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Erratum to: “Multilevel defects in the hematopoietic niche

in essential thrombocythemia”
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In the original version of our article, “Multilevel defects in the hematopoietic niche in essential thrombocythemia’

Figure 5D and Figure 7C displayed a similar GAPDH immunoblot.
The correct Figure 7 is shown here. The authors apologize for this error and state
entific conclusions of the study.
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Figure 7. WDR4 acts through the ERK-GSK3p-CREB pathway to enhance IL-6 expression and secretion by bone marr

and their respective controls. (C) CREB-specific small interfering RNA (siRNA) decreased CREB expression in bone m

by WDR4 overexpression was at least partially suppressed by an ERK1/2 inhibitor (SCH772984), GSK3 inhibitor (SB
CREB-specific siRNA as determined by qPCR (D), Western blotting (E), and ELISA (F). MSC used in each assay were
four. All the experiments were repeated at least 3 times. *P<0.05; **P<0.01; ***P<0.001; ****P<0.0001. Data are prese
mean * standard deviation. NC: normal control.
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