
Supplementary Information Table 5. List of genes upregulated on LN-EPC (LCB represents the variation of 
gene expression comparing LN-EPC with CEPC)
Gene
dystrophin (muscular dystrophy, Duchenne and Becker types) 
regulator of G-protein signalling 13
chemokine (C-C motif) ligand 8
vascular cell adhesion molecule 1 
matrix metalloproteinase 9 (gelatinase B, 92kDa gelatinase, 92kDa type IV collagenase) 
chemokine (C-C motif) ligand 2 
solute carrier family 2 (facilitated glucose/fructose transporter), member 5
eukaryotic translation initiation factor 1A, Y-linked 
regulator of G-protein signalling 1
ubiquitin D
chemokine (C-X-C motif) ligand 3 
transcription factor 4
chemokine (C-X-C motif) ligand 13 (B-cell chemoattractant) 
solute carrier family 7, (cationic amino acid transporter, y+ system) member 11 
transcription factor 4
apolipoprotein D 
RAS guanyl releasing protein 3 (calcium and DAG-regulated)
matrix metalloproteinase 1 (interstitial collagenase) 
DEAD (Asp-Glu-Ala-Asp) box polypeptide 3, Y-linked /// DEAD (Asp-Glu-Ala-Asp) box polypeptide 3, Y-linked
transcription factor 4
regulator of G-protein signalling 1 
B-cell linker 
interleukin 8
POU domain, class 2, associating factor 1 
CD24 antigen (small cell lung carcinoma cluster 4 antigen)
Consensus includes gb:AK000168.1 /DEF=Homo sapiens cDNA FLJ20161 fis, clone COL09252, highly similar to L33930 Homo sapiens CD24 signal transducer mRNA.  /FEA=mRNA /DB_XREF=gi:7020079 /UG=Hs.332045 Homo sapiens cDNA FLJ20161 fis, clone COL09252, highly similar to L33930 Homo sapiens CD24 signal transducer mRNA
ribosomal protein S4, Y-linked 1
IGF-II mRNA-binding protein 3
dual specificity phosphatase 4
transcription factor 4
DEAD (Asp-Glu-Ala-Asp) box polypeptide 43
CD24 antigen (small cell lung carcinoma cluster 4 antigen)
serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), member 2 
crystallin, mu 
A kinase (PRKA) anchor protein 2 
dual specificity phosphatase 2 
transcription factor 4
Jumonji, AT rich interactive domain 1D (RBP2-like) 
hepatoma-derived growth factor, related protein 3
solute carrier family 1 (glutamate/neutral amino acid transporter), member 4
IGF-II mRNA-binding protein 3
elongation factor RNA polymerase II-like 3
PHD finger protein 16
cathepsin L 
hypothetical protein FLJ14627
KIAA0672 gene product
elongation factor RNA polymerase II-like 3
glycine amidinotransferase (L-arginine:glycine amidinotransferase)
indoleamine-pyrrole 2,3 dioxygenase 
epiregulin 
CD24 antigen (small cell lung carcinoma cluster 4 antigen)
granzyme K (serine protease, granzyme 3; tryptase II) /
solute carrier family 16 (monocarboxylic acid transporters), member 4 
fatty acid binding protein 5 (psoriasis-associated) 
CD79B antigen (immunoglobulin-associated beta)



regulating synaptic membrane exocytosis 3
immunoglobulin heavy constant mu
chitinase 3-like 2 
adenosine deaminase 
achaete-scute complex-like 1 (Drosophila) 
protein phosphatase 1, regulatory (inhibitor) subunit 16B
RAB15, member RAS onocogene family
zinc finger, BED domain containing 2
major histocompatibility complex, class II, DQ alpha 1
hypothetical protein FLJ10116
protein kinase (cAMP-dependent, catalytic) inhibitor gamma 
beta-site APP-cleaving enzyme 2 
solute carrier family 1 (glutamate/neutral amino acid transporter), member 4
interleukin 1, beta
secreted phosphoprotein 1 (osteopontin, bone sialoprotein I, early T-lymphocyte activation 1) 
glyoxylate reductase/hydroxypyruvate reductase
hypothetical protein MGC48332
inositol polyphosphate-5-phosphatase F
epithelial membrane protein 1 
phosphodiesterase 4D interacting protein (myomegalin)
paired box gene 5 (B-cell lineage specific activator protein)
CDC28 protein kinase regulatory subunit 2
chromosome 13 open reading frame 18
collagen, type IX, alpha 3
activation-induced cytidine deaminase 
myosin light chain 1 slow a
EH-domain containing 3 
solute carrier family 39 (zinc transporter), member 8 
TNF receptor-associated factor 4 
translocation associated membrane protein 2 
RAB15, member RAS onocogene family
B-cell CLL/lymphoma 2 
raft-linking protein
E2F transcription factor 5, p130-binding
glutamic-oxaloacetic transaminase 2, mitochondrial (aspartate aminotransferase 2) 
CD24 antigen (small cell lung carcinoma cluster 4 antigen)
neural precursor cell expressed, developmentally down-regulated 4-like
solute carrier family 1 (glutamate/neutral amino acid transporter), member 4
chemokine (C-X-C motif) ligand 2 
glyoxylate reductase/hydroxypyruvate reductase
BCL2/adenovirus E1B 19kDa interacting protein 3 
nuclear receptor coactivator 3
chromosome 10 open reading frame 10
hypothetical protein FLJ10159
hypothetical protein LOC221362
inhibitor of DNA binding 3, dominant negative helix-loop-helix protein 
caspase recruitment domain family, member 14 
lanosterol synthase (2,3-oxidosqualene-lanosterol cyclase)
hyaluronan-mediated motility receptor (RHAMM)
glyoxylate reductase/hydroxypyruvate reductase
serine (or cysteine) proteinase inhibitor, clade F (alpha-2 antiplasmin, pigment epithelium derived factor), member 1 
metallothionein 1E (functional)
dual specificity phosphatase 4 
met proto-oncogene (hepatocyte growth factor receptor)
potassium inwardly-rectifying channel, subfamily J, member 12
acyl-Coenzyme A dehydrogenase, C-4 to C-12 straight chain 
hypothetical protein FLJ12584
transcription factor 3 (E2A immunoglobulin enhancer binding factors E12/E47)



CD79A antigen (immunoglobulin-associated alpha) 
superoxide dismutase 2, mitochondrial
ADAM-like, decysin 1 
Transcribed sequence with moderate similarity to protein ref:NP_071431.1 (H.sapiens)  cytokine receptor-like factor 2; cytokine receptor CRL2 precusor [Homo sapiens]
KIAA1199 protein
BUB1 budding uninhibited by benzimidazoles 1 homolog beta (yeast)
metallothionein 1E (functional)
topoisomerase (DNA) II alpha 170kDa
zinc finger, DHHC domain containing 14
nuclear receptor coactivator 3
KSHV latent nuclear antigen interacting protein 1
sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4A 
chemokine (C-C motif) ligand 3 
nuclear receptor coactivator 3
TGFB-induced factor (TALE family homeobox)
cathepsin L2
mitochondrial ribosomal protein S6
pleckstrin homology-like domain, family A, member 1
EF-hand domain (C-terminal) containing 1
phospholipase C, gamma 2 (phosphatidylinositol-specific) 
BCL2 binding component 3 
transcription factor 4
amphoterin induced gene 2
gb:NM_004940.1 /DEF=Homo sapiens DEADH (Asp-Glu-Ala-AspHis) box polypeptide 7 (RNA helicase, 52kD) (DDX7), mRNA.  /FEA=mRNA /GEN=DDX7 /PROD=DEADH (Asp-Glu-Ala-AspHis) box polypeptide 7 /DB_XREF=gi:4826687 /UG=Hs.123058 DEADH (Asp-Glu-Ala-AspHis) box polypeptide 7 (RNA helicase, 52kD) /FL=gb:D26528.1 gb:NM_004940.1
immunoglobulin heavy constant gamma 1 (G1m marker)
metallothionein 1G
bone morphogenetic protein 5
stearoyl-CoA desaturase (delta-9-desaturase) 
immediate early response 3 
squalene epoxidase
translocation associated membrane protein 2
transcription elongation factor A (SII), 1 
interleukin 1, beta
adenosine deaminase
chemokine (C-X-C motif) ligand 2
activating transcription factor 5
myosin VI 
damage-specific DNA binding protein 2, 48kDa 
Rap guanine nucleotide exchange factor (GEF) 5 
discs, large homolog 7 (Drosophila)
transcription factor 4
laminin, alpha 4
inhibitor of DNA binding 2, dominant negative helix-loop-helix protein
early growth response 3 
hypothetical protein DKFZp564K0822 
CASP8 and FADD-like apoptosis regulator
maternal embryonic leucine zipper kinase
crystallin, zeta (quinone reductase) 
peroxiredoxin 1 
heat shock 90kDa protein 1, beta
nucleolar and spindle associated protein 1
syndecan 2 (heparan sulfate proteoglycan 1, cell surface-associated, fibroglycan)
AT rich interactive domain 5B (MRF1-like)
T-cell leukemia/lymphoma 1A
A kinase (PRKA) anchor protein 2
tissue factor pathway inhibitor (lipoprotein-associated coagulation inhibitor) /// tissue factor pathway inhibitor (lipoprotein-associated coagulation inhibitor)
DNA-damage-inducible transcript 4
synovial sarcoma translocation, chromosome 18



baculoviral IAP repeat-containing 3 
metallothionein 1F (functional)
growth arrest and DNA-damage-inducible, alpha
regulator of G-protein signalling 4
phorbol-12-myristate-13-acetate-induced protein 1 
chromosome 6 open reading frame 108
leupaxin 
aryl-hydrocarbon receptor nuclear translocator 2
kinesin family member 20A 
dystrobrevin, beta
chromosome 6 open reading frame 108
KIAA0888 protein
MRNA; cDNA DKFZp434C2021 (from clone DKFZp434C2021)
B lymphoid tyrosine kinase 
CASP8 and FADD-like apoptosis regulator
topoisomerase (DNA) II alpha 170kDa
interleukin 21 receptor
lipin 1
Rho guanine nucleotide exchange factor (GEF) 7
CD83 antigen (activated B lymphocytes, immunoglobulin superfamily) 
chemokine (C-C motif) ligand 18 (pulmonary and activation-regulated)
Immunoglobulin kappa light chain mRNA, partial cds
hypothetical protein LOC200895
insulin induced gene 1
ATP-binding cassette, sub-family G (WHITE), member 5 (sterolin 1) 
thymus high mobility group box protein TOX
apolipoprotein C-III 
nuclear factor of activated T-cells, cytoplasmic, calcineurin-dependent 1 
phosphodiesterase 4D interacting protein (myomegalin)
neural precursor cell expressed, developmentally down-regulated 4-like
thrombospondin 1 
human immunodeficiency virus type I enhancer binding protein 1 
Kell blood group precursor (McLeod phenotype)
interleukin 10 
dehydrogenase E1 and transketolase domain containing 1
transcription factor 3 (E2A immunoglobulin enhancer binding factors E12/E47)
tumor necrosis factor, alpha-induced protein 6
Consensus includes gb:AF047245.1 /DEF=Homo sapiens clone bsmneg3-t7 immunoglobulin lambda light chain VJ region, (IGL) mRNA, partial cds.  /FEA=mRNA /GEN=IGL /PROD=immunoglobulin lambda light chain /DB_XREF=gi:4566041 /UG=Hs.283876 Homo sapiens clone bsmneg3-t7 immunoglobulin lambda light chain VJ region, (IGL) mRNA, partial cds
glycoprotein (transmembrane) nmb 
transferrin receptor (p90, CD71)
protein phosphatase 1, regulatory (inhibitor) subunit 16B
hypothetical protein FLJ20340
transcription factor 3 (E2A immunoglobulin enhancer binding factors E12/E47)
actin, gamma 2, smooth muscle, enteric 
chromosome condensation protein G /
SMC6 structural maintenance of chromosomes 6-like 1 (yeast)
SWAP-70 protein
6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 3
cyclin B1
replication initiator 1 
hypothetical protein DKFZp564A176
v-jun sarcoma virus 17 oncogene homolog (avian)
BCL2/adenovirus E1B 19kDa interacting protein 3
GM2 ganglioside activator
hypothetical protein FLJ11235
transcription factor 3 (E2A immunoglobulin enhancer binding factors E12/E47)
cytochrome P450, family 51, subfamily A, polypeptide 1
metallothionein 1X 



potassium channel, subfamily K, member 12 
chemokine (C-C motif) ligand 4
dishevelled associated activator of morphogenesis 1
G protein-coupled receptor 2 
proapoptotic caspase adaptor protein
centromere protein A, 17kDa 
sterol-C4-methyl oxidase-like
sialyltransferase 1 (beta-galactoside alpha-2,6-sialyltransferase)
protein tyrosine phosphatase, non-receptor type 1 
tubulin, beta polypeptide
solute carrier family 5 (inositol transporters), member 3
chimerin (chimaerin) 2 
hypothetical protein FLJ20607
myosin VIIA (Usher syndrome 1B (autosomal recessive, severe))
harakiri, BCL2 interacting protein (contains only BH3 domain)
metallothionein 1H
deleted in bladder cancer 1 
basic helix-loop-helix domain containing, class B, 3
solute carrier family 7 (cationic amino acid transporter, y+ system), member 5 
Rho-related BTB domain containing 3
phorbol-12-myristate-13-acetate-induced protein 1
leukotriene C4 synthase 
Meis1, myeloid ecotropic viral integration site 1 homolog 2 (mouse)
ADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase) 
inhibin, beta A (activin A, activin AB alpha polypeptide)
Fc fragment of IgG binding protein
chemokine (C-X-C motif) ligand 9 
core-binding factor, runt domain, alpha subunit 2; translocated to, 1; cyclin D-related
metallothionein 1F (functional)
chromosome 10 open reading frame 3
RAB7, member RAS oncogene family-like 1
hypothetical protein FLJ23231
myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 4
stomatin 
lipopolysaccharide binding protein
v-jun sarcoma virus 17 oncogene homolog (avian)
non-metastatic cells 1, protein (NM23A) expressed in
antigen identified by monoclonal antibody Ki-67
similar to C630007C17Rik protein
CD226 antigen 
lipin 1
MCM2 minichromosome maintenance deficient 2, mitotin (S. cerevisiae) 
myosin ID
chromosome condensation protein G
pituitary tumor-transforming 1 
GM2 ganglioside activator
zinc finger and BTB domain containing 5
myeloproliferative leukemia virus oncogene 
glycine cleavage system protein H (aminomethyl carrier)
insulin induced gene 1
cAMP responsive element modulator
metallothionein 2A 
UDP glycosyltransferase 2 family, polypeptide B17 
RAS protein activator like 1 (GAP1 like)
karyopherin alpha 2 (RAG cohort 1, importin alpha 1) 
hypothetical protein FLJ13912
chemokine (C-C motif) receptor 5
hypothetical protein FLJ21128



proline arginine-rich end leucine-rich repeat protein
phosphofructokinase, muscle 
reticulocalbin 3, EF-hand calcium binding domain
immunoglobulin superfamily, member 4
ribosomal protein S6 kinase, 90kDa, polypeptide 2
docking protein 1, 62kDa (downstream of tyrosine kinase 1) 
SET translocation (myeloid leukemia-associated)
vav 2 oncogene
golgin-67
CD59 antigen p18-20 (antigen identified by monoclonal antibodies 16.3A5, EJ16, EJ30, EL32 and G344)
BCL2-like 11 (apoptosis facilitator) 
hypothetical protein MGC5370
choline kinase alpha
KIAA0738 gene product
protein regulator of cytokinesis 1
DNA segment on chromosome 21 (unique) 2056 expressed sequence 
IMP (inosine monophosphate) dehydrogenase 2
PRKC, apoptosis, WT1, regulator
WD repeat membrane protein PWDMP
phosphoribosylaminoimidazole carboxylase, phosphoribosylaminoimidazole succinocarboxamide synthetase
forkhead box B1 
additional sex combs like 1 (Drosophila)
chromosome 13 open reading frame 18
B-cell CLL/lymphoma 7A
bone morphogenetic protein 5 
aspartate beta-hydroxylase 
casein kinase 2, alpha 1 polypeptide
UDP-glucose ceramide glucosyltransferase 
signaling lymphocytic activation molecule family member 1 
RAB7, member RAS oncogene family-like 1
homeo box B7
adenosine A2a receptor 
zinc finger and BTB domain containing 24
serine/threonine kinase 6 
malignancy-associated protein
chromosome 7 open reading frame 19
synaptogyrin 2 
basic leucine zipper transcription factor, ATF-like
KIAA1416 protein
pleckstrin homology domain containing, family A (phosphoinositide binding specific) member 4
asp (abnormal spindle)-like, microcephaly associated (Drosophila)
cyclin B2
nuclear receptor coactivator 3
KIAA0746 protein
lipoma HMGIC fusion partner-like 2
Consensus includes gb:AF103295.1 /DEF=Homo sapiens clone N97 immunoglobulin heavy chain variable region mRNA, partial cds.  /FEA=mRNA /PROD=immunoglobulin heavy chain variable region /DB_XREF=gi:4838126 /UG=Hs.283882 Homo sapiens clone N97 immunoglobulin heavy chain variable region mRNA, partial cds
I-mfa domain-containing protein
UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 2 (GalNAc-T2)
potassium intermediate/small conductance calcium-activated channel, subfamily N, member 4 
CDNA FLJ42602 fis, clone BRACE3011271, moderately  similar to Patched protein
transcription factor 8 (represses interleukin 2 expression)
thioredoxin-like 4
BTG family, member 3 
thioredoxin 
SWAP-70 protein
glycoprotein M6A
related RAS viral (r-ras) oncogene homolog 2
T-LAK cell-originated protein kinase 



ras homolog gene family, member H 
ring finger and KH domain containing 2
ATPase family, AAA domain containing 2
BMP2 inducible kinase
solute carrier family 2 (facilitated glucose transporter), member 1 
peptidylprolyl isomerase F (cyclophilin F) 
thioredoxin-like 1
GDP-mannose 4,6-dehydratase 
similar to homologue of MJD, high homology to a genomic sequence in Xp22
growth arrest-specific 1
major histocompatibility complex, class II, DR beta 4
fibronectin leucine rich transmembrane protein 1
additional sex combs like 1 (Drosophila)
MCM5 minichromosome maintenance deficient 5, cell division cycle 46 (S. cerevisiae)
T-cell leukemia/lymphoma 1A
melanoma cell adhesion molecule
ATPase, Class II, type 9A
isoleucine-tRNA synthetase
phosphodiesterase 4B, cAMP-specific (phosphodiesterase E4 dunce homolog, Drosophila)
small nuclear RNA activating complex, polypeptide 1, 43kDa 
hypothetical protein DKFZp586M1120 
RAN, member RAS oncogene family 
ADP-ribosylation factor-like 3 
seven in absentia homolog 1 (Drosophila)
PRKC, apoptosis, WT1, regulator
BMP2 inducible kinase
guanine nucleotide binding protein (G protein) alpha 12 
MCM6 minichromosome maintenance deficient 6 (MIS5 homolog, S. pombe) (S. cerevisiae) 
poly(A)-specific ribonuclease (deadenylation nuclease)
CD8 antigen, beta polypeptide 1 (p37)
tensin-like SH2 domain containing 1
chemokine (C-X-C motif) ligand 10 
protein tyrosine phosphatase, receptor type, C-associated protein 
protease, serine, 25
nuclear factor of kappa light polypeptide gene enhancer in B-cells inhibitor, epsilon
SH2 domain protein 1A, Duncan's disease (lymphoproliferative syndrome)
hypothetical protein MAC30
peptide YY, 2 (seminalplasmin) 
hypothetical protein FLJ23186
stromal antigen 3
MARCKS-like protein 
thymidylate synthetase
eukaryotic translation initiation factor 5
Clone HAVT24 T-cell receptor alpha chain VDJC region (TCRA) mRNA, partial cds.
KIAA0226 gene product
tumor rejection antigen (gp96) 1
solute carrier family 38, member 1 
hypothetical protein MGC5566
tumor rejection antigen (gp96) 1
viperin
DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 26 
interferon, alpha-inducible protein 27 
histone 1, H2bd
transforming growth factor beta 1 induced transcript 4 
tumor rejection antigen (gp96) 1 
proteasome (prosome, macropain) 26S subunit, non-ATPase, 3 
core-binding factor, runt domain, alpha subunit 2; translocated to, 2
one cut domain, family member 2 



SH2 domain protein 1A, Duncan's disease (lymphoproliferative syndrome)
ribosomal protein S26
zinc finger protein 267
selenophosphate synthetase 2 
CDC20 cell division cycle 20 homolog (S. cerevisiae)
runt-related transcription factor 3
acyl-Coenzyme A oxidase 3, pristanoyl
valosin-containing protein 
homeo box A10
chromosome 10 open reading frame 117
nucleoporin 88kDa
DNA segment on chromosome X and Y (unique) 155 expressed sequence
CD22 antigen
flap structure-specific endonuclease 1 
class-I MHC-restricted T cell associated molecule 
superoxide dismutase 2, mitochondrial 
chromosome 6 open reading frame 106
vaccinia related kinase 3
RAB26, member RAS oncogene family
phosphorylase, glycogen; muscle (McArdle syndrome, glycogen storage disease type V) 
hypothetical protein FLJ14107
sarcosine dehydrogenase
tubulin, gamma 1 
potassium intermediate/small conductance calcium-activated channel, subfamily N, member 3
similar to Six transmembrane epithelial antigen of prostate
cyclin-dependent kinase 5, regulatory subunit 1 (p35)
thyroid hormone receptor interactor 6
phosphodiesterase 4D interacting protein (myomegalin)
FLJ45850 protein
phosphofructokinase, platelet
replication factor C (activator 1) 4, 37kDa
Transcribed sequence with strong similarity to protein pir:A40227 (H.sapiens) A40227 transcription repressor Id-2 - human
RNA binding motif protein 15
phosphoribosylaminoimidazole carboxylase, phosphoribosylaminoimidazole succinocarboxamide synthetase
interleukin 4 receptor 
beta 5-tubulin
ectonucleoside triphosphate diphosphohydrolase 1
hypothetical protein DKFZp434O0213
methyl-CpG binding domain protein 2 
CGI-01 protein
transferrin receptor (p90, CD71) 
related RAS viral (r-ras) oncogene homolog 2
Consensus includes gb:AL023773 /DEF=Human DNA sequence from clone 406C18 on chromosome Xq27.1-27.3. Contains two MAGE (Melanoma Associated Antigen) family pseudogenes, GSSs and an STS /FEA=CDS /DB_XREF=gi:3449129 /UG=Hs.247810 Human DNA sequence from clone 406C18 on chromosome Xq27.1-27.3. Contains two MAGE (Melanoma Associated Antigen) family pseudogenes, GSSs and an STS
platelet derived growth factor D 
solute carrier family 6 (neurotransmitter transporter), member 16
CD59 antigen p18-20 (antigen identified by monoclonal antibodies 16.3A5, EJ16, EJ30, EL32 and G344) 
NIMA (never in mitosis gene a)-related kinase 2
BCL2/adenovirus E1B 19kDa interacting protein 1
tumor necrosis factor receptor superfamily, member 13B 
golgi associated, gamma adaptin ear containing, ARF binding protein 2
embryonic ectoderm development
cyclin-dependent kinase inhibitor 3 (CDK2-associated dual specificity phosphatase)
carboxypeptidase N, polypeptide 2, 83kD
insulin induced gene 1
dual specificity phosphatase 14 
HLA complex P5 
myosin IXB
glycosyltransferase-like 1



chromosome 9 open reading frame 45
tumor necrosis factor, alpha-induced protein 3
Transcribed sequence with weak  similarity to protein sp:P39188 (H.sapiens) ALU1_HUMAN Alu subfamily J sequence contamination warning entry
receptor associated protein 80
CD8 antigen, alpha polypeptide (p32)
interleukin 13 receptor, alpha 2
golgi associated, gamma adaptin ear containing, ARF binding protein 2
thioredoxin domain containing 7 (protein disulfide isomerase)
solute carrier family 35, member F2 
hypothetical protein FLJ20485
likely ortholog of mouse limb-bud and heart gene
hypothetical protein FLJ20294
amiloride binding protein 1 (amine oxidase (copper-containing))
ZW10 interactor
activating transcription factor 5
heat shock 10kDa protein 1 (chaperonin 10)
polymerase (RNA) III (DNA directed) polypeptide G (32kD)
CASP2 and RIPK1 domain containing adaptor with death domain 
microtubule-associated protein 4
squalene epoxidase
MCM5 minichromosome maintenance deficient 5, cell division cycle 46 (S. cerevisiae)
NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 10, 42kDa
v-src sarcoma (Schmidt-Ruppin A-2) viral oncogene homolog (avian)
serine/threonine kinase 6 
EH-domain containing 1
immunoglobulin heavy constant mu
purinergic receptor P2Y, G-protein coupled, 10
v-erb-b2 erythroblastic leukemia viral oncogene homolog 2, neuro/glioblastoma derived oncogene homolog (avian)
hypothetical protein MGC11256
progressive external ophthalmoplegia 1
EH-domain containing 1
interleukin 4
tumor necrosis factor (ligand) superfamily, member 6
CGI-146 protein
hypothetical protein FLJ13725
potassium inwardly-rectifying channel, subfamily J, member 12
transcription factor 3 (E2A immunoglobulin enhancer binding factors E12/E47)
CGI-146 protein
LIM domain binding 3
keratin 23 (histone deacetylase inducible)
v-src sarcoma (Schmidt-Ruppin A-2) viral oncogene homolog (avian)
chromosome 18 open reading frame 9
muscle, skeletal, receptor tyrosine kinase 
ral guanine nucleotide dissociation stimulator-like 1
neurofibromin 2 (bilateral acoustic neuroma)
alanyl-tRNA synthetase 
regulator of G-protein signalling 12
dopamine receptor D2
SET translocation (myeloid leukemia-associated)
mitochondrial ribosomal protein L15
hypothetical protein FLJ20508
immunoglobulin kappa constant
butyrophilin, subfamily 2, member A2
acetylcholinesterase (YT blood group)
sine oculis homeobox homolog 3 (Drosophila) 
acetylserotonin O-methyltransferase-like
purinergic receptor P2X, ligand-gated ion channel, 5
golgi SNAP receptor complex member 2



signal-induced proliferation-associated 1 like 3
hypothetical protein MGC1203
leucyl-tRNA synthetase 2, mitochondrial
tumor protein p53 binding protein, 1 
activating transcription factor 2 
phospholipase A2, group VII (platelet-activating factor acetylhydrolase, plasma) 
interleukin 2 receptor, alpha 
SUMO-1 activating enzyme subunit 1
thiamine triphosphatase
kelch-like 11 (Drosophila)
ring finger and KH domain containing 1
DEAD (Asp-Glu-Ala-Asp) box polypeptide 39
cytochrome P450, family 1, subfamily B, polypeptide 1
cell division cycle 2, G1 to S and G2 to M
hypothetical protein MGC31957
MAP kinase-interacting serine/threonine kinase 2
RAN binding protein 1
PR domain containing 2, with ZNF domain
KIAA0469 gene product
tubulin, beta, 2 
CASP8 and FADD-like apoptosis regulator
chemokine (C-X-C motif) receptor 4 
3-hydroxy-3-methylglutaryl-Coenzyme A synthase 1 (soluble)
hypothetical protein FLJ14627
prostatic binding protein
hypothetical protein FLJ38984
placenta-specific 4
thioredoxin domain containing 5 
acetylserotonin O-methyltransferase-like
KIAA0102 gene product
Lysosomal-associated multispanning membrane protein-5
SERTA domain containing 2
sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4G
tumor necrosis factor receptor superfamily, member 7 
eukaryotic translation initiation factor 5
ADP-ribosyltransferase (NAD+; poly(ADP-ribose) polymerase)-like 2 
mitochondrial ribosomal protein L44
melanoma associated antigen (mutated) 1
pipecolic acid oxidase 
ethanolamine kinase
nuclear autoantigenic sperm protein (histone-binding)
downregulated in ovarian cancer 1 
bone morphogenetic protein receptor, type IA
thrombospondin 1
cytochrome P450, family 1, subfamily B, polypeptide 1
CTP synthase 
butyrobetaine (gamma), 2-oxoglutarate dioxygenase (gamma-butyrobetaine hydroxylase) 1
melanoma antigen, family B, 1 
ectonucleoside triphosphate diphosphohydrolase 1
chemokine (C-X-C motif) receptor 4
UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 2 (GalNAc-T2) 
actin related protein 2/3 complex, subunit 5-like 
huntingtin (Huntington disease)
vaccinia related kinase 2
centromere protein F, 350/400ka (mitosin)
glycyl-tRNA synthetase 
carnitine palmitoyltransferase 1A (liver) 
chromosome Y open reading frame 15B



VENT-like homeobox 2 pseudogene 1
hypothetical protein FLJ20533
KIAA1402 protein
O-6-methylguanine-DNA methyltransferase 
histone 1, H1a
MRNA; cDNA DKFZp564P016 (from clone DKFZp564P016)
nucleolar and spindle associated protein 1
receptor-interacting factor 1
hypothetical protein FLJ11783
likely ortholog of mouse acyl-Coenzyme A thioesterase 2, mitochondrial 
nucleophosmin (nucleolar phosphoprotein B23, numatrin)
B-cell CLL/lymphoma 3 
tumor necrosis factor receptor superfamily, member 9 
protocadherin beta 11 
PDZ and LIM domain 1 (elfin)
cytochrome b-5
manic fringe homolog (Drosophila)
protein kinase C, nu 
pelota homolog (Drosophila)
REC8-like 1 (yeast) 
insulin-like growth factor binding protein 4 
interleukin 21 receptor 
calmodulin-like 5


