conditioned medium from as
early as 2 hours after-AZA treatment and throughout the
72-hour observation period (p<0.05 at all time points for
AZA-treated versus untreated controls, Student’s t-test)
(Figure 3B). Similarly, surface expression of IL-6Rα in
response to AZA fell over 72 hours to approximately
50% of pre-treatment levels (data not shown). Treatment
of U266 with cyclohexamide recapitulated the effect of
AZA, suggesting that the observed reduction in IL-6Rα
may be secondary to the inhibition of protein synthesis
(Figure 3C). In support of this hypothesis was the obser-
vation that pre-treatment with caspase inhibitors had no
impact on the reduction in IL-6Rα protein expression
(data not shown), confirming that the reduction was not
secondary to caspase-mediated cleavage. Finally, quanti-
tative reverse transcriptase-PCR, while demonstrating a
modest initial reduction in the levels of IL-6Rα tran-
scripts subsequently showed a sustained rise compared
to pre-AZA levels despite a persisting reduction in IL-
6Rα protein expression (Figure 3D).  Importantly, the
down-regulation of IL-6Rα levels was associated with a
reduction in pSTAT3 to undetectable levels within 8

hours with no associated reduction in overall STAT3
protein expression (Figure 3E). Furthermore, in the con-
text of inhibition of STAT3 phosphorylation, there was
a progressive decline in Bcl-XL protein expression over the
72-hour observation period (Figure 3F). Finally, consis-
tent with the reduction in IL6 signaling activity, and
excluding SOCS3 upregulation as a possible mechanism
for the inhibition of IL-6 signaling, there was reduced
SOCS3 expression from as early as 4 hours after AZA
treatment (Figure 3G).

Exogenous IL-6 partially restores STAT3
phosphorylation but does not restore viability of IL-6
dependent U266 cells following AZA treatment

We next examined whether we could overcome the
AZA-induced down-regulation of IL-6 signaling with
exogenous IL-6 and whether this would preserve the
viability of AZA-treated U266 cells. U266 cells were
treated over a 96-hour period with AZA 5 µM alone or
in combination with exogenous IL-6 at a concentration
of either 100 pg/mL (physiological – see Figure 3B) or 3
ng/mL (supra-physiological). AZA in combination with
IL-6 100 pg/mL resulted in persisting inhibition of
STAT3 phosphorylation (data not shown). In contrast, the
addition of IL-6 at 3 ng/mL was able to partially restore
STAT3 phosphorylation within 24 hours and this effect
was sustained over the 96-hour observation period
(Figure 4A). These findings confirm that AZA-induced
inhibition of STAT3 phosphorylation is secondary to
interruption of autocrine IL-6 signaling. Interestingly,
however, despite this partial restoration of STAT3 phos-
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Figure 2. AZA induces apoptosis of MM cells
predominantly via the intrinsic apoptotic
pathway. (A) AZA-induced apoptosis of U266
with 5 µM AZA was confirmed by annexin-V
FITC and PI staining at 24 and 72 hours post-
treatment. (B) The different stages of cell
cycling in LP-1 cells treated with AZA (1 and
5 µM) at 24 hours. (C) Western blot analyses
of U266 following treatment with AZA 5 µM
demonstrated PARP cleavage, reduction of
caspase 9, accumulation of caspase 8 and
addition of cytochrome c release, consistent
with predominantly intrinsic apoptotic path-
way activation. α-tubulin was used as the
loading control. (D) MTS analyses of U266
and NCI H929 cells treated with AZA 5 µM
incorporating pre-treatment with inhibitors of
caspases 3 (C3), 8 (C8), and 9 (C9), or a
broad range caspase inhibitor (BC) confirmed
that apoptosis occurred primarily via the
intrinsic apoptotic pathway. For U266, C8 +
AZA versus AZA alone and C9 + AZA versus
AZA alone, p=NS and p<0.01, respectively
(Student’s t-test). For NCI H929, C8 + AZA
versus AZA alone and C9 + AZA versus AZA
alone, p=NS and p<0.01, respectively
(Student’s t-test). Data are the mean ± stan-
dard error of the mean from three individual
experiments. (E) The involvement of caspase
3 in AZA-induced apoptosis was validated by
PI staining at 72 hours post-treatment in
U266 and NCI H929 cells that were untreat-
ed or in which caspase 3 was silenced.
Reduced expression of pro-caspase 3 in AZA-
treated and caspase 3-silenced cells was
also confirmed by western blotting.
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phorylation, no increment in the viability of U266 cells
(Figure 4B) was evident at any time-point, strongly sug-
gesting that the inhibitory effect of AZA on U266 cells
was, at least in part, mediated by other mechanisms, as
would have been the situation with the non-IL-6-
dependent human myeloma cell lines studied.

AZA inhibits NFκκB activity and autocrine IL-6
secretion

NFκB represents a family of proteins involved in the
transcriptional activation of a wide variety of genes crit-
ical to the control of immune function, cellular survival
and apoptosis.30 Recent insights into the role of NFκB in
a variety of cancers, including MM,32-33 prompted us to
hypothesize that AZA may act via modulation of NFκB
activation. This was clearly demonstrated in both U266
and NCI H929 cells, as evidenced by marked reductions

in p65 nuclear translocation following treatment with
AZA 5 µM (Figure 5A), and then confirmed by the use of
a reporter gene assay showing AZA-induced inhibition
of NFκB DNA binding (Figure 5B). Since growth factors
and oncoproteins have been demonstrated, in the major-
ity of cases, to enhance NFκB activation via regulation of
IκB kinases (IKK)32 we next sought evidence for modula-
tion of IκB following AZA treatment. Surprisingly we
saw no consistent changes in either phosphorylated IκB
(pIκB) or total IκB (data not shown) to explain the
observed inhibition of NFκB. Indeed, U266 cells showed
a modest decrease in the level of pIκB following treat-
ment with AZA 5 µM (median reduction of 17% com-
pared to that of untreated control cells) (data not shown).
Finally, evaluation of IL-6, a transcriptional target of
NFκB, showed a concomitant reduction in autocrine
secretion (Figure 5C) from 24 hours following AZA
treatment, consistent with the observed inhibition of
NFκB. 

Discussion

The continuing challenges in the management of MM
are the inevitable treatment-resistant relapse following
initial response and the less common scenario of pri-
mary refractory disease. In both instances a variety of
mechanisms are recognized as potentially contributing
to the drug-resistant phenotype; this heterogeneity man-
dates the ongoing search for novel therapeutic approach-
es exploiting potential therapeutic synergisms.34,35

Recently published data describing high response rates
to both bortezomib and lenalinomide have provided a
rationale for the further exploration of both these agents
in earlier phases of the disease and in combination with
other therapeutic agents.9,36 Furthermore, while quite dis-
similar chemically, these two drugs share the common
characteristic that they are both promiscuous from a
mechanistic point of view, exerting pleiotropic effects
against not only the MM cells but probably also the
MM-supportive bone marrow micro-environment.8 It is
likely that this relative lack of specificity provides a ther-
apeutic advantage in treating a genetically heterogenous
disorder such as MM.

Our in vitro data on the action of AZA revealed a range
of anti-MM effects. Inhibitory activity was seen within
24 hours of treatment in all human myeloma cell lines
tested and was achieved at AZA concentrations well
below those safely achievable in vivo with either intra-
venous or subcutaneous administration schedules.37

These in vitro observations were consistent with the anti-
MM activity that AZA demonstrated in vivo despite only
modest inhibition of the 5T33 cell line in vitro. The 5T33
model that we utilized is a systemic model of aggressive
MM with the unambiguous end-point of hind limb
paralysis.38 Using escalating doses of AZA we clearly
demonstrated a significant survival advantage from
treatment with AZA at a dose of 10 mg/kg daily for 5
days, which produced a 33% prolongation in time to
hind limb paralysis when compared to that in vehicle-
only treated animals. Importantly, animals were not
treated until day 7 after inoculation, at which time estab-
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lished systemic disease is readily demonstrable (data not
shown). Furthermore, unlike in clinical practice, in which
repeated cycles of therapy are used, we demonstrated a
significant anti-MM effect with only a single brief cycle
of treatment.

In vitro induction of apoptosis by AZA was clearly evi-
dent and occurred predominantly via the intrinsic apop-
totic pathway. This is consistent with the recognized
cytotoxic activity of AZA and preceded the expected
hypomethylating activity of AZA, which was first
observed – using the hypermethylated p16 gene as a
marker of global demethylation – 48 hours after expo-
sure to AZA. The mechanisms by which AZA induces
cytotoxicity are not fully elucidated and may well be
cell-type dependent. Studies undertaken in the 1970s
led to the hypothesis that the principle mechanism of
cytotoxicity was incorporation of AZA into RNA.39

This, in turn, was thought to lead to inhibition of pro-
tein synthesis and cell death. Data also suggested that
later incorporation into DNA could not only inhibit
DNA synthesis but also sensitize cells to the effects of
other DNA-damaging drugs.40 More recently it has been
shown that 5-aza-2’-deoxycytidine (decitabine) cell
killing is dependent on the p53 DNA-damage response
pathway and is related to enzyme-DNA adduct forma-
tion.41 Our data, showing a rapid onset of cell killing and
activity against both p53-wild type and p53-null human
myeloma cell lines (data not shown) excludes the latter
pathway as a dominant mechanism in AZA-induced
MM cell killing.

IL-6 plays a critical role as an anti-apoptosis inducing
agent in MM.42,43 Its effects are mediated by both
autocrine and paracrine pathways30,44,45 and a cell surface
receptor with two components, the IL-6-specific ligand-
binding IL-6Rα (gp80) subunit and the signal transduc-
ing gp130 subunit.46 STAT3 is a member of the signal
transducers and activators of transcription (STAT) fami-
ly of proteins, is a crucial component of the JAK-STAT
signaling cascade and mediates the expression of IL-6
responsive genes following recruitment and phosphory-
lation by gp130.47-49 Importantly, STAT3 is constitutively
over-expressed in about one third of patients with MM,
is associated with over-expression of the anti-apoptotic
Bcl-2 family member, Bcl-XL, and is thus thought to play
a crucial role in mediating drug resistance.30,50 Consistent
with this, a variety of strategies that down-regulate
STAT3 activity have been shown to enhance the sensi-
tivity of MM cells to drug therapy.51-53 Here we have
demonstrated for the first time that AZA inhibits
autocrine IL-6 signaling via the down-regulation of both
IL-6Rα expression and autocrine IL-6 secretion. It is also
possible that the reduced shedding of IL-6Rα may con-
tribute to inhibition of the IL-6 pathway. Published data
from studies on the role of soluble IL-6Rα suggest that
this receptor not only enhances both the magnitude and
duration of IL-6 signaling but also the formation of IL-
6/IL-6Rα complexes, which markedly prolonged the
half-life of IL-6,46 a factor that assumes potentially
greater significance in the context of reduced IL-6 secre-
tion. Importantly, the combination of these effects
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Figure 4. Exogenous IL-6 partially restores STAT3 phosphorylation
but does not restore viability of IL-6-dependent U266 cells following
AZA treatment. (A) Western blot analysis of U266 cells at 24 and 96
hours after treatment with AZA 5 mM showed a reduction in p-
STAT3 to undetectable levels while total STAT3 remained
unchanged. AZA (5 mM)-treated U266 cells in the presence of 3
ng/mL IL-6 showed partial restoration of STAT3 phosphorylation. (B)
MTS assays following treatment with AZA 5 mM with or without
exogenous IL6 (3 ng/mL) demonstrated no evidence of preserva-
tion of cell viability compared to that of untreated controls despite
a partial restoration of STAT3 phosphorylation (see above). Data are
the mean ± standard error of the mean from three individual exper-
iments. 

A

B

p-Stat3

Stat3

96h

Pr
ol

ife
ra

tio
n 

(%
)

24h

120

100

80

60

40

20

0

UT

UT(2
4h

)

UT(4
8h

)

IL-
6(4

8h
)

AZA
(48

h)

IL-
6+

 AZA

UT(7
2h

)

IL-
6(7

2h
)

AZA
(72

h)

IL-
6+

 AZA

UT(9
6h

)

IL-
6(9

6h
)

AZA
(96

h)

IL-
6+

 AZA

IL-
6(2

4h
)

AZA
(24

h)

IL-
6+

 AZA

AZA IL-
6

AZA
/IL

-6

UT AZA IL-
6

AZA
/IL

-6
A B

C

IL
 6

 (p
g/

m
L)

Ab
so

rp
tio

n 
at

 4
50

 n
m

 re
la

tiv
e 

to
 U

T

Lu
ci

fe
ra

se
 a

ct
iv

ity
(%

)

p=0.001 p=0.001 p=0.004

UT 24h 48h 72h

200

150

100

50

0

-50

100

80

60

40

20

0

100

80

60

40

20

0

1

0.8

0.6

0.4

0.2

0
UT TNF-α 1µM 5µM 10µM

Figure 5. AZA inhibits NFκB activity and autocrine IL-6 elaboration. (A)
A super shift assay demonstrated a time-dependent decrease in
nuclear translocation of p65 in both U266 and NCI H929 (data not
shown) cells following treatment with AZA 5 µM. (B) NFκB transcrip-
tional activity in viable NCI H929 cells, as measured by the luciferase
assay, confirmed inhibition by 24 hours following treatment with AZA
(5 µM or 10 µM) as compared to that in untreated controls. Tumor
necrosis factor-α (TNF-α) 50 ng/mL was used as a positive control. (C)
Conditioned medium (CM) from U266 cells co-cultured with and with-
out AZA 5 µM was assayed for IL-6 at 24, 48 and 72 hours using the
IL-6 ELISA kit from R&D Systems. AZA induced a progressive decrease
in IL-6 over time. In contrast, untreated U266 CM contained increased
levels of IL-6  over the same time period (p<0.05, Student’s t-test, for
treated versus untreated cells at 24, 48 and 72 hours). 

24h 24h AZA 48h 48h AZA 72h 72h AZA



References

1. Kyle RA. Diagnosis of multiple
myeloma. Semin Oncol 2002;29:2-4.

2. Smith A, Wisloff F, Samson D,
Forum UKM, Nordic Myeloma
Study G, British Committee for
Standards in Haematology. Guide-
lines on the diagnosis and manage-
ment of multiple myeloma. Br J
Haematol 2005;132: 410-51.

3. Attal M, Harousseau JL, Stoppa AM,
Sotto JJ, Fuzibet JG, Rossi JF, et al. A
prospective, randomized trial of
autologous bone marrow transplan-
tation and chemotherapy in multi-
ple myeloma. Intergroupe Francais
du Myelome. N Engl J Med 1996;
335:91-7.

4. Child JA, Morgan GJ, Davies FE,
Owen RG, Bell SE, Hawkins K, et al.
High-dose chemotherapy with he-
matopoietic stem-cell rescue for
multiple myeloma. N Engl J Med
2003;348:1875-83.

5. Berenson JR, Lichtenstein A, Porter
L, Dimopoulos MA, Bordoni R,
George S, et al. Long-term pami-
dronate treatment of advanced mul-
tiple myeloma patients reduces
skeletal events. Myeloma Aredia
Study Group. J Clin Oncol 1998;
16:593-602.

6. McCloskey EV, Dunn JA, Kanis JA,
MacLennan IC, Drayson MT. Long-
term follow-up of a prospective,
double-blind, placebo-controlled
randomized trial of clodronate in
multiple myeloma. Br J Haematol
2001;113: 1035-43.

7. Singhal S, Mehta J, Desikan R,
Ayers D, Roberson P, Eddlemon P, et
al. Antitumor activity of thalido-

mide in refractory multiple myelo-
ma. N Engl J Med 1999;341:1565-71.

8. Anderson KC. Moving disease biol-
ogy from the lab to the clinic.
Cancer 2003;97:796-801.

9. Richardson PG, Sonneveld P,
Schuster MW,  Irwin D, Stadtmauer
EA, Facon T, et al. Bortezomib or
high-dose dexamethasone for re-
lapsed multiple myeloma. Assess-
ment of Proteasome Inhibition for
Extending Remissions (APEX) Inve-
stigators. N Engl J Med 2005; 352:
2487-98.

10. Fonseca R, Barlogie B, Bataille R,
Bastard C, Bergsagel PL, Chesi M, et
al. Genetics and cytogenetics of
multiple myeloma: a workshop
report. Cancer Res 2004;64:1546-58.

11. Chesi M, Nardini E, Brents LA,
Schröck E, Ried T, Kuehl WM, et al.
Frequent translocation t(4;14)(p16.3;
q32.3) in multiple myeloma is asso-
ciated with increased expression
and activating mutations of fibrob-
last growth factor receptor 3. Nat
Genet 1997;16:260-4.

12. Moreau P, Facon T, Leleu X,
Morineau N, Huyghe P, Harousseau
JL, et al. Recurrent 14q32 transloca-
tions determine the prognosis of
multiple myeloma, especially in
patients receiving intensive chemo-
therapy. Blood 2002;100: 1579-83.

13. Perez-Simon JA, Garcia-Sanz R,
Tabernero MD, Almeida J, González
M, Fernández-Calvo J, et al. Pro-
gnostic value of numerical chromo-
some aberrations in multiple myelo-
ma: A FISH analysis of 15 different
chromosomes. Blood 1998; 91:3366-
71.

14. Tricot G, Barlogie B, Jagannath S,
Bracy D, Mattox S, Vesole DH, et al.

Poor prognosis in multiple myeloma
is associated only with partial or
complete deletions of chromosome
13 or abnormalities involving 11q
and not with other karyotype
abnormalities. Blood 1995;86:4250-
6.

15. Drexler HG. Review of alterations
of the cyclin-dependent kinase
inhibitor INK4 family genes p15,
p16, p18 and p19 in human leu-
kemia-lymphoma cells. Leukemia
1998;12:845-59.

16. Guillerm G, Gyan E, Wolowiec D,
Facon T, Avet-Loiseau H, Kulicz-
kowski K, et al. p16(INK4a) and
p15(INK4b) gene methylations in
plasma cells from monoclonal gam-
mopathy of undetermined signifi-
cance. Blood 2001;98:244-6.

17. Mateos MV, Garcia-Sanz R, Lopez-
Perez R, Moro MJ, Ocio E,
Hernández J, et al. Methylation is an
inactivating mechanism of the p16
gene in multiple myeloma associat-
ed with high plasma cell prolifera-
tion and short survival. Br J
Haematol 2002;118:1034-40.

18. Takahashi T, Shivapurkar N, Reddy
J, Shigematsu H, Miyajima K,
Suzuki M, et al. DNA methylation
profiles of lymphoid and hemato-
poietic malignancies. Clin Cancer
Res 2004;10:2928-35.

19. Serrano M, Hannon GJ, Beach D. A
new regulatory motif in cell-cycle
control causing specific inhibition of
cyclin D/CDK4. Nature 1993;366:
704-7.

20. Mateos MV, Garcia-Sanz R, Lopez-
Perez R,  Balanzategui A, González
MI, Fernández-Calvo J, et al.
p16/INK4a gene inactivation by
hypermethylation is associated with

results in sustained inhibition of STAT3 phosphoryla-
tion and subsequently the expression of Bcl-XL. The
mechanisms underlying the reduced expression of IL-
6Rα are unclear; however, our data demonstrate that
the effect is not secondary to either caspase-induced
cleavage of IL-6Rα or a DNA-dependent reduction in IL-
6Rα transcription, as shown by quantitative reverse
transcriptase-PCR. In contrast, the rapidity of the effect
on IL-6Rα protein levels (within 2 hours) and the reca-
pitulation of the impact of AZA on IL-6Rα with cyclo-
hexamide treatment supports the hypothesis that the
early anti-MM effects seen with AZA may be second-
ary to incorporation into RNA species with subsequent
inhibition of protein synthesis, although this clearly
requires further evaluation. 

A variety of conventional anti-cancer agents have
been demonstrated to up-regulate NFκB activity in solid
tumors; this, in turn, potentially abrogates the induction
of apoptosis and may contribute to resistance to
chemotherapy.54 Furthermore, we recently demonstrat-
ed that the tyrosine kinase inhibitor PKC412 induces an
up to 6-fold increase in NFκB activity in MM cells.55 In
contrast, AZA rapidly induces inhibition of NFκB.
Clearly, in view of the latter and the proven efficacy of
bortezomib in advanced MM, AZA warrants clinical
evaluation for the treatment of MM. Furthermore, its

ability to inhibit NFκB suggests that AZA may also have
a role in sensitizing MM to other available therapeutic
agents. The latter may be achieved via down-regulation
of important pro-survival and anti-apoptotic (IL-6, IL-
6Rα, Bcl-XL) factors but also by abrogating drug-induced
NFκB stress responses as we, and others, have recently
demonstrated.55-57 Our data suggest an IKK-independent
process; while such processes have been previously
postulated, the underlying mechanisms remain to be
elucidated.58,59 In conclusion, we report that AZA at
clinically relevant concentrations has significant anti-
MM activity both in vitro and in vivo. AZA induces
pleiotropic effects including the down-regulation of
JAK-STAT signaling and inhibition of NFκB. Further
investigation of these novel effects is clearly warranted;
however, our data already provide sufficient rationale
for the clinical evaluation of AZA in MM. 

Authorship and Disclosures

TK designed, performed and analyzed the experi-
ments and drafted the manuscript; JS performed the
murine experimental procedures; AS conceived the
study, analyzed and interpreted the data and prepared
the manuscript. The authors reported no potential con-
flicts of interest.

T. Khong et al. 

| 868 | haematologica | 2008; 93(6)



aggressive variants of monoclonal
gammopathies. Hematol J 2001;2:
146-9.

21. Glover AB, Leyland-Jones BR, Chun
HG, Davies B, Hoth DF. Azacitidine:
10 years later. Cancer Treat Rep
1987;71:737-46.

22. Jones PA, Taylor SM. Cellular differ-
entiation, cytidine analogs and DNA
methylation. Cell 1980;20:85-93.

23. Jones PA, Taylor SM, Wilson V.
DNA modification, differentiation,
and transformation. J Exp Zool
1983; 228: 287-95.

24. Kiziltepe T, Hideshima T, Catley L,
Raje N, Yasui H, Shiraishi N, et al. 5-
azacytidine, a DNA methyltrans-
ferase inhibitor, induces ATR-medi-
ated DNA double-stranded break
responses, apoptosis, and synergis-
tic cytotoxicity with doxorubicin
and bortezomib against multiple
myeloma. Mol Cancer Ther 2007;
6:1718-27.

25. Kornblith AB, Herndon JE 2nd,
Silverman LR, Demakos EP, Od-
chimar-Reissig R, Holland JF, et al.
Impact of azacytidine on the quality
of life of patients with myelodys-
plastic syndrome treated in a ran-
domized phase III trial: a Cancer and
Leukemia Group B study. J Clin
Oncol 2002;20: 2441-52.

26. Silverman LR, Demakos EP,
Peterson BL, Kornblith AB, Holland
JC, Odchimar-Reissig R, et al.
Randomized controlled trial of azac-
itidine in patients with the
myelodysplastic syndrome: a study
of the cancer and leukemia group B.
J Clin Oncol 2002;20:2429-40.

27. Ullman-Cullere MH, Foltz CJ. Body
condition scoring: a rapid and accu-
rate method for assessing health sta-
tus in mice. Lab Anim Sci 1999;
49:319-23.

28. Kawano M, Hirano T, Matsuda T,
Taga T, Horii Y, Iwato K, et al.
Autocrine generation and require-
ment of BSF-2/IL-6 for human mul-
tiple myeloma. Nature 1988;322:83-
5.

29. Klein B, Zhang XG, Lu ZY, Bataille
R. Interleukin-6 in human multiple
myeloma. Blood 1995;85:863-72.

30. Catlett-Falcone R, Landowski TH,
Oshiro MM, Turkson J, Levitzki A,
Savino R, et al. Constitutive activa-
tion of Stat3 signaling confers resist-
ance to apoptosis in human U266
myeloma cells. Immunity 1999;10:
105-15.

31. Bonizzi G, Kaein M. The two NF-kB
pathways and their role in innate
and adaptive immunity. Trends
Immunol 2004;25:280-8.

32. Karin M. Nuclear factor-kB in cancer
development and progression.
Nature 2006;441:431-6.

33. Kim HJ, Hawke N, Baldwin AS. NF-
kB and IKK as therapeutic targets in
cancer. Cell Death Differ 2006;13:
738-47.

34. Dalton WS, Jove R. Drug resistance
in multiple myeloma: approaches to
circumvention. Semin Oncol
1999;26: 23-7.

35. Yang HH, Ma MH, Vescio RA,
Berenson JR. Overcoming drug
resistance in multiple myeloma: the

emergence of therapeutic approach-
es to induce apoptosis. J Clin Oncol
2003; 21:4239-47.

36. Rajkumar SV, Hayman SR, Lacy
MQ, Dispenzieri A, Geyer SM,
Kabat B, et al. Combination therapy
with lenalidomide plus dexametha-
sone (Rev/Dex) for newly diagnosed
myeloma. Blood 2005;106:4050-3.

37. Marcucci G, Silverman L, Eller M,
Lintz L, Beach CL. Bioavailability of
azacitidine subcutaneous versus
intravenous in patients with the
myelodysplastic syndromes. J Clin
Pharmacol 2005;45:597-602.

38. Manning LS, Berger JD, O’Do-
noghue HL, Sheridan GN, Claring-
bold PG, Turner JH. A model of mul-
tiple myeloma: culture of 5T33
murine myeloma cells and evalua-
tion of tumorigenicity in the
C57BL/KaLwRij mouse. Br J Cancer
1992;66:1088-93.

39. Glover AB, Leyland-Jones BR.
Biochemistry of azacitidine: a
review. Cancer Treat Rep 1987;71:
959-64.

40. Zwelling LA, Minford J, Nichols M,
Glazier RI, Shackney S. Enhance-
ment of intercalator-induced deoxy-
ribonucleic acid scission and cyto-
toxicity in murine leukemia cells
treated with 5-azacytidine. Biochem
Pharmacol 1984;33:3903-6.

41. Karpf AR, Moore BC, Ririe TO,
Jones DA. Activation of the p53
DNA damage response pathway
after inhibition of DNA methyl-
transferase by 5-aza-2'-deoxycyti-
dine. Mol Pharmacol 2001;59:751-7.

42. Schwarze MM, Hawley RG.
Prevention of myeloma cell apopto-
sis by ectopic bcl-2 expression or
interleukin6-mediated upregulation
of bcl-x. Cancer Res 1995;55:2262-5.

43. Frassanito MA, Cusamai A, Iodice
G, Dammacco F. Autocrine inter-
leukin-6 production and highly
malignant multiple myeloma: rela-
tion with resistance to drug-induced
apoptosis. Blood 2001;97:483-9.

44. Klein B, Zhang XG, Jourdan M,
Content J, Houssiau F, Aarden L, et
al. Paracrine rather than autocrine
regulation of myeloma-cell growth
and differentiation by interleukin-6.
Blood 1989;73:517-26.

45. Westendorf JJ, Ahmann GJ,
Armitage MK, Spriggs MK, Lust JA,
Greipp PR, et al. CD40 expression in
malignant plasma cells: role in stim-
ulation of autocrine Il-6 secretion by
a human myeloma cell line. J
Immunol 1994; 152:117-28.

46. Peters M, Jacobs S, Ehlers M,
Vollmer P, Müllberg J, Wolf E, et al.
The function of the soluble inter-
leukin 6 (IL-6) receptor in vivo: sen-
sitization of human soluble Il-6
receptor transgenic mice towards IL-
6 and prolongation of the plasma
half-life of IL-6. J Exp Med 1996;
183:1399-406.

47. Akira S, Nishio Y, Inoue M, Wang
XJ, Wei S, Matsusaka T, et al.
Molecular cloning of APRF, a novel
IFN-stimulated gene factor 3 p91-
related transcription factor involved
in the gp130-mediated signaling
pathway. Cell 1994;77:63-71.

48. Wegenka UM, Buschmann J,
Lutticken C, Heinrich PC, Horn F.
Acute-phase response factor, a
nuclear factor binding to acute-
phase response elements, is rapidly
activated by interleukin-6 at the
posttranslational level. Mol Cell Biol
1993;13: 276-88.

49. Zhong Z, Wen Z, Darnell JE Jr. Stat3:
a STAT family member activated by
tyrosine phosphorylation in re-
sponse to epidermal growth factor
and interleukin-6. Science 1994;264:
95-8.

50. Tu Y, Renner S, Xu F,  Taylor J, Weisz
J, Vescio R, et al. BCL-X expression
in multiple myeloma: possible indi-
cator of chemoresistance. Cancer
Res 1998; 5:256-62.

51. Bataille R, Barlogie B, Lu ZY,  Rossi
JF, Lavabre-Bertrand T, Beck T, et al.
Biologic effects of anti-interleukin-6
monoclonal antibody in advanced
multiple myeloma. Blood 1995;86:
685-91.

52. De Vos J, Jourdan M, Tarte K, Jasmin
C, Klein B. JAK2 tyrosine kinase
inhibitor tyrphostin downregulates
the mitogen-activated protein
kinase (MAPK) and signal transduc-
er and activator of transcription
(STAT) pathways and induces apop-
tosis in myeloma cells. Br J
Haematol 2000; 109:823-8.

53. Alas S, Bonavida B. Inhibition of
constitutive STAT3 activity sensi-
tizes resistant non-Hodgkin’s lym-
phoma and multiple myeloma to
chemotherapeutic drug-mediated
apoptosis. Clin Cancer Res 2003;9:
316-26.

54. Nakanishi C, Toi M. Nuclear factor-
kB inhibitors as sensitizers to anti-
cancer drugs. Nat Rev Cancer 2005;
5:297-309.

55. Sharkey J, Khong T, Spencer A.
PKC412 demonstrates JNK-depend-
ent activity against human multiple
myeloma cells. Blood 2006;
109:1712-9. 

56. Fahy BN, Schlieman MG, Viruda-
chalam S, Bold RJ. Schedule-depend-
ent molecular effects of the protea-
some inhibitor bortezomib and
gemcitabine in pancreatic cancer. J
Surg Res 2003;113:88-95.

57. Mitsiades N, Mitsiades CS,
Richardson PG, Poulaki V, Tai YT,
Chauhan D, et al. The proteasome
inhibitor PS-341 potentiates sensi-
tivity of multiple myeloma cells to
conventional chemotherapeutic
agents: therapeutic applications.
Blood 2003; 101:2377-80.

58. Tergaonkar V, Bottero V, Ikawa M,
Li Q, Verma IM. IkB kinase-indepe-
dent IkBa degradation pathway:
functional NF-kB activity and impli-
cations for cancer therapy. Mol Cell
Biol 2003; 23:8070-83.

59. Tatetsu H, Okuno Y, Nakamura M,
Matsuno F, Sonoki T, Taniguchi I, et
al.Dehydroxymethylepoxyquinomi
cinb a novel nuclear factor-kB
inhibitor, induces apoptosis in mul-
tiple myeloma cells in an IkBa-inde-
pendent manner. Mol Cancer Ther
2005;4:1114-20.

Effects of azacitidine in MM

haematologica | 2008; 93(6) | 869 |


