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Clonal stability of initial leukemia in a child with
CNS relapse 7.4 years after bone marrow relapse
of common ALL

Second central nervous system (CNS) relapses
represent about 7.3% of subsequent recurrences of
childhood acute lymphoblastic leukemia (ALL). In
most children these subsequent CNS relapses
occur during the first 18 months after diagnosis of
the first relapse (mean 1.42±0.73 years). We pres-
ent a patient who suffered a second ALL relapse in
the CNS more than seven years after diagnosis of
his first relapse. The leukemic clone was complete-
ly stable over more than ten years as shown by
minimal residual disease techniques. Possible rea-
sons for the recurrence of the leukemic clone after
this very long period of dormancy (e.g. role of the
disease site, immune system dysfunction) are dis-
cussed. 
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Very late second central nervous system (CNS) relaps-
es of childhood acute lymphoblastic leukemia (ALL) are
rare, and there are no published case reports to date.
Little is known about the pathogenesis of late first and
second ALL relapses, but different theories regarding
clonal evolution and immune system dysfunction have
been discussed previously. Here, we present a case report
of a very late subsequent CNS relapse of ALL without
evidence of clonal evolution of the original clone. 

Patient
In 1991, the now 20 year old male patient was diag-

nosed with common (c-) ALL at the age of 10 years. Due
to his higher age and the presence of hyperleukocytosis,
he was treated according to the high risk arm of protocol
COALL-89 including cranial irradiation at a dose of 18
Gy. Two and a half years later, aged 13, the patient suf-
fered a late isolated c-ALL bone marrow (BM) relapse and
was treated according to protocol ALL-REZ BFM 90
(relapse trial of the Berlin-Frankfurt-Münster Group),
group B, again including cranial irradiation (12 Gy).1,2 The
patient was included in a phase I/II-pilot study of active
specific immunotherapy with the Newcastle-Disease-
Virus. During maintenance therapy of first relapse treat-
ment, cryo-conserved BM leukemic blasts from relapse
diagnosis were injected subcutaneously every week after
having been incubated with Newcastle-Disease-Virus
and irradiated with 200 Gy, as previously described for
renal cell carcinoma.3 After cessation of relapse-
chemotherapy (10/1996) and in continuous second
remission, hypogammaglobulinemia was diagnosed
resulting from a B-cell deficiency (< 0.5% of leukocytes),
and consequently the boy received multiple courses of
intravenous immunoglobulins during the following years
until now. 

During the whole period of salvage chemotherapy and
also after cessation of therapy, he suffered from recurrent
episodes of bacterial upper respiratory tract infections,
and, in 02/1997, already in an immunodeficient state, he
experienced a severe meningococcal meningoencephali-
tis.

In 07/2001, after prolonged headaches and partial 6th

cranial nerve palsy, lumbar and BM puncture revealed an
isolated CNS relapse of his c-ALL. Currently, he receives
chemotherapy according to protocol ALL-REZ BFM 96
(strategic group S2) and is to date in third complete remis-
sion. The CNS-directed therapy consists of oral dexam-

ethasone, intravenous methotrexate and triple intrathecal
therapy (cytarabine, prednisone and methotrexate) every
two months during the first year and every three months
during the second year.

Material and Methods
The following materials were available for analysis:

BM slides at initial disease; BM aspirates at diagnosis of
first and second relapse; peripheral blood (PB) and cere-
bro-spinal fluid (CSF) at diagnosis of second relapse, and
BM follow-up samples of first and second relapse treat-
ment. Mononuclear cells were isolated by Ficoll density
gradient centrifugation (Seromed; Biochrom KG, Berlin,
Germany). The diagnosis of the immunophenotype was
made according to French-American-British classification
and standard immunophenotypic criteria.4-6 Assessment
of common chromosomal translocations in childhood
ALL was performed with reverse-transcriptase poly-
merase chain reaction (PCR).7 DNA was extracted using
PuregeneTM DNA-Isolation kit (Biozym Diagnostic
GmbH, Oldendorf, Germany). T-cell receptor delta and
gamma (TCRD/TCRG) and immunoglobulin heavy and
light chain (IgH/IgK-Kde) gene rearrangements were used
as clone-specific MRD markers.8,9 Clonality was assessed
by homo-heteroduplex analysis.10 PCR products for
which monoclonality was confirmed were directly
sequenced. Minimal residual disease (MRD) quantifica-
tion of BM follow-up samples was performed using real-
time quantitative (RQ) PCR with germline TaqMan-
probes (TCRD-D3, and IgH-JH6) and clone-specific
primers.11

Results
In the BM aspirate obtained at diagnosis of first relapse,

two clonal markers were identified: an incomplete TCRD
gene rearrangement Ddelta2-Ddelta3 and an IgH gene
rearrangement VH4-VH3-DH3-JH6. Three primers, a
Ddelta2-Ddelta3, a VH4-VH3 and a DH3-JH6 have been
designed with a sensitivity of 10-5, 10-4 and 10-4, respec-
tively. These primers were used to assess the stability of
the clone at initial diagnosis and second relapse and to
quantify MRD during relapse therapy. Screening for addi-
tional rearrangements was not done at presentation due
to lack of available DNA and was negative in the CSF at
second relapse diagnosis. In the BM, PCR screening for
additional rearrangements was not performed at second
relapse because of low leukemic blast counts.

The clone characterized by two monoclonal rearrange-
ments detected with PCR at first relapse diagnosis was
stable throughout the disease without evidence of emerg-
ing sub-clones or clonal evolution. This molecular clonal
stability is reflected by the immunophenotype of the
leukemic cells which did not change throughout the dis-
ease episodes. The mononuclear cells of the BM showed
a high expression of CD10, CD19, TdT, CD24 and HLA-
DR (c-ALL) at diagnosis of initial disease and first relapse.
At second relapse diagnosis, the identical c-ALL was con-
firmed using the leukemic blasts in the CSF. 

Neither at first nor at second relapse chromosomal
translocations as TEL-AML1 t(12;21), BCR-ABL t(9;22),
MLL-AF4 t(4;11) were detectable.  

Figure 1 summarises the results of monitoring of mini-
mal residual disease (MRD) from initial diagnosis to sec-
ond relapse. During frontline treatment, BM follow-up
samples were not available. MRD quantification of BM
aspirates obtained during treatment of first relapse
showed a rapid initial response to therapy. After the sec-
ond therapy course, MRD was below the critical limit of
10-3.12 However, during and at the end of maintenance



therapy, MRD was again detectable at a level of <10-3-
>10-4 and <10-4->10-5, respectively. At second CNS relapse
diagnosis, residual leukemic cells were detected in the
BM (>10-2) and in the blood (<10-2->10-3), a phenomenon
often observed in patients with isolated extramedullary
relapse.13,14 In subsequent BM samples during second
relapse treatment, MRD was not detected.

Discussion
The vast majority of second isolated CNS relapses of

children registered in the ALL-REZ BFM registry occurred
during the first three years after first relapse diagnosis,
between 0.16 and 2.98 years with a median of 1.4 years
(n=61). Among these patients, the probability of experi-
encing a subsequent isolated CNS relapse beyond 4.2
years from diagnosis has been estimated to be less than
0.001. Our patient suffered a second ALL recurrence in
the CNS 7.4 years after the first relapse in the BM, the lat-
est second relapse reported in the literature to date.

There is a long and still ongoing discussion whether a
late relapse of leukemia is clonally related to those pres-
ent at diagnosis or a second leukemia. Late true relapses
might still respond favourably to chemotherapy, whereas
a secondary leukemia is associated with poor prognosis.
The clonal identity of this very late second relapse with
first relapse and to the initial disease was confirmed by
the stability of two monoclonal gene rearrangements and
the immunophenotype throughout the disease without
evidence of emerging sub-clones or clonal evolution.
How can leukemic cells persist over ten years? 

A major factor contributing to the survival of the
leukemic cells is thought to be the existence of extra-
compartments, in particular the CNS, in which the cells
are at least partially protected from chemotherapeutic
agents by the blood brain barrier. In addition, there is evi-
dence that leukemic cells in the CNS have a lower prolif-
eration rate and another surface ultrastructure than in the
BM because of a completely different microenviron-
ment.15-17 The CNS environment lacks several growth
promoting factors present in the BM, such as high vascu-
larisation and growth factor supply. It is of note that in
our patient even a double cranial radiation therapy at a
total cumulative dose of 30 Gy was not able to prevent
the subsequent relapse. 

Relapses originating from the CNS are more chemo-
sensitive than those from the BM because leukemic cells
derived from the CNS may be less exposed to previous
chemotherapy than leukemic cells of the BM. Moreover,

leukemic cells from the CNS had been exposed to pro-
phylactic CNS-irradiation and may be already enervated.
Furthermore, leukemic cells proliferating at relapse are
more vulnerable by chemotherapy than dormant cells.
Therefore, a repeated course of relapse chemotherapy
rather than stem cell transplantation was chosen as sec-
ond salvage therapy. Indeed, complete elimination of the
leukemic cells could be seen after the first induction
course in the CNS and, at a very sensitive MRD-level
(reduction from >10-2 to <10-4), in the BM. 

In patients with an isolated or combined BM relapse,
recent findings revealed that MRD response after the sec-
ond induction course (cut off 10-3) was the only inde-
pendent and best factor predictive for subsequent relaps-
es.12 Although, the patient had a good molecular response
(<10-3), his subsequent CNS relapse after an exceptional-
ly long remission period could not be predicted. The
course of the patients disease demonstrates the limita-
tions of MRD regarding the ability of leukemic cells to
escape and to hide in extra-compartments. 

Several theories exist as to the concept of cure in
leukemia. It is believed that the remission induced by
anti-leukemic therapy results in a marked reduction of
the number of clonal blast cells under a certain threshold,
resulting in regained control of the tumour cells by the
host’s immune system. During the interval between ini-
tial disease and first ALL-relapse, our patient developed
symptomatic B-cell deficiency with multiple upper respi-
ratory-tract infections. This defect resembles common
variable immunodeficiency (CVI), a disease with the hall-
marks pan-hypogammaglobulinemia and recurrent bac-
terial infection especially of the upper and lower respira-
tory tract.18 Normally, patients with CVI have normal or
near normal numbers of B-cells, which is not true in our
patient having nearly no B-cells (CD19-positive cells <
0.5% of lymphocytes). Interestingly, only the B-cell com-
partment was affected whereas the number of T-cells
was normal. According to the aforementioned theory, a
defect of immune surveillance as described in our patient
could lead to insufficient antineoplastic control and sub-
sequent flare-up of the neoplasm. Interestingly, although
the majority of patients with CVI suffering from a malig-
nant disease registered in the Immunodeficiency Cancer
Registry had B-cell non-Hodgkin lymphomas (46%), still
eight per cent of them had leukemia, suggesting that the
CVI-like immunodeficiency of our patient could at least
have facilitated the ALL recurrences.19

The original pre-leukemic clone identified by two sta-
ble gene rearrangements, as demonstrated above by
MRD and immunophenotype analysis, must have per-
sisted for more than ten years. This could be explained by
the “two step model” of leukemogenesis as proposed by
Greaves et al. He assumes a pre-leukemic clone with the
origin already in the prenatal period which is never com-
pletely eliminated during therapy.20 One or more postna-
tal genetic alterations are then supposed to be necessary
for the development of leukemia or recurrence, respec-
tively. Selection pressure towards the “decisive-step” may
be exerted by stress to the B-lymphoid progenitor com-
partment, for example after several episodes of infections
as seen in our patient or even by aggressive treatment.21,22

In conclusion, we describe for the first time a very late
subsequent isolated CNS relapse of a immunogenetically
and -phenotypically stable clone. The leukemic cells of
the dominant clone hidden in the growth inhibiting envi-
ronment of the CNS could have achieved a growth
advantage by accumulating genetic alterations and an
either simultaneous or following lack of immune system
control. Assuming that indeed the immune system is a
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Figure 1. Results of monitoring of minimal residual disease (MRD)
from initial diagnosis to second relapse. MT maintenance therapy,
BM bone marrow, PB peripheral blood, CSF cerebro-spinal fluid, F2
second therapy course and 1st R1 third therapy course of ALL-REZ
BFM protocols (strategic group B and S2).



crucial factor for the control of leukemia, the question is
whether the outgrowth of the dormant leukemic cells
might be prevented. Recently, an association between a
lower incidence of leukemia in children having received
Haemophilus influenzae type b - Hib vaccination has
been reported, and historically, a leukemia preventing
effect of bacille Calmette-Guérin - BCG vaccination has
been assumed.23-25 Thus, the question may be raised
whether long-term control of leukemia could be achieved
or maintained by T-cell stimulating procedures such as
repeated vaccinations? 

Cornelia Eckert,*1 Hagen Graf Einsiedel,*1 Reinhard Hartmann,1

Arend von Stackelberg,1 Sigrid Völpel, Andreas Guggemos,1

Nikola Hanzsch,1 Lars Kawan,1 Karl Seeger,1 Günter Henze1

*These authors contributed equally to this work.
1Charité Medical Centre, Campus Virchow-Klinikum, Department of

Pediatric Oncology and Hematology, Berlin, Germany
2Pediatric Clinic, Krefeld, Germany

Acknowledgements:We thank Wilhelmine Keune and Silke Hollmann for
the excellent technical assistance. We thank Prof. W. D. Ludwig for
immunophenotype analyses. We are grateful to Andrea Kretschmann for
excellent data management of the ALL-REZ BFM trial. 
This work was kindly supported by the Deutsche Kinderkrebsstiftung,
Germany and by the Kompetenznetz der Pädiatrischen Onkologie, BMBF,
Germany.

Correspondince: Cornelia Eckert
Charité, University, CVK Department of Pediatric Oncology/Hematology
Augustenburger Platz 1 13353 Berlin, Germany
Tel: +4930-450-566088 Fax: +4930-450-566946
E-mail: cornelia.eckert@charite.de

Keywords: very late second ALL-relapse, 
isolated CNS relapse of ALL, clonal stability,
childhood ALL

References

1. Harms DO, Janka-Schaub GE. Co-operative study group for
childhood acute lymphoblastic leukemia (COALL): long-term
follow-up of trials 82, 85, 89 and 92. Leukemia 2000;14:2234-
9.

2. Henze G, Fengler R, Hartmann R. Chemotherapy for relapsed
childhood acute lymphoblastic leukemia: Results of the BFM
Study Group. Haematol Blood Transfus 1994;36:374-379.

3. Zorn U, Duensing S, Langkopf F, Anastassiou G, Kirchner H,
Hadam M, et al. Active specific immunotherapy of renal cell
carcinoma: cellular and humoral immune responses. Cancer
Biother Radiopharm 1997;12:157-65.

4. van Dongen JJ, Adriaansen HJ, Hooijkaas H.
Immunophenotyping of leukaemias and non-Hodgkin's lym-
phomas. Immunological markers and their CD codes. Neth J
Med 1988;33:298-314.

5. Groeneveld K, te-Marvelde JG, van-den-Beemd MW,
Hooijkaas H, van-Dongen JJ. Flow cytometric detection of
intracellular antigens for immunophenotyping of normal and
malignant leukocytes. Leukemia 1996;10:1383-9.

6. Bennett JM, Catovsky D, Daniel MT, Flandrin G, Galton DA,

Gralnick HR, et al. Proposals for the classification of the acute
leukaemias. French-American-British (FAB) co-operative
group. Br J Haematol 1976;33:451-8.

7. van-Dongen JJ, Macintyre EA, Gabert JA, Delabesse E, Rossi V,
Saglio G, et al. Standardized RT-PCR analysis of fusion gene
transcripts from chromosome aberrations in acute leukemia
for detection of minimal residual disease. Report of the BIO-
MED-1 Concerted Action: investigation of minimal residual
disease in acute leukemia. Leukemia 1999;13:1901-28.

8. Taube T, Seeger K, Beyermann B, Hanel C, Duda S,
Linderkamp C, et al. Multiplex PCR for simultaneous detec-
tion of the most frequent T cell receptor-delta gene rearrange-
ments in childhood ALL. Leukemia 1997;11:1978-82.

9. Pongers Willemse MJ, Seriu T, Stolz F, d'Aniello E, Gameiro P,
Pisa P, et al. Primers and protocols for standardized detection
of minimal residual disease in acute lymphoblastic leukemia
using immunoglobulin and T cell receptor gene rearrange-
ments and TAL1 deletions as PCR targets: report of the BIO-
MED-1 CONCERTED ACTION: investigation of minimal
residual disease in acute leukemia. Leukemia 1999;13:110-8.

10. Bottaro M, Berti E, Biondi A, Migone N, Crosti L.
Heteroduplex analysis of T-cell receptor gamma gene
rearrangements for diagnosis and monitoring of cutaneous T-
cell lymphomas. Blood 1994;83:3271-8.

11. Eckert C, Landt O. Real-time PCR to detect minimal residual
disease in childhood ALL. Methods in Molecular Medicine
2004;91:175-82.

12. Eckert C, Biondi A, Seeger K, Cazzaniga G, Hartmann R,
Beyermann B, et al. Prognostic value of minimal residual dis-
ease in relapsed childhood acute lymphoblastic leukaemia.
Lancet 2001;358:1239-41.

13. Goulden N, Langlands K, Steward C, Katz F, Potter M,
Chessells J, et al. PCR assessment of bone marrow status in
'isolated' extramedullary relapse of childhood B-precursor
acute lymphoblastic leukaemia. Br J Haematol 1994;87:282-5.

14. Neale GA, Pui CH, Mahmoud HH, Mirro J, Jr., Crist WM,
Rivera GK, et al. Molecular evidence for minimal residual bone
marrow disease in children with 'isolated' extra-medullary
relapse of T-cell acute lymphoblastic leukemia. Leukemia
1994;8:768-75.

15. Kuo AH, Yataganas X, Galicich JH, Fried J, Clarkson BD.
Proliferative kinetics of central nervous system (CNS)
leukemia. Cancer 1975;36:232-9.

16. Tsukada M, Komiyama A, Akabane T. Scanning electron
microscopic study on central nervous system leukemia in chil-
dren. Nippon Ketsueki Gakkai Zasshi 1979;42:635-40.

17. Tsuchiya J, Moteki M, Shimano S, Shinonome S, Suda T,
Omine M, et al. Proliferative kinetics of the leukemic cells in
meningeal leukemia. Cancer 1978;42:1255-62.

18. Sneller MC. Common variable immunodeficiency. Am J Med
Sci 2001;321:42-8.

19. Filipovich AH, Shapiro R, Robison L, Mertens A, G F, eds.
Lymphoproliferative disorders associated with immunodefi-
ciency. London: Edward Arnold, 1990.

20. Mori H, Colman SM, Xiao Z, Ford AM, Healy LE, Donaldson
C, et al. Chromosome translocations and covert leukemic
clones are generated during normal fetal development. Proc
Natl Acad Sci U S A 2002;99:8242-7.

21. Greaves M. Childhood leukaemia. BMJ 2002;324:283-7.
22. Greaves M. Cancer: the evolutionary legacy. Oxford:

University Press 2000.
23. Groves F, Sinha D, Auvinen A. Haemophilus influenzae type b

vaccine formulation and risk of childhood leukaemia. Br J
Cancer 2002;87(5):511-2.

24. Groves F, Gridley G, Wacholder S, Shu X, Robison L, Neglia J,
et al. Infant vaccinations and risk of childhood acute lym-
phoblastic leukaemia in the USA. Br J Cancer 1999;81(1):175-
8.

25. Nishi M, Miyake H. A case-control study of non-T cell acute
lymphoblastic leukaemia of children in Hokkaido, Japan. J
Epidemiol Community Health 1989;43(4):352-5.

haematologica online 2004

haematologica/the hematology journal | 2004; 89(online) | 79 |


