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Supplemental table 1. Univariable and multivariable analyses for RFS

Variables

HMA-VEN vs IC

Age>70

Prior Myeloid
malignancies

Response Status prior
to allo-SCT (cCR vs
MLFS)
Monosomal Karyotype

Complex Karyotype

Del5q

Del7

Chr 17p abn

IDH2

N/KRAS

TP53

HR

0.66

1.2

0.43

2.03

1.24

1.06

2.23

1.17

0.79

2.49

1.38

95% CI

0.59-1.74

0.35-1.25

0.69-2.07

0.21-0.88

1.17-3.53

0.73-2.13

0.54-2.06

1.18-4.21

0.52-2.6

0.38-1.61

1.33-4.68

0.73-2.62

Relapse-Free Survival*

Univariable analyses

P

0.96

0.21

0.52

0.021

0.012

0.43

0.87

0.014

0.71

0.51

0.004

0.32

Multivariable analysis

HR 95% CI P

0.49 0.22-1.08 0.08

0.29 0.12-0.72 0.0075

3.82 1.68-8.67 0.0014

2.39 1.10-5.19 0.028

¥ Final multivariable model was reached after using a stepwise regression to minimize model

complexity

* Relapse-Free Survival was performed on N=105 patients, N=48 in the HMA-VEN cohort and

N=57 in the IC cohort



Initial cohort
(n=140)

Included
(n=139)

IC
(n=84)

OS post ASCT analysis

(n=84, ev=50)
Missing ORR or
no response (n=20)
Relapse before alloHSCT (n=7) RFS/NRM/RI/Osb

post ASCT analyses
(n=57, ev=37/16/21/31)

Allo-5CT prior to AML
diagnosis (n=1)

HMA+Ven
(n=55)

OS post ASCT analysis
(n=55, ev=25)

RFS/NRM/RI/Osb
post ASCT analyses
(n=48, ev=22/7/15/20)

Missing ORR or
no response (n=7)

Supplemental figure 1. Consort diagram of the study cohort
ASCT = Allogeneic stem-cell transplant

ev = Event




A Subgroup

IC HMA-Ven HR HMA-Ven vs IC [95% CI] p

Age <70yo 41165 (63.08%) 16136 (44.44%) e 1.11[0.61,2] 0.739
= 70yo 9/19 (47.37%) 10/19 (52.63%) — 1.42 [0.55,3.65] 0.466
Prior myeloid malignancy 16/22 (72.73%) 9/19 (47.37%) e 0.95[0.42,2.11] 0.891
Therapy related 11/15 (73.33%) 3/6 (50%) —_—T 0.51[0.14,1.85] 0.309
Complex Gytogenetics 16/22 (72.73%) 13/29 (44.83%) o 0.95[0.47,1.93] 0888
Monesomal Cytogenetics 13/15 (86.67%) 10/24 (41.67%) — 0.53[0.25,1.14] 0.105
Del5q 12/13 (92.31%) 10/16 (62.5%) — 0.32[0.12,0.88] 0.027
Cel7 6/7 (85.71%) 6/14 (42.86%) — 0.81 [0.26,2.5] 0.709
Chr17p abn 5/5 (100%) 7/13 (53.85%) e 0.311[0.08,1.19] 0.088
NRAS/KRAS 8/11 (72.73%) 3/6 (50%) 2.07 [0.5,8.46) 0.314
TP53 10/11 (90.81%) 9/18 (50%) — 0.39[0.16,0.98] 0.044
ELN 2024 Adv 9/10 (90%) 9/18 (50%) — 0.41[0.16,1.04] 0.06
ELN 2024 Int/Fav 34/65 (52.31%) 21/37 (56.76%) — 1.46[0.79,2.69] 0.224
no cCR 18/24 {75%) 9/12 (75%) — 1.37[0.81,3.07] 0.451
cCR 32/59 (54 24%) 26/41 (63.41%) R 103 [0.55,1.95] 0916
MRD- 12/24 (50%) 9/22 (40.91%) B 0.96[0.4,2.3] 0.927
MRD+ 9/14 (64.29%) 418 (50%) — 0.87 [0.27,2.83] 0.814
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Favors HMA-Ven Favor'S IC
B Subgroup IC HMA-Ven HR HMA-Ven vs IC [95% CI] p

Age <70yo 32/46 (69.57%) 15/32 (46.88%) —— 1.06 [0.56,1.98] 0.864
2 70yo 5/11 (45.45%) 9/16 (56.25%) 1.22[0.38,3.93] 0.74
Prior myeloid malignancy 11/16 (88.75%) 7/15 (46.67%) _— 0.9 [0.36,2.26] 0.818
Therapy related 7/10 (70%) 2/6 (33.33%) — 0.87 [0.25,3.02] 0.831
Complex Cytogenetics 8/12 (86.67%) 11/25 (44%) — 1.12 [0.45,2.79] 0.811
Moncsomal Cytogenetics 9/9 (100%) 8/20 (40%) — 0.31[0.12,0.78] 0.013
Del5q 6/6 (100%) 8/13 (61.54%) —_— 0.23[0.06,0.82] 0.023
Del? 5/5 (100%) 4/12 (33.33%) -— 0.22[0.06,0.82] 0.024
Chr17p abn 3/3 (100%) 6710 (60%) _ 0.15[0.03,0.94] 0.042
NRAS/KRAS 10/10 (100%) 2/5 (40%) 1.4410.38,5.54] 0.592
TP53 3/3 (100%) 8/17 (47.06%) — 0.3[0.07,1.2] 0.089
ELN 2024 Adv 3/3 (100%) 9/17 (52.94%) — 0.3[0.07,1.2] 0.089
ELN 2024 Int/Fav 30/48 (62.5%) 1831 (58.06%) B 1.12[0.57,2.2] 0.738
cCR 34/53 (64.15%) 25/41 (60.98%) — 0.87 [0.47,1.6] 0.662
MRD- 14/22 (63.84%) 11/22 (50%) — 0.83[0.37,1.83] 0.638
MRD+ 5/10 (50%) 4/8 (50%) 1.47 [0.39,5.51] 0.572
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Supplemental figure 2. Subgroup analysis of OS (A) and RFS (B) for HMA-VEN vs intensive
chemotherapy. Forest plots show a comparison of OS and RFS for patients treated with HMA-VEN vs

intensive induction chemotherapy (IC) by clinical and molecular subgroups.
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