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Different primary thyroid B-cell lymphomas show overlapping mutation profiles, suggesting involvement of a common pathogenic process
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SUPPLEMENTARY MATERIALS 

SUPPLEMENTARY METHODS 

Detection of BCL6 rearrangements by capture-based sequencing 

Two cases (FL-09 and FL-16) were analysed using a bespoke capture panel designed to target 
genomic regions encompassing and flanking BCL6 and the immunoglobulin loci (IGH, IGK and IGL), 
enabling detection of BCL6 rearrangements (Supplementary Table 4). 

Library preparation and target enrichment were performed similarly as described in the targeted 
next-generation sequencing section for mutation analysis. Briefly, 100 ng of FFPE-derived DNA was 
fragmented by Covaris ultrasonication, indexed using xGen™ UDI-UMI adapters (IDT), and enriched 
using the custom translocation capture probes. Enriched libraries were PCR-amplified and 
sequenced using 2 × 150 bp paired-end reads on an Illumina Novaseq X 25B platform. Read 
alignment and processing were performed using the same bioinformatic pipeline applied to the 
mutation panel. 

Chromosomal translocations were identified using a combination of three structural variant callers: 
GRIDDS1, Manta2 and Delly3. Only on-target translocations supported by more than five split reads 
and assigned a “PASS” quality status were retained for downstream analysis. All candidate 
translocations were subsequently reviewed manually using the Integrative Genomics Viewer (IGV)4. 



A

B

Supplementary Figure S1.  Sequencing coverage of targeted NGS.  DNA quality as measured by PCR of 
variable-sized genomic fragments is indicated on top of each panel.  All cases with DNA quality only 
amenable for PCR amplification up to 300bp were investigated in duplicates.

SUPPLEMENTARY FIGURES 



BCL6 tr+ FLBCL6 tr+ FL

Supplementary Figure S2.  Histopathology of a primary thyroid FL with BCL6 translocation .  The case 
(FL-11) displays follicular growth pattern with little involvement of the interfollicular region.  The 
neoplastic B cells are CD10 negative but express BCL6.
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Supplementary Figure S3. Comparison of mutation load and signature among thyroid EMZL, FL 
and DLBCL.  For mutation load analysis, all somatic variants (synonymous, non-synonymous, indels 
and changes in UTRs) are included, while for mutation signature analysis, only somatic single 
nucleotide changes are used. SHM: somatic hypermutation; SBS: single base substitutions.
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Supplementary Figure S4. Heatmap presentation of all potentially pathogenic mutations 
identified in in all three lymphoma entities.  The mutated genes are grouped according to their 
association with lymphoma entity and ordered according to frequency. * and ** denote known 
and predicted somatic hypermutation targets respectively. FL: follicular lymphoma; DLBCL: diffuse 
large B-cell lymphoma; EMZL: extranodal marginal zone lymphoma of mucosa-associated 
lymphoid tissue; tr+ve: translocation positive, tr-ve: translocation negative; SNV: single nucleotide 
variation; SHM: somatic hypermutation.
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Figure S5:  continue to the next page 
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Supplementary Figure S5.  Characteristics and distribution of mutations identified in genes 
frequently mutated in thyroid EMZL, DLBCL and BCL2 translocation negative FL. 
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Supplementary Figure S6. Comparison of mutation frequency between subsets of thyroid EMZL 
and FL as indicated. FL: follicular lymphoma; EMZL: extranodal marginal zone lymphoma of 
mucosa-associated lymphoid tissue; tr+ve: translocation positive, tr-ve: translocation negative. 
* denotes significant changes between subsets.
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Supplementary Figure S7. Additional translocations detected in BCL6 translocation positive 
thyroid FL and EMZL by targeted locus capture-based next generation sequencing (TLC-NGS). The 
sequence annotations are based on human genome (hg19) together with IGH super enhancers 
according to to Mikulasova et al 5. FL: follicular lymphoma; EMZL: extranodal marginal zone 
lymphoma of mucosa-associated lymphoid tissue; cen: centromeric; tel: telomeric.



SUPPLEMENTARY TABLES  
 
Supplementary Table S1. An$bodies and DNA probes used for immunohistochemistry and FISH 
respec$vely. 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

Antibodies used for Immunohistochemistry  Antibody type Clone name Source

CD10 Mouse Monoclonal 56C6 Leica Microsystems Ltd., Newcastle-upon-Tyne, U.K.
CD21 Mouse Monoclonal 2G9 Leica Microsystems Ltd., Newcastle-upon-Tyne, U.K.
BCL2 Rabbit Monoclonal E17 Abcam, Cambridge, U.K.
BCL6 Mouse Monoclonal LN22 Leica Microsystems Ltd., Newcastle-upon-Tyne, U.K.

STMN1 Rabbit Monoclonal SP49 Sigma-Aldrich, St. Louis, Missouri, U.S.
GCET1 Mouse Monoclonal RAM341 Abcam Limited, Cambridge, U.K
HGAL  Rabbit Monoclonal EPR14333 Abcam Limited, Cambridge, U.K
LMO2  Rabbit Monoclonal SP51 Sigma-Aldrich, St. Louis, Missouri, U.S.

 DS9800 Leica Microsystems Ltd., Newcastle-upon-Tyne, UK

Probes for FISH Cat no. Source
BCL6  Dual Colour Break Apart FISH Probe 01N23-020 Vysis
BCL2  Dual Colour Break Apart FISH Probe 05N51-020 Vysis

Primary antibodies

Supplementary Table S1:   Antibodies and DNA probes used for immunohistochemistry and FISH respectively

HRP-conjugated secondary polymer  
Secondary antibodies



Supplementary Table S2. Clinical and laboratory features of thyroid lymphoma cohort. 

 
 

 

R-CHOP, rituximab cyclophosphamide, adriamycin, vincris<ne, and prednisolone; LDH, lactase dehydrogenase; TgAb, thyroglobulin an<body; TPO, thyroperoxidase an<body; TSH, thyroid
s<mula<ng hormone; BMT, bone marrow transplant; T3, Triiodothyronine; T4, thyroxine; sIL2R, soluble interleukin-2 receptor, sIL2R; HT, Hashimoto’s thyroidi<s; EMZL, extranodal marginal 
zone lymphoma of mucosa-associated lymphoid <ssue; FL, follicular lymphoma; DLBCL, diffuse large B-cell lymphoma; NA, not available.   
       
* Pa<ents treated with levothyroxine were removed from the analysis        
          
** Three cases were originally diagnosed as HT          
 
*** Clinical staging was undertaken in accordance to the Ann Arbor staging system for lymphomas (6). 
      

Thyroid DLBCL 
BCL2 

translocation 
positive 

BCL6 
translocation 

positive

BCL2 /BCL6 
translocation positive

BCL2 /BCL6 
translocation 

negative

BCL6  translocation 
positive

BCL6 
translocation 

negative**

<60 3 (5) 1 (10) 0 (1) 1 (5) 3 (11) 3 (30) 5 (34)
≥60, <70 1 (5) 1 (10) 1 (1) 1 (5) 5 (11) 8 (30) 11 (34)
≥70, <80 1 (5) 4 (10) 0 (1) 3 (5) 2 (11) 15 (30) 11 (34)

≥80 0 (5) 4 (10) 0 (1) 0 (5) 1 (11) 4 (30) 7 (34)
male 0 (5) 2 (10) 0 (1) 1 (5) 0 (11) 27 (30) 7 (34)

female 5 (5) 8 (10) 1 (1) 4 (5) 11 (11) 3 (30) 27 (34)
IE 2 (5) 8 (10) 0 (1) 2 (4) 8 (11) 18 (25) 6 (33)
IIE 2 (5) 2 (10) 0 (1) 2 (4) 2 (11) 6 (25) 23 (33)
IIIE 1 (5) 0 (10) 1 (1) 0 (4) 0 (11) 1 (25) 2 (33)
IVE 0 (5) 0 (10) 0 (1) 0 (4) 1 (11) 0 (25) 2 (33)
Yes 5 (5) 7 (10) 0 (1) 5 (5) 9 (11) 29 (29) 28 (34)
No 0 (5) 3 (10) 1 (1) 0 (5) 2 (11) 0 (29) 6 (34)

All cases [range] [median] 2.3 [0.02-9.9] 
[0.17] (5)

1.4 [0.03-8.5] 
[0.15] (7)

NA 8.1 [0.03-30.5] 
[0.09] (5)

1.39 [0.05-5.21] 
[0.18] (9)

7.2 [0-37.3] 
[2.9] (28)

6.7 [0.03-50] 
[0.15] (27)

Exclude "simultaneous” HT 
diagnosis"  [median][range] 

5.5 [1.2-9.9] 
[5.5] (2) 

4.6 [0.77-8.5] [4.6] 
(2)

NA 20 [9.6-30.5] [20] 
(2)

3.9 [3.2-5.2] [3.2] 
(3)

8.74 [0.09-37.3] 
[5.64] (23)

16.3 [0.44-50] 
[10.3] (11)

Normal  (U/ml) [≦ 40] 1 (5) 3 (9) 1 (1) 0 (3) 2 (8) 3 (14) 6 (23)
High 4 (5) 6 (9) 0 (1) 3 (3) 6 (8) 11 (14) 17 (23)

Normal (U/ml)[≦28] 3 (5) 5 (9) 1 (1) 2 (3) 3 (8) 4 (14) 12 (23)
High 2 (5) 4 (9) 0 (1) 1 (3) 5 (8) 10 (14) 11 (23)

Normal (pg/ml) [2.2-4.3] 5 (5) 9 (9) 1 (1) 3 (3) 8 (8) 13 (13) 21 (23)
Abnormal 0 (5) 0 (9) 0 (1) 0 (3) 0 (8) 0 (13) 2 (23)

Normal (ng/dl) [0.8-1.6] 5 (5) 8 (9) 1 (1) 3 (3) 8 (8) 12 (13) 19 (23)
Abnormal 0 (5) 1 (9) 0 (1) 0 (3) 0 (8) 1 (13) 4 (23)

Normal (U/ml) [0.2-4.5] 4 (5) 6 (9) 1 (1) 3 (3) 5 (8) 8 (13) 11 (23)
High 1 (5) 3 (9) 0 (1) 0 (3) 3 (8) 5 (13) 12 (23)

Normal (IU/L) [124-222] 3 (5) 6 (10) 1 (1) 5 (5) 6 (11) 25 (27) 16 (33)
High 2 (5) 4 (10) 0 (1) 0 (5) 5 (11) 2 (27) 17 (33)

Normal (U/ml) [145-519] 3 (4) 6 (9) 1 (1) 1 (5) 8 (11) 17 (26) 6 (33)
High 1 (4) 3 (9) 0 (1) 4 (5) 3 (11) 9 (26) 27 (33)
Yes 0 (5) 1 (10) 0 (1) 2 (5) 3 (11) 14 (27) 10 (33)
No 5 (5) 9 (10) 1 (1) 3 (5) 8 (11) 13 (27) 23 (33)

Surgery + Nothing 0 (4) 1 (10) 0 (1) 0 (3) 0 (11) 6 (29) 1 (19)
Thyroid lobectomy + Nothing 1 (4) 0 (10) 0 (1) 0 (3) 1 (11) 4 (29) 0 (19)
Surgery + Radiation therapy 1 (4) 8 (10) 0 (1) 0 (3) 10 (11) 19 (29) 2 (19)

Surgery + Rituximab 0 (4) 1 (10) 0 (1) 0 (3) 0 (11) 0 (29) 0 (19)
R-CHOP or similar regiment 0 (4) 0 (10) 1 (1) 1 (3) 0 (11) 0 (29) 8 (19)
R-CHOP + Radiation therapy 2 (4) 0 (10) 0 (1) 2 (3) 0 (11) 0 (29) 8 (19)

R-CHOP + BMT 0 (4) 0 (10) 0 (1) 0 (3) 0 (11) 0 (29) 0 (19)
No Change 1 (4) 0 (10) 0 (1) 0 (1) 0 (10) 0 (22) 0 (12)

Partial Response 0 (4) 3 (10) 1 (1) 0 (1) 4 (10) 6 (22) 6 (12)
Complete Response 3 (4) 7 (10) 0 (1) 1 (1) 6 (10) 16 (22) 6 (12)

Stay remission 5 (5) 9 (10) 1 (1) 5 (5) 10 (11) 24 (26) 32 (34)
Progressed/alive 0 (5) 1 (10) 0 (1) 0 (5) 1 (11) 1 (26) 2 (34)
Progressed/died 0 (5) 0 (10) 0 (1) 0 (5) 0 (11) 0 (26) 0 (34)

Died due to other reason 0 (5) 0 (10) 0 (1) 0 (5) 0 (11) 1 (26) 0 (34)

Thyroid FL Thyroid EMZL

Age

Sex

Levothyroxine 
supplement

TSH*

LDH

sIL2R

Lymphoma primary 
treatment 

Response 

Survival 

Generic clinical 
data Stage***

Clinical 
biochemical results

Treatment and 
outcome

TgAb*

TPOAb*

FT3*

FT4*

Hashimoto's thyroiditis

Average duration of HT to 
lymphoma (range), years



Supplementary Table S3. List of the genes inves$gated by TWIST capture and NGS. 

ATM BCL10 Adenosine receptor ADORA3 GPR83 BCR signaling BANK1
TP53 BIRC3 ACKR3 GPR132 BRCA2
FAS CARD11 ACKR4 GPR174 REV3L

KLHL6 CD79A CCR1 GPR183 POLK
PIK3CD CD79B CCR10 GPR32 RIF1
PRDM1 MAP3K14 CCR3 GPR34 RGS3
POU2F2 MYD88 CCR4 GPR35 TIAM2
FOXO1 TNFAIP3 CCR5 GPR55 LRRC32
ARID1A TNFRSF11A CCR6 GPR87 LY75
CREBBP TNIP1 CCR7 LGR4 ANXA1
EP300 TRAF3 CCR8 LGR5 MAPK-ERK signalling RAF1
KLF2 NFKBIA CCR9 LGR6 NF-κB pathway CPNE1

KMT2D TRAF6 CCRL2 P2RY10 Transcription Factor EB TFEB
TBL1XR1 IKBKB CX3CR1 P2RY8 BCOR

TET2 ID3 CXCR3 AFF3
YY1 Jak-STAT signalling pathway PIM1 CXCR4 EIF3J

KMT2C Wnt signalling APC CXCR5 Ubiquitin Specific Protease USP28
SETBP1 Cell cycle regulation RB XCR1 Zinc Finger ZC3H18

HIST1H1E / CD36 Class A_lipid like PTAFR TENM2
MEF2B / MKI67 Class A receptor SUCNR1
SPEN Leukotriene receptor CYSLTR1 
IGLL5 Neurotensin receptor NTSR2
CIITA Protease-activated receptor F2R
B2M Prostaglandin PTGER4
CD58 S1PR2

CD274 S1PR3
TNFRSF14 S1PR4
NOTCH1 S1PR5
NOTCH2 / GPR155

BCL6 Zinc Finger ZNF608 ABC transporter ABCA3 BRAF
EBF1 / DUSP2 EZH2 KRAS
IRF8 / MGA MAP2K1 NRAS

ITPKB / OSBPL10 B cell development PAX5
ZFP36L1 / PLEC cAMP mediated signalling PCLO

Cell apoptosis BCL2 / VMP1 Cell Cycle CCND3
BTG1 BCL7A
BTG2 HIST1H1D

CDKN2A SMARCA4
ANKRD11 ERBB4
HIST1H1B ETV1
HIST1H1C ATP6AP1

HIST1H2BK ATP6V1B2
SETD1B RRAGC
SETD2 BCR

ARID1B BTK
ARID5B STAT family member STAT6

Ga13 signalling GNA13 Tumor suppresor LRP1B
PDCD1LG2 Ras homolog RHPN2

CD70 Immune related TMEM30A
IRF2BP2 / CSMD3

IRF4 / FOXP1
MPEG1 / PABPC1

/ RHOA
/ XPO1

JAK-STAT signaling SOCS1
Non-canonical NF-KB LTB

DTX1
SGK1

CANDIDATE GENES -WES

Apoptosis/DNA damage

DNA damage and repair

B cell development

MALT LYMPHOMA RELATED GPCR GENE

GPCR signaling

Immune related

Class A orphan receptor

Chemokine receptor

NF-κB pathway

Cell cycle
Epigenetic Regulator

Epigenetic/Translational 
regulator

S1P receptor

Transcriptional regulator

Immune related

NOTCH pathway

IN TOTAL: 172 GENES
Apoptosis/DNA damage

COVERAGE: 99.63 % 

TARGET SIZE: 541,301bp

DLBCL RELATED FL RELATED THYROID LYMPHOMA RELATED

B cell development
MAPK-ERK signalling 

49 GENES 43 GENES 19 GENES
PANEL DETAILS

3 GENES

SEQUENCEABLE: 539,323bp

Epigenetic/Translational 
regulator

mTORC1 signaling

NF-kB pathway

Immune related 

NOTCH signalling

33 GENES 25 GENES



Supplementary Table S4:  List of the genes and coordinates  inves$gated by TWIST capture 
transloca$on panel and NGS. 

Chromosome Start Stop TWIST Tiling strategy Target gene area
chr3 187,721,376 188,032,725 4x BCL6
chr14 105546276 105940295 4x IGH
chr2 88686728 89330586 4x IGK
chr22 22322441 23061520 4x IGL



Sample_ID Variant.ID Gene Regions Nature of Variants Gene Transcript ID cDNA Change Protein Change
DLBCL-01 chr4:105237335_ATCTTGCAGATGT>- exonic frameshift deletion TET2 NM_001127208 c.3393_3405del p.P1131fs
DLBCL-01 chr1:26772989_T>C splicing . ARID1A . . .
DLBCL-01 chr4:101790804_G>C UTR5 . BANK1 . . .
DLBCL-01 chr7:2947649_C>T exonic nonsynonymous SNV CARD11 NM_001324281 c.G146A p.C49Y
DLBCL-01 chr7:2939924_T>C exonic nonsynonymous SNV CARD11 NM_001324281 c.A689G p.D230G
DLBCL-01 chr9:5456116_G>A exonic nonsynonymous SNV CD274 NM_014143 c.G3A p.M1I
DLBCL-01 chr2:136118047_C>G exonic nonsynonymous SNV CXCR4 NM_001348056 c.G14C p.S5T
DLBCL-01 chr1:23559283_G>C exonic stopgain ID3 NM_002167 c.C144G p.Y48X
DLBCL-01 chr3:31981181_G>A UTR5 . OSBPL10 . . .
DLBCL-01 chr16:11254811_G>C UTR3 . SOCS1 . . .
DLBCL-01 chr12:49032974_G>A exonic stopgain KMT2D NM_003482 c.C11731T p.Q3911X
DLBCL-01 chr8:100718280_G>A exonic nonsynonymous SNV PABPC1 NM_002568 c.C194T p.A65V
DLBCL-01 chr12:121830174_C>G exonic nonsynonymous SNV SETD1B NM_015048 c.C5707G p.P1903A
DLBCL-01 chr19:11033309_G>A exonic nonsynonymous SNV SMARCA4 NM_001128844 c.G3566A p.R1189Q
DLBCL-01 chr16:11255183_C>G exonic nonsynonymous SNV SOCS1 NM_003745 c.G296C p.G99A
DLBCL-01 chr16:11255109_T>G exonic nonsynonymous SNV SOCS1 NM_003745 c.A370C p.T124P
DLBCL-01 chr6:137878627_CTTC>- exonic frameshift deletion TNFAIP3 NM_006290 c.1182_1185del p.F394fs
DLBCL-01 chr1:2559922_G>A exonic nonsynonymous SNV TNFRSF14 NM_003820 c.G404A p.C135Y
DLBCL-01 chr1:2561734_T>- exonic frameshift deletion TNFRSF14 NM_003820 c.613delT p.F205fs
DLBCL-01 chr5:151035645_CTC>- exonic nonframeshift deletion TNIP1 NM_006058 c.1456_1458del p.486_486del
DLBCL-01 chr17:65014792_C>G exonic nonsynonymous SNV GNA13 NM_006572 c.G599C p.R200T
DLBCL-01 chr10:89013348_AG>- exonic frameshift deletion FAS NM_000043 c.657_658del p.T219fs
DLBCL-01 chr4:105261769_T>C exonic nonsynonymous SNV TET2 NM_001127208 c.T3965C p.L1322P
DLBCL-01 chr22:22888075_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G22C p.V8L
DLBCL-01 chr22:22888150_A>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.A97G p.M33V
DLBCL-01 chr22:22888247_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G194C p.S65T
DLBCL-02 chr1:203305549_T>C UTR5 . BTG2 . . .
DLBCL-02 chr9:5456167_T>A splicing . CD274 . . .
DLBCL-02 chr16:89279359_G>A exonic stopgain ANKRD11 NM_001256182 c.C7183T p.Q2395X
DLBCL-02 chrX:40062882_A>C exonic nonsynonymous SNV BCOR NM_017745 c.T3935G p.L1312R
DLBCL-02 chrX:40062896_->CAATCCTCTTCTTCGTCTGCACACAGCACATCTGT exonic stopgain BCOR NM_017745 c.3920_3921insACAGATGTGCTGTGTGCAGACGAAGAAGAGGATTG p.C1307_Q1308delinsX
DLBCL-02 chr7:140753332_T>G exonic nonsynonymous SNV BRAF NM_004333 c.A1803C p.K601N
DLBCL-02 chr1:203305748_G>A exonic nonsynonymous SNV BTG2 NM_006763 c.G142A p.E48K
DLBCL-02 chr7:2937981_C>A exonic nonsynonymous SNV CARD11 NM_001324281 c.G1069T p.D357Y
DLBCL-02 chr7:2944513_G>A exonic nonsynonymous SNV CARD11 NM_001324281 c.C383T p.T128M
DLBCL-02 chr5:158714160_G>A exonic nonsynonymous SNV EBF1 NM_024007 c.C1148T p.A383V
DLBCL-02 chr17:65056436_A>C exonic nonsynonymous SNV GNA13 NM_006572 c.T158G p.L53R
DLBCL-02 chr6:27146719_C>T exonic nonsynonymous SNV HIST1H2BK NM_080593 c.G80A p.G27D
DLBCL-02 chr1:234608927_G>A exonic nonsynonymous SNV IRF2BP2 NM_182972 c.C568T p.P190S
DLBCL-02 chr3:183492091_C>T exonic nonsynonymous SNV KLHL6 NM_130446 c.G1702A p.E568K
DLBCL-02 chr6:31580952_G>A exonic synonymous SNV LTB NM_002341 c.C492T p.Y164Y
DLBCL-02 chr6:37170533_C>G exonic nonsynonymous SNV PIM1 NM_001243186 c.C231G p.S77R
DLBCL-02 chr6:37170647_G>A exonic synonymous SNV PIM1 NM_002648 c.G72A p.K24K
DLBCL-02 chr6:134174562_C>A exonic nonsynonymous SNV SGK1 NM_001143676 c.G386T p.G129V
DLBCL-02 chr6:137877234_A>G exonic nonsynonymous SNV TNFAIP3 NM_006290 c.A964G p.T322A
DLBCL-02 chr18:62360041_C>T exonic nonsynonymous SNV TNFRSF11A NM_003839 c.C608T p.P203L
DLBCL-02 chr1:2556667_G>A exonic nonsynonymous SNV TNFRSF14 NM_003820 c.G3A p.M1I
DLBCL-02 chr17:65056513_C>G exonic nonsynonymous SNV GNA13 NM_006572 c.G81C p.Q27H
DLBCL-02 chr4:105241382_AGG>- exonic nonframeshift deletion TET2 NM_001127208 c.3453_3455del p.1151_1152del
DLBCL-02 chr10:89014299_G>A exonic nonsynonymous SNV FAS NM_000043 c.G857A p.G286E
DLBCL-02 chr22:22888080_T>C exonic synonymous SNV IGLL5 NM_001178126 c.T27C p.G9G
DLBCL-02 chr22:22888089_C>A exonic synonymous SNV IGLL5 NM_001178126 c.C36A p.T12T
DLBCL-02 chr22:22888136_T>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.T83G p.L28R
DLBCL-02 chr22:22888137_G>A exonic synonymous SNV IGLL5 NM_001178126 c.G84A p.L28L
DLBCL-02 chr22:22888147_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G94C p.A32P
DLBCL-02 chr22:22888191_A>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.A138C p.Q46H
DLBCL-02 chr22:22888233_A>C exonic nonsynonymous SNV IGLL5 NM_001256296 c.A74C p.D25A
DLBCL-03 chr3:31981239_G>A UTR5 . OSBPL10 . . .
DLBCL-03 chr3:31981245_G>A UTR5 . OSBPL10 . . .
DLBCL-03 chr3:187745451_T>A UTR5 . BCL6 . . .
DLBCL-03 chr3:187745454_A>C UTR5 . BCL6 . . .
DLBCL-03 chr12:122022044_C>A UTR5 . BCL7A . . .
DLBCL-03 chr2:136118044_A>T splicing . CXCR4 . . .
DLBCL-03 chr2:136118062_G>C UTR5 . CXCR4 . . .
DLBCL-03 chr12:113058089_C>T UTR5 . DTX1 . . .
DLBCL-03 chr5:159096341_A>G splicing . EBF1 . . .
DLBCL-03 chr5:159099523_A>C UTR5 . EBF1 . . .
DLBCL-03 chr7:13931751_T>G splicing . ETV1 . . .
DLBCL-03 chr6:31581860_C>G splicing . LTB . . .
DLBCL-03 chr3:132601287_G>T exonic nonsynonymous SNV ACKR4 NM_016557 c.G890T p.C297F
DLBCL-03 chr6:37170220_G>A UTR5 . PIM1 . . .
DLBCL-03 chr6:134173460_A>T splicing . SGK1 . . .
DLBCL-03 chr6:134175713_A>G UTR5 . SGK1 . . .
DLBCL-03 chr12:122022142_T>A exonic nonsynonymous SNV BCL7A NM_020993 c.T51A p.D17E
DLBCL-03 chr12:92144199_T>C exonic nonsynonymous SNV BTG1 NM_001731 c.A397G p.S133G
DLBCL-03 chr12:92144253_T>C exonic nonsynonymous SNV BTG1 NM_001731 c.A343G p.I115V
DLBCL-03 chr12:92145428_C>G exonic nonsynonymous SNV BTG1 NM_001731 c.G108C p.Q36H
DLBCL-03 chr1:203307415_->ACGTGATGGCAGTC exonic frameshift insertion BTG2 NM_006763 c.454_455insACGTGATGGCAGTC p.Y152fs
DLBCL-03 chr1:203305644_T>G exonic nonsynonymous SNV BTG2 NM_006763 c.T38G p.I13S
DLBCL-03 chr1:203305698_G>C exonic nonsynonymous SNV BTG2 NM_006763 c.G92C p.S31T
DLBCL-03 chr1:203305707_G>A exonic nonsynonymous SNV BTG2 NM_006763 c.G101A p.R34K
DLBCL-03 chr1:203305722_G>A exonic nonsynonymous SNV BTG2 NM_006763 c.G116A p.S39N
DLBCL-03 chr1:203305743_T>C exonic nonsynonymous SNV BTG2 NM_006763 c.T137C p.L46P
DLBCL-03 chr1:203305741_A>G exonic synonymous SNV BTG2 NM_006763 c.A135G p.A45A
DLBCL-03 chr1:203307265_C>T exonic synonymous SNV BTG2 NM_006763 c.C304T p.L102L
DLBCL-03 chr1:203305708_G>A exonic synonymous SNV BTG2 NM_006763 c.G102A p.R34R
DLBCL-03 chr1:116536100_G>A exonic stopgain CD58 NM_001779 c.C493T p.Q165X
DLBCL-03 chr9:21994330_A>T exonic nonsynonymous SNV CDKN2A NM_058195 c.T2A p.M1K
DLBCL-03 chr8:112689935_T>G exonic nonsynonymous SNV CSMD3 NM_198124 c.A1968C p.L656F
DLBCL-03 chr6:134175707_G>A UTR5 . SGK1 . . .
DLBCL-03 chr6:134174856_G>C UTR5 . SGK1 . . .
DLBCL-03 chr6:134174895_A>G UTR5 . SGK1 . . .
DLBCL-03 chr12:113058449_C>G exonic nonsynonymous SNV DTX1 NM_004416 c.C257G p.T86R
DLBCL-03 chr12:113058369_C>T exonic synonymous SNV DTX1 NM_004416 c.C177T p.S59S
DLBCL-03 chr2:96144771_A>C exonic nonsynonymous SNV DUSP2 NM_004418 c.T500G p.V167G
DLBCL-03 chr2:96144774_G>A exonic nonsynonymous SNV DUSP2 NM_004418 c.C497T p.P166L
DLBCL-03 chr2:96144795_C>T exonic nonsynonymous SNV DUSP2 NM_004418 c.G476A p.S159N
DLBCL-03 chr2:96144817_G>T exonic nonsynonymous SNV DUSP2 NM_004418 c.C454A p.P152T
DLBCL-03 chr2:96144858_C>T exonic nonsynonymous SNV DUSP2 NM_004418 c.G413A p.C138Y
DLBCL-03 chr2:96144879_C>G exonic nonsynonymous SNV DUSP2 NM_004418 c.G392C p.G131A
DLBCL-03 chr2:96145032_T>A exonic nonsynonymous SNV DUSP2 NM_004418 c.A323T p.H108L
DLBCL-03 chr2:96145102_G>C exonic nonsynonymous SNV DUSP2 NM_004418 c.C253G p.L85V
DLBCL-03 chr2:96145104_T>G exonic nonsynonymous SNV DUSP2 NM_004418 c.A251C p.E84A
DLBCL-03 chr2:96145170_G>A exonic nonsynonymous SNV DUSP2 NM_004418 c.C185T p.P62L
DLBCL-03 chr2:96144260_G>A exonic synonymous SNV DUSP2 NM_004418 c.C624T p.S208S
DLBCL-03 chr2:96145082_C>T exonic synonymous SNV DUSP2 NM_004418 c.G273A p.L91L
DLBCL-03 chr2:96145012_G>A exonic synonymous SNV DUSP2 NM_004418 c.C343T p.L115L
DLBCL-03 chr2:96145280_T>C exonic synonymous SNV DUSP2 NM_004418 c.A75G p.E25E
DLBCL-03 chr2:96145084_G>A exonic synonymous SNV DUSP2 NM_004418 c.C271T p.L91L
DLBCL-03 chr16:11254784_G>C UTR3 . SOCS1 . . .
DLBCL-03 chr16:11254807_C>G UTR3 . SOCS1 . . .
DLBCL-03 chr5:159097080_A>T exonic nonsynonymous SNV EBF1 NM_182708 c.T185A p.L62Q
DLBCL-03 chr5:159099470_C>T exonic synonymous SNV EBF1 NM_182708 c.G9A p.G3G
DLBCL-03 chr2:211947539_A>C exonic nonsynonymous SNV ERBB4 NM_005235 c.T312G p.I104M
DLBCL-03 chr16:11255485_G>C UTR5 . SOCS1 . . .
DLBCL-03 chr7:148827215_G>A exonic nonsynonymous SNV EZH2 NM_004456 c.C677T p.A226V
DLBCL-03 chr13:40665617_T>C exonic nonsynonymous SNV FOXO1 NM_002015 c.A596G p.D199G
DLBCL-03 chr13:40665967_G>T exonic nonsynonymous SNV FOXO1 NM_002015 c.C246A p.D82E
DLBCL-03 chr13:40665601_G>A exonic synonymous SNV FOXO1 NM_002015 c.C612T p.N204N
DLBCL-03 chr13:40665604_G>A exonic synonymous SNV FOXO1 NM_002015 c.C609T p.S203S
DLBCL-03 chr6:26234769_G>A exonic synonymous SNV HIST1H1D NM_005320 c.C165T p.R55R
DLBCL-03 chr6:26156780_G>C exonic nonsynonymous SNV HIST1H1E NM_005321 c.G390C p.K130N
DLBCL-03 chr6:26156797_A>G exonic nonsynonymous SNV HIST1H1E NM_005321 c.A407G p.K136R
DLBCL-03 chr6:26156800_A>G exonic nonsynonymous SNV HIST1H1E NM_005321 c.A410G p.K137R
DLBCL-03 chr6:26156826_A>C exonic nonsynonymous SNV HIST1H1E NM_005321 c.A436C p.T146P
DLBCL-03 chr6:26156854_C>G exonic nonsynonymous SNV HIST1H1E NM_005321 c.C464G p.P155R
DLBCL-03 chr16:11255479_C>T UTR5 . SOCS1 . . .
DLBCL-03 chr16:11255481_T>C UTR5 . SOCS1 . . .
DLBCL-03 chr14:68792881_C>G splicing . ZFP36L1 . . .
DLBCL-03 chr1:226736566_G>C exonic nonsynonymous SNV ITPKB NM_002221 c.C893G p.A298G
DLBCL-03 chr1:226737157_C>G exonic nonsynonymous SNV ITPKB NM_002221 c.G302C p.S101T
DLBCL-03 chr1:226737315_G>T exonic nonsynonymous SNV ITPKB NM_002221 c.C144A p.F48L
DLBCL-03 chr1:226736961_G>A exonic synonymous SNV ITPKB NM_002221 c.C498T p.S166S
DLBCL-03 chr3:183492153_T>C exonic nonsynonymous SNV KLHL6 NM_130446 c.A1640G p.E547G
DLBCL-03 chr3:183555382_G>T exonic nonsynonymous SNV KLHL6 NM_130446 c.C272A p.A91D
DLBCL-03 chr3:183555386_G>C exonic nonsynonymous SNV KLHL6 NM_130446 c.C268G p.L90V
DLBCL-03 chr3:183555413_G>C exonic nonsynonymous SNV KLHL6 NM_130446 c.C241G p.Q81E
DLBCL-03 chr3:183555424_C>G exonic nonsynonymous SNV KLHL6 NM_130446 c.G230C p.C77S
DLBCL-03 chr3:183555569_C>G exonic nonsynonymous SNV KLHL6 NM_130446 c.G85C p.D29H
DLBCL-03 chr6:31581814_C>G exonic nonsynonymous SNV LTB NM_002341 c.G208C p.G70R
DLBCL-03 chr6:31581823_G>C exonic nonsynonymous SNV LTB NM_002341 c.C199G p.Q67E
DLBCL-03 chr6:31581859_C>T exonic nonsynonymous SNV LTB NM_002341 c.G163A p.V55I
DLBCL-03 chr14:35404443_G>A exonic stopgain NFKBIA NM_020529 c.C202T p.Q68X
DLBCL-03 chrX:1466471_A>T exonic nonsynonymous SNV P2RY8 NM_178129 c.T88A p.Y30N
DLBCL-03 chrX:1466333_A>G exonic synonymous SNV P2RY8 NM_178129 c.T226C p.L76L
DLBCL-03 chr6:37170564_C>G exonic nonsynonymous SNV PIM1 NM_001243186 c.C262G p.L88V
DLBCL-03 chr6:37170643_C>G exonic nonsynonymous SNV PIM1 NM_002648 c.C68G p.T23S
DLBCL-03 chr6:37170648_C>G exonic nonsynonymous SNV PIM1 NM_002648 c.C73G p.L25V
DLBCL-03 chr6:37170773_G>A exonic nonsynonymous SNV PIM1 NM_002648 c.G83A p.G28D
DLBCL-03 chr6:37171170_G>C exonic nonsynonymous SNV PIM1 NM_002648 c.G286C p.V96L
DLBCL-03 chr6:37171228_G>C exonic nonsynonymous SNV PIM1 NM_002648 c.G344C p.S115T
DLBCL-03 chr6:37171311_C>G exonic nonsynonymous SNV PIM1 NM_002648 c.C427G p.L143V
DLBCL-03 chr6:37170626_C>T exonic synonymous SNV PIM1 NM_002648 c.C51T p.C17C
DLBCL-03 chr6:37171311_C>T exonic synonymous SNV PIM1 NM_002648 c.C427T p.L143L
DLBCL-03 chr6:37171289_A>G exonic synonymous SNV PIM1 NM_002648 c.A405G p.E135E
DLBCL-03 chr6:37170644_C>G exonic synonymous SNV PIM1 NM_002648 c.C69G p.T23T
DLBCL-03 chr6:37171025_A>G exonic synonymous SNV PIM1 NM_002648 c.A234G p.G78G
DLBCL-03 chr6:134170907_A>- exonic frameshift deletion SGK1 NM_001143676 c.1332delT p.I444fs
DLBCL-03 chr6:134173348_C>G exonic nonsynonymous SNV SGK1 NM_001143676 c.G628C p.A210P
DLBCL-03 chr6:134172735_G>C exonic nonsynonymous SNV SGK1 NM_001143676 c.C874G p.P292A
DLBCL-03 chr6:134173055_A>G exonic nonsynonymous SNV SGK1 NM_001143676 c.T802C p.Y268H
DLBCL-03 chr6:134173275_T>G exonic nonsynonymous SNV SGK1 NM_001143676 c.A701C p.E234A
DLBCL-03 chr6:134173284_T>C exonic nonsynonymous SNV SGK1 NM_001143676 c.A692G p.K231R
DLBCL-03 chr6:134173291_T>C exonic nonsynonymous SNV SGK1 NM_001143676 c.A685G p.I229V
DLBCL-03 chr6:134173308_A>G exonic nonsynonymous SNV SGK1 NM_001143676 c.T668C p.V223A
DLBCL-03 chr6:134173321_A>C exonic nonsynonymous SNV SGK1 NM_001143676 c.T655G p.Y219D
DLBCL-03 chr6:134173353_A>G exonic nonsynonymous SNV SGK1 NM_001143676 c.T623C p.L208P
DLBCL-03 chr6:134173470_A>T exonic nonsynonymous SNV SGK1 NM_001143676 c.T610A p.F204I
DLBCL-03 chr6:134173542_G>C exonic nonsynonymous SNV SGK1 NM_001143676 c.C538G p.L180V
DLBCL-03 chr6:134173545_T>C exonic nonsynonymous SNV SGK1 NM_001143676 c.A535G p.N179D
DLBCL-03 chr6:134174024_T>C exonic nonsynonymous SNV SGK1 NM_001143676 c.A494G p.N165S
DLBCL-03 chr6:134174037_G>C exonic nonsynonymous SNV SGK1 NM_001143676 c.C481G p.P161A
DLBCL-03 chr6:134174056_C>A exonic nonsynonymous SNV SGK1 NM_001143676 c.G462T p.K154N
DLBCL-03 chr6:134174057_T>C exonic nonsynonymous SNV SGK1 NM_001143676 c.A461G p.K154R
DLBCL-03 chr6:134173309_C>T exonic nonsynonymous SNV SGK1 NM_001143676 c.G667A p.V223I
DLBCL-03 chr6:134173309_C>G exonic nonsynonymous SNV SGK1 NM_001143676 c.G667C p.V223L
DLBCL-03 chr6:134173141_ATA>- exonic nonframeshift deletion SGK1 NM_001143676 c.714_716del p.238_239del
DLBCL-03 chr6:134174041_C>T exonic synonymous SNV SGK1 NM_001143676 c.G477A p.Q159Q
DLBCL-03 chr6:134173525_A>G exonic synonymous SNV SGK1 NM_001143676 c.T555C p.N185N
DLBCL-03 chr6:134174035_A>T exonic synonymous SNV SGK1 NM_001143676 c.T483A p.P161P
DLBCL-03 chr6:134174032_C>T exonic synonymous SNV SGK1 NM_001143676 c.G486A p.E162E
DLBCL-03 chr6:134174011_A>G exonic synonymous SNV SGK1 NM_001143676 c.T507C p.S169S
DLBCL-03 chr6:134175649_G>A exonic stopgain SGK1 NM_001143678 c.C13T p.Q5X
DLBCL-03 chr6:134175546_A>G exonic nonsynonymous SNV SGK1 NM_001143678 c.T116C p.L39P
DLBCL-03 chr6:134175557_C>T exonic synonymous SNV SGK1 NM_001143678 c.G105A p.L35L
DLBCL-03 chr6:134174735_T>G exonic nonsynonymous SNV SGK1 NM_005627 c.A73C p.I25L
DLBCL-03 chr6:134174768_A>T exonic nonsynonymous SNV SGK1 NM_005627 c.T40A p.Y14N
DLBCL-03 chr6:134174786_C>G exonic nonsynonymous SNV SGK1 NM_005627 c.G22C p.A8P
DLBCL-03 chr19:11060083_G>C exonic nonsynonymous SNV SMARCA4 NM_001128844 c.G4807C p.E1603Q
DLBCL-03 chr16:11254864_G>C exonic nonsynonymous SNV SOCS1 NM_003745 c.C615G p.S205R
DLBCL-03 chr16:11255043_A>T exonic nonsynonymous SNV SOCS1 NM_003745 c.T436A p.C146S
DLBCL-03 chr16:11255055_C>G exonic nonsynonymous SNV SOCS1 NM_003745 c.G424C p.E142Q
DLBCL-03 chr16:11255163_T>C exonic nonsynonymous SNV SOCS1 NM_003745 c.A316G p.S106G
DLBCL-03 chr16:11255276_G>C exonic nonsynonymous SNV SOCS1 NM_003745 c.C203G p.T68R
DLBCL-03 chr16:11255430_C>A exonic nonsynonymous SNV SOCS1 NM_003745 c.G49T p.A17S
DLBCL-03 chr16:11255472_C>A exonic nonsynonymous SNV SOCS1 NM_003745 c.G7T p.A3S
DLBCL-03 chr16:11255475_C>A exonic nonsynonymous SNV SOCS1 NM_003745 c.G4T p.V2L
DLBCL-03 chr16:11255305_G>C exonic nonsynonymous SNV SOCS1 NM_003745 c.C174G p.F58L
DLBCL-03 chr16:11255178_A>G exonic nonsynonymous SNV SOCS1 NM_003745 c.T301C p.F101L
DLBCL-03 chr16:11255180_G>T exonic nonsynonymous SNV SOCS1 NM_003745 c.C299A p.T100N
DLBCL-03 chr16:11254810_AGTTAATGCTGCGTGCACGGCGGGCGCTGCCGGTCAAATCTGGA>- exonic frameshift deletion SOCS1 NM_003745 c.626_669del p.F209fs
DLBCL-03 chr16:11255305_G>A exonic synonymous SNV SOCS1 NM_003745 c.C174T p.F58F
DLBCL-03 chr16:11255302_A>G exonic synonymous SNV SOCS1 NM_003745 c.T177C p.R59R
DLBCL-03 chr16:11255281_G>C exonic synonymous SNV SOCS1 NM_003745 c.C198G p.R66R
DLBCL-03 chr16:11254921_C>T exonic synonymous SNV SOCS1 NM_003745 c.G558A p.V186V
DLBCL-03 chr14:68792884_T>A exonic stopgain ZFP36L1 NM_001244701 c.A262T p.K88X
DLBCL-03 chr5:124648804_G>C exonic nonsynonymous SNV ZNF608 NM_020747 c.C1580G p.S527C
DLBCL-03 chr5:124648833_A>G exonic synonymous SNV ZNF608 NM_020747 c.T1551C p.N517N
DLBCL-03 chr3:31980942_C>T exonic nonsynonymous SNV OSBPL10 NM_017784 c.G238A p.V80M
DLBCL-03 chr3:31981133_C>G exonic nonsynonymous SNV OSBPL10 NM_017784 c.G47C p.S16T
DLBCL-03 chr4:105242834_G>T exonic nonsynonymous SNV TET2 NM_001127208 c.G3501T p.R1167S
DLBCL-03 chr4:105235818_C>T exonic stopgain TET2 NM_001127208 c.C1876T p.Q626X
DLBCL-03 chr17:65056512_G>A exonic stopgain GNA13 NM_006572 c.C82T p.Q28X
DLBCL-03 chr3:31980931_T>C exonic synonymous SNV OSBPL10 NM_017784 c.A249G p.K83K
DLBCL-03 chr22:22888070_G>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.G17T p.G6V
DLBCL-03 chr22:22888099_C>T exonic synonymous SNV IGLL5 NM_001178126 c.C46T p.L16L
DLBCL-03 chr22:22888150_A>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.A97T p.M33L
DLBCL-03 chr22:22887962_A>T UTR5 . IGLL5 . . .
DLBCL-03 chr22:22888183_G>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.G130A p.A44T
DLBCL-03 chr22:22888043_C>G UTR5 . IGLL5 . . .
DLBCL-03 chr22:22888224_A>G exonic nonsynonymous SNV IGLL5 NM_001256296 c.A65G p.E22G
DLBCL-03 chr22:22888044_C>T UTR5 . IGLL5 . . .
DLBCL-03 chr22:22888241_T>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.T188C p.L63P
DLBCL-03 chr22:22888259_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G206C p.R69T
DLBCL-04 chr3:187745464_G>T UTR5 . BCL6 . . .
DLBCL-04 chr3:187745455_A>G UTR5 . BCL6 . . .
DLBCL-04 chr1:2561671_A>C splicing . TNFRSF14 . . .
DLBCL-04 chr7:148811636_A>T exonic nonsynonymous SNV EZH2 NM_004456 c.T1936A p.Y646N
DLBCL-04 chr13:40666210_C>T exonic nonsynonymous SNV FOXO1 NM_002015 c.G3A p.M1I
DLBCL-04 chr11:27371645_G>C exonic nonsynonymous SNV LGR4 NM_018490 c.C1549G p.Q517E
DLBCL-04 chr9:113506427_C>T exonic nonsynonymous SNV RGS3 NM_144488 c.C1019T p.T340M
DLBCL-04 chr16:11255430_C>T exonic nonsynonymous SNV SOCS1 NM_003745 c.G49A p.A17T
DLBCL-04 chr16:11255354_C>- exonic frameshift deletion SOCS1 NM_003745 c.125delG p.C42fs
DLBCL-04 chr16:11255392_G>- exonic frameshift deletion SOCS1 NM_003745 c.87delC p.S29fs
DLBCL-04 chr16:11255050_G>A exonic synonymous SNV SOCS1 NM_003745 c.C429T p.S143S
DLBCL-04 chr12:57102878_T>C exonic nonsynonymous SNV STAT6 NM_003153 c.A1256G p.D419G
DLBCL-04 chr1:2561750_T>A exonic nonsynonymous SNV TNFRSF14 NM_003820 c.T629A p.L210H
DLBCL-04 chr16:3792018_GAGGCA>C exonic frameshift deletion CREBBP NM_004380 c.1288_1293G p.C430fs
DLBCL-05 chr1:2561671_A>C splicing . TNFRSF14 . . .
DLBCL-05 chr15:44715435_T>A exonic nonsynonymous SNV B2M NM_004048 c.T80A p.I27N
DLBCL-05 chr6:26156881_C>T exonic nonsynonymous SNV HIST1H1E NM_005321 c.C491T p.A164V
DLBCL-05 chr3:183492091_C>T exonic nonsynonymous SNV KLHL6 NM_130446 c.G1702A p.E568K
DLBCL-05 chr1:9726972_G>A exonic nonsynonymous SNV PIK3CD NM_005026 c.G3061A p.E1021K
DLBCL-05 chr16:11255284_C>T exonic synonymous SNV SOCS1 NM_003745 c.G195A p.R65R
DLBCL-05 chr16:11255287_G>A exonic synonymous SNV SOCS1 NM_003745 c.C192T p.Y64Y
DLBCL-05 chr4:105275681_->T exonic frameshift insertion TET2 NM_001127208 c.5172dupT p.Y1724fs
DLBCL-05 chr4:105269691_G>A exonic nonsynonymous SNV TET2 NM_001127208 c.G4126A p.D1376N
DLBCL-05 chr22:22888149_C>G exonic synonymous SNV IGLL5 NM_001178126 c.C96G p.A32A
DLBCL-05 chr22:22888161_T>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.T108A p.H36Q
DLBCL-06 chr12:122022184_G>T splicing . BCL7A . . .
DLBCL-06 chr13:40666236_C>T UTR5 . FOXO1 . . .
DLBCL-06 chr10:89013368_G>A splicing . FAS . . .
DLBCL-06 chr15:44715543_GA>- exonic frameshift deletion B2M NM_004048 c.188_189del p.G63fs
DLBCL-06 chr4:101790932_T>C exonic nonsynonymous SNV BANK1 NM_017935 c.T52C p.C18R
DLBCL-06 chr12:122022181_A>T exonic nonsynonymous SNV BCL7A NM_020993 c.A90T p.K30N
DLBCL-06 chr12:92145407_G>C exonic nonsynonymous SNV BTG1 NM_001731 c.C129G p.S43R
DLBCL-06 chr12:92144173_T>C exonic synonymous SNV BTG1 NM_001731 c.A423G p.Q141Q
DLBCL-06 chr12:92144437_T>C exonic synonymous SNV BTG1 NM_001731 c.A159G p.K53K
DLBCL-06 chr12:92145427_G>A exonic synonymous SNV BTG1 NM_001731 c.C109T p.L37L
DLBCL-06 chr7:2939925_C>T exonic nonsynonymous SNV CARD11 NM_001324281 c.G688A p.D230N
DLBCL-06 chr6:27146657_G>C exonic nonsynonymous SNV HIST1H2BK NM_080593 c.C142G p.Q48E
DLBCL-06 chr12:71440094_G>T exonic nonsynonymous SNV LGR5 NM_003667 c.G14T p.R5L
DLBCL-06 chr6:31581823_G>C exonic nonsynonymous SNV LTB NM_002341 c.C199G p.Q67E
DLBCL-06 chr9:136496364_G>A exonic stopgain NOTCH1 NM_017617 c.C7375T p.Q2459X
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DLBCL-06 chr9:37034013_A>G exonic nonsynonymous SNV PAX5 NM_016734 c.T19C p.Y7H
DLBCL-06 chr9:37033993_G>T exonic nonsynonymous SNV PAX5 NM_016734 c.C39A p.S13R
DLBCL-06 chr13:48360027_A>G exonic synonymous SNV RB1 NM_000321 c.A618G p.L206L
DLBCL-06 chr19:11023576_G>A exonic nonsynonymous SNV SMARCA4 NM_001128844 c.G2918A p.R973Q
DLBCL-06 chr16:11255475_C>T exonic nonsynonymous SNV SOCS1 NM_003745 c.G4A p.V2I
DLBCL-06 chr1:2556700_G>A exonic stopgain TNFRSF14 NM_003820 c.G36A p.W12X
DLBCL-06 chr17:7674885_C>T exonic nonsynonymous SNV TP53 NM_001276761 c.G529A p.V177M
DLBCL-06 chr4:105259681_G>C exonic nonsynonymous SNV TET2 NM_001127208 c.G3866C p.C1289S
DLBCL-06 chr22:22888054_A>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.A1C p.M1L
DLBCL-06 chr22:22888069_G>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.G16A p.G6S
DLBCL-06 chr22:22888182_T>C exonic nonsynonymous SNV IGLL5 NM_001256296 c.T23C p.L8S
DLBCL-06 chr22:22888258_A>C exonic synonymous SNV IGLL5 NM_001178126 c.A205C p.R69R
DLBCL-07 chr4:105237109_T>- exonic frameshift deletion TET2 NM_001127208 c.3167delT p.V1056fs
DLBCL-07 chr3:187731817_G>A exonic nonsynonymous SNV BCL6 NM_001706 c.C275T p.T92I
DLBCL-07 chr22:23181166_G>A exonic nonsynonymous SNV BCR NM_021574 c.G206A p.S69N
DLBCL-07 chr22:23181129_A>T exonic nonsynonymous SNV BCR NM_021574 c.A169T p.I57F
DLBCL-07 chr22:23181107_G>A exonic synonymous SNV BCR NM_021574 c.G147A p.V49V
DLBCL-07 chr1:203305691_->GCGTGA exonic nonframeshift insertion BTG2 NM_006763 c.85_86insGCGTGA p.C29delinsCVS
DLBCL-07 chr2:211386952_A>T exonic nonsynonymous SNV ERBB4 NM_005235 c.T3382A p.Y1128N
DLBCL-07 chr6:26234638_C>T exonic nonsynonymous SNV HIST1H1D NM_005320 c.G296A p.G99D
DLBCL-07 chr6:26234793_CTTGGTGATAAGCTCAGATA>- exonic frameshift deletion HIST1H1D NM_005320 c.122_141del p.V41fs
DLBCL-07 chr6:26156890_C>T exonic nonsynonymous SNV HIST1H1E NM_005321 c.C500T p.A167V
DLBCL-07 chr11:76661501_T>C exonic nonsynonymous SNV LRRC32 NM_005512 c.A92G p.K31R
DLBCL-07 chr2:151433195_A>G exonic synonymous SNV RIF1 NM_018151 c.A1044G p.R348R
DLBCL-07 chr3:151881378_G>A exonic nonsynonymous SNV SUCNR1 NM_033050 c.G835A p.V279M
DLBCL-07 chr3:177050016_A>C exonic nonsynonymous SNV TBL1XR1 NM_001321194 c.T683G p.V228G
DLBCL-07 chr11:36501515_T>C exonic nonsynonymous SNV TRAF6 NM_145803 c.A1G p.M1V
DLBCL-07 chr14:68790384_T>G exonic nonsynonymous SNV ZFP36L1 NM_001244701 c.A373C p.T125P
DLBCL-07 chr4:105275783_C>G exonic stopgain TET2 NM_001127208 c.C5273G p.S1758X
DLBCL-08 chr12:113058145_G>A UTR5 . DTX1 . . .
DLBCL-08 chr5:159073394_A>C splicing . EBF1 . . .
DLBCL-08 chr6:134173273_C>T splicing . SGK1 . . .
DLBCL-08 chr6:134175543_C>T splicing . SGK1 . . .
DLBCL-08 chr22:23314666_C>A exonic nonsynonymous SNV BCR NM_021574 c.C3546A p.S1182R
DLBCL-08 chr7:2922686_G>A exonic synonymous SNV CARD11 NM_001324281 c.C2217T p.T739T
DLBCL-08 chr9:21974497_C>T exonic nonsynonymous SNV CDKN2A NM_058197 c.G331A p.E111K
DLBCL-08 chr6:27867456_G>C exonic nonsynonymous SNV HIST1H1B NM_005322 c.C74G p.T25S
DLBCL-08 chr6:26234404_T>G exonic nonsynonymous SNV HIST1H1D NM_005320 c.A530C p.K177T
DLBCL-08 chr6:26234591_C>G exonic nonsynonymous SNV HIST1H1D NM_005320 c.G343C p.G115R
DLBCL-08 chr6:26234638_CCTTTGGT>- exonic frameshift deletion HIST1H1D NM_005320 c.289_296del p.T97fs
DLBCL-08 chr6:26156931_C>T exonic nonsynonymous SNV HIST1H1E NM_005321 c.C541T p.P181S
DLBCL-08 chr3:183555386_G>C exonic nonsynonymous SNV KLHL6 NM_130446 c.C268G p.L90V
DLBCL-08 chr1:202319139_G>A exonic nonsynonymous SNV LGR6 NM_021636 c.G2680A p.A894T
DLBCL-08 chr2:141480502_C>A exonic nonsynonymous SNV LRP1B NM_018557 c.G237T p.L79F
DLBCL-08 chr6:31581820_C>G exonic nonsynonymous SNV LTB NM_002341 c.G202C p.G68R
DLBCL-08 chrX:1465756_C>A exonic nonsynonymous SNV P2RY8 NM_178129 c.G803T p.G268V
DLBCL-08 chr1:9719924_T>C exonic nonsynonymous SNV PIK3CD NM_005026 c.T1246C p.C416R
DLBCL-08 chr6:134171105_T>A exonic nonsynonymous SNV SGK1 NM_001143676 c.A1241T p.N414I
DLBCL-08 chr6:134171149_T>A exonic nonsynonymous SNV SGK1 NM_001143676 c.A1197T p.E399D
DLBCL-08 chr6:134172716_G>A exonic nonsynonymous SNV SGK1 NM_001143676 c.C893T p.A298V
DLBCL-08 chr6:134173061_T>A exonic stopgain SGK1 NM_001143676 c.A796T p.K266X
DLBCL-08 chr6:134174028_T>G exonic nonsynonymous SNV SGK1 NM_001143676 c.A490C p.M164L
DLBCL-08 chr6:134174045_G>C exonic nonsynonymous SNV SGK1 NM_001143676 c.C473G p.P158R
DLBCL-08 chr6:134174056_C>A exonic nonsynonymous SNV SGK1 NM_001143676 c.G462T p.K154N
DLBCL-08 chr6:134174571_C>G exonic nonsynonymous SNV SGK1 NM_001143676 c.G377C p.R126T
DLBCL-08 chr6:134174516_G>A exonic synonymous SNV SGK1 NM_001143676 c.C432T p.C144C
DLBCL-08 chr6:134175544_C>T exonic nonsynonymous SNV SGK1 NM_001143678 c.G118A p.A40T
DLBCL-08 chr6:134175614_C>G exonic synonymous SNV SGK1 NM_001143678 c.G48C p.L16L
DLBCL-08 chr6:134174740_A>G exonic nonsynonymous SNV SGK1 NM_005627 c.T68C p.I23T
DLBCL-08 chr6:134174759_T>A exonic nonsynonymous SNV SGK1 NM_005627 c.A49T p.M17L
DLBCL-08 chr19:11033327_A>G exonic nonsynonymous SNV SMARCA4 NM_001128844 c.A3584G p.Q1195R
DLBCL-08 chr16:11255022_G>A exonic nonsynonymous SNV SOCS1 NM_003745 c.C457T p.H153Y
DLBCL-08 chr5:168215048_C>A exonic nonsynonymous SNV TENM2 NM_001122679 c.C3827A p.P1276Q
DLBCL-08 chr1:2556666_T>C exonic nonsynonymous SNV TNFRSF14 NM_003820 c.T2C p.M1T
DLBCL-08 chr14:68790480_G>C exonic nonsynonymous SNV ZFP36L1 NM_001244701 c.C277G p.L93V
DLBCL-08 chr4:105241378_->TAG exonic nonframeshift insertion TET2 NM_001127208 c.3449_3450insTAG p.H1150delinsHS
DLBCL-08 chr4:105276128_T>C exonic nonsynonymous SNV TET2 NM_001127208 c.T5618C p.I1873T
DLBCL-08 chr22:22888078_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G25C p.G9R
DLBCL-08 chr22:22888147_G>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.G94A p.A32T
DLBCL-08 chr22:22888161_T>C exonic nonsynonymous SNV IGLL5 NM_001256296 c.T2C p.M1T
DLBCL-08 chr22:22888182_T>C exonic nonsynonymous SNV IGLL5 NM_001256296 c.T23C p.L8S
DLBCL-08 chr22:22888209_T>C exonic nonsynonymous SNV IGLL5 NM_001256296 c.T50C p.L17P
DLBCL-08 chr22:22888224_A>T exonic nonsynonymous SNV IGLL5 NM_001256296 c.A65T p.E22V
DLBCL-08 chr22:22888259_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G206C p.R69T
DLBCL-09 chr12:92145571_G>T UTR5 . BTG1 . . .
DLBCL-09 chr7:82758533_G>A UTR3 . PCLO . . .
DLBCL-09 chr6:156777980_G>A exonic synonymous SNV ARID1B NM_020732 c.G51A p.K17K
DLBCL-09 chr12:92145473_G>A exonic synonymous SNV BTG1 NM_001731 c.C63T p.F21F
DLBCL-09 chr9:5456116_G>A exonic nonsynonymous SNV CD274 NM_014143 c.G3A p.M1I
DLBCL-09 chr16:10877382_G>A exonic nonsynonymous SNV CIITA NM_001286402 c.G52A p.G18S
DLBCL-09 chr8:112247096_T>C exonic synonymous SNV CSMD3 NM_198124 c.A10026G p.G3342G
DLBCL-09 chr13:40666151_C>T exonic nonsynonymous SNV FOXO1 NM_002015 c.G62A p.R21H
DLBCL-09 chr13:40666143_T>C exonic nonsynonymous SNV FOXO1 NM_002015 c.A70G p.T24A
DLBCL-09 chr13:40666120_C>G exonic nonsynonymous SNV FOXO1 NM_002015 c.G93C p.E31D
DLBCL-09 chr1:234608762_C>T exonic nonsynonymous SNV IRF2BP2 NM_182972 c.G733A p.A245T
DLBCL-09 chr1:234609215_G>A exonic stopgain IRF2BP2 NM_182972 c.C280T p.Q94X
DLBCL-09 chr16:85909065_T>C exonic nonsynonymous SNV IRF8 NM_002163 c.T250C p.C84R
DLBCL-09 chr19:16325968_C>A exonic stopgain KLF2 NM_016270 c.C828A p.Y276X
DLBCL-09 chr19:16326007_G>C exonic synonymous SNV KLF2 NM_016270 c.G867C p.L289L
DLBCL-09 chr19:16325425_G>A exonic synonymous SNV KLF2 NM_016270 c.G285A p.L95L
DLBCL-09 chr2:159893972_C>T exonic stopgain LY75 NM_002349 c.G579A p.W193X
DLBCL-09 chr1:114716127_C>T exonic nonsynonymous SNV NRAS NM_002524 c.G34A p.G12S
DLBCL-09 chr1:38856974_C>T exonic nonsynonymous SNV RRAGC NM_022157 c.G346A p.D116N
DLBCL-09 chr6:134174586_G>A exonic nonsynonymous SNV SGK1 NM_001143676 c.C362T p.A121V
DLBCL-09 chr6:134174046_G>A exonic nonsynonymous SNV SGK1 NM_001143676 c.C472T p.P158S
DLBCL-09 chr6:134174045_G>A exonic nonsynonymous SNV SGK1 NM_001143676 c.C473T p.P158L
DLBCL-09 chr16:11255131_G>C exonic nonsynonymous SNV SOCS1 NM_003745 c.C348G p.S116R
DLBCL-09 chr1:2557813_T>G exonic nonsynonymous SNV TNFRSF14 NM_003820 c.T157G p.C53G
DLBCL-09 chr4:105275140_C>A exonic nonsynonymous SNV TET2 NM_001127208 c.C4630A p.P1544T
DLBCL-09 chr4:105275493_T>A exonic stopgain TET2 NM_001127208 c.T4983A p.Y1661X
DLBCL-09 chr4:105237254_TATA>AT exonic frameshift deletion TET2 NM_001127208 c.3312_3315AT p.I1105fs
DLBCL-09 chr22:22888178_T>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.T125C p.M42T
DLBCL-09 chr22:22888183_G>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.G130T p.A44S
DLBCL-10 chrX:71616307_G>A UTR3 . CXCR3 . . .
DLBCL-10 chr6:134174587_C>T splicing . SGK1 . . .
DLBCL-10 chr16:2288110_C>G exonic nonsynonymous SNV ABCA3 NM_001089 c.G2920C p.G974R
DLBCL-10 chr3:187722536_A>T exonic nonsynonymous SNV BCL6 NM_001706 c.T2043A p.H681Q
DLBCL-10 chr12:122054824_T>C exonic synonymous SNV BCL7A NM_020993 c.T459C p.N153N
DLBCL-10 chr1:203305742_C>T exonic nonsynonymous SNV BTG2 NM_006763 c.C136T p.L46F
DLBCL-10 chr16:10907214_C>T exonic synonymous SNV CIITA NM_001286402 c.C1725T p.A575A
DLBCL-10 chr8:112550774_T>C exonic synonymous SNV CSMD3 NM_198124 c.A4341G p.G1447G
DLBCL-10 chr8:112682509_T>C exonic synonymous SNV CSMD3 NM_198124 c.A2490G p.T830T
DLBCL-10 chr2:96144794_G>C exonic nonsynonymous SNV DUSP2 NM_004418 c.C477G p.S159R
DLBCL-10 chr2:96145004_C>G exonic nonsynonymous SNV DUSP2 NM_004418 c.G351C p.E117D
DLBCL-10 chr5:159099385_G>A exonic stopgain EBF1 NM_182708 c.C94T p.Q32X
DLBCL-10 chr5:159099424_G>T exonic nonsynonymous SNV EBF1 NM_182708 c.C55A p.P19T
DLBCL-10 chr5:159097127_C>T exonic synonymous SNV EBF1 NM_182708 c.G138A p.G46G
DLBCL-10 chr6:26056236_C>T exonic nonsynonymous SNV HIST1H1C NM_005319 c.G193A p.A65T
DLBCL-10 chr6:26055910_G>C exonic nonsynonymous SNV HIST1H1C NM_005319 c.C519G p.S173R
DLBCL-10 chr6:27146638_C>T exonic nonsynonymous SNV HIST1H2BK NM_080593 c.G161A p.G54D
DLBCL-10 chr6:27146688_G>A exonic synonymous SNV HIST1H2BK NM_080593 c.C111T p.S37S
DLBCL-10 chr3:183492154_C>T exonic nonsynonymous SNV KLHL6 NM_130446 c.G1639A p.E547K
DLBCL-10 chr3:183508448_A>T exonic nonsynonymous SNV KLHL6 NM_130446 c.T520A p.C174S
DLBCL-10 chr6:31581622_T>C exonic nonsynonymous SNV LTB NM_002341 c.A217G p.K73E
DLBCL-10 chr6:31580916_C>T exonic synonymous SNV LTB NM_002341 c.G528A p.E176E
DLBCL-10 chr15:41727401_C>T exonic nonsynonymous SNV MGA NM_001164273 c.C3652T p.P1218S
DLBCL-10 chr14:35404452_G>T exonic nonsynonymous SNV NFKBIA NM_020529 c.C193A p.P65T
DLBCL-10 chr14:35404443_G>A exonic stopgain NFKBIA NM_020529 c.C202T p.Q68X
DLBCL-10 chr7:82952761_C>T exonic nonsynonymous SNV PCLO NM_033026 c.G8192A p.R2731H
DLBCL-10 chr7:82847168_T>C exonic synonymous SNV PCLO NM_033026 c.A13734G p.Q4578Q
DLBCL-10 chr8:143935975_T>C exonic nonsynonymous SNV PLEC NM_000445 c.A556G p.T186A
DLBCL-10 chr8:143917669_C>G exonic nonsynonymous SNV PLEC NM_000445 c.G12233C p.G4078A
DLBCL-10 chr8:143917821_G>C exonic nonsynonymous SNV PLEC NM_000445 c.C12081G p.F4027L
DLBCL-10 chr6:134174062_G>C exonic nonsynonymous SNV SGK1 NM_001143676 c.C456G p.I152M
DLBCL-10 chr6:134174506_CTTACTG>- exonic frameshift deletion SGK1 NM_001143676 c.436_437del p.H146fs
DLBCL-10 chr3:177047364_C>G exonic nonsynonymous SNV TBL1XR1 NM_001321194 c.G800C p.G267A
DLBCL-10 chr1:2560650_C>T exonic stopgain TNFRSF14 NM_003820 c.C487T p.Q163X
DLBCL-10 chr14:68792882_C>T exonic synonymous SNV ZFP36L1 NM_001244701 c.G264A p.K88K
DLBCL-10 chr3:31981112_CGGCTGCTGCTG>- exonic nonframeshift deletion OSBPL10 NM_017784 c.57_68del p.19_23del
DLBCL-10 chr4:105235557_->A exonic frameshift insertion TET2 NM_001127208 c.1616dupA p.E539fs
DLBCL-10 chr22:22888168_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C115G p.L39V
DLBCL-10 chr22:22888180_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G127C p.V43L
DLBCL-10 chr22:22888219_G>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.G166A p.V56I
DLBCL-11 chr9:5457421_G>T splicing . CD274 . . .
DLBCL-11 chr2:136116689_C>G splicing . CXCR4 . . .
DLBCL-11 chr3:177038435_C>A splicing . TBL1XR1 . . .
DLBCL-11 chr4:105261769_T>- exonic frameshift deletion TET2 NM_001127208 c.3965delT p.L1322fs
DLBCL-11 chr2:99578437_G>A exonic synonymous SNV AFF3 NM_002285 c.C2808T p.N936N
DLBCL-11 chr6:26156633_G>A exonic synonymous SNV HIST1H1E NM_005321 c.G243A p.K81K
DLBCL-11 chr8:100721423_T>G exonic nonsynonymous SNV PABPC1 NM_002568 c.A161C p.Y54S
DLBCL-11 chr1:15931309_C>G exonic nonsynonymous SNV SPEN NM_015001 c.C5069G p.A1690G
DLBCL-11 chr1:2558450_T>G exonic nonsynonymous SNV TNFRSF14 NM_003820 c.T286G p.C96G
DLBCL-11 chr17:65056424_C>T exonic nonsynonymous SNV GNA13 NM_006572 c.G170A p.G57D
DLBCL-11 chr4:105243773_T>A exonic nonsynonymous SNV TET2 NM_001127208 c.T3798A p.N1266K
DLBCL-11 chr22:22888097_A>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.A44T p.E15V
DLBCL-11 chr22:22888117_C>T exonic stopgain IGLL5 NM_001178126 c.C64T p.Q22X
DLBCL-11 chr22:22888184_C>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.C131T p.A44V
DLBCL-11 chr22:22888186_C>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.C133T p.P45S
DLBCL-11 chr22:22888201_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C148G p.P50A
DLBCL-11 chr22:22888258_A>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.A205G p.R69G
DLBCL-11 chr22:22888261_T>A splicing . IGLL5 NM_001178126 . .
DLBCL-12 chr12:122022184_G>C splicing . BCL7A . . .
DLBCL-12 chr19:41877384_G>C splicing . CD79A . . .
DLBCL-12 chr2:136116689_C>G splicing . CXCR4 . . .
DLBCL-12 chr2:96144966_C>T splicing . DUSP2 . . .
DLBCL-12 chr9:37033985_C>G splicing . PAX5 . . .
DLBCL-12 chr6:134175707_G>A UTR5 . SGK1 . . .
DLBCL-12 chr4:105234764_C>- exonic frameshift deletion TET2 NM_001127208 c.822delC p.I274fs
DLBCL-12 chrX:154428737_G>A exonic synonymous SNV ATP6AP1 NM_001183 c.G45A p.R15R
DLBCL-12 chr15:44711566_T>G exonic stopgain B2M NM_004048 c.T20G p.L7X
DLBCL-12 chr15:44711581_T>C exonic nonsynonymous SNV B2M NM_004048 c.T35C p.L12P
DLBCL-12 chr12:122022147_A>G exonic nonsynonymous SNV BCL7A NM_020993 c.A56G p.K19R
DLBCL-12 chr7:140754187_T>G exonic nonsynonymous SNV BRAF NM_004333 c.A1741C p.N581H
DLBCL-12 chr11:118894208_T>G exonic nonsynonymous SNV CXCR5 NM_001716 c.T664G p.Y222D
DLBCL-12 chr2:96144324_T>C exonic nonsynonymous SNV DUSP2 NM_004418 c.A560G p.H187R
DLBCL-12 chr2:96145346_C>T exonic synonymous SNV DUSP2 NM_004418 c.G9A p.L3L
DLBCL-12 chr5:159073460_A>C exonic nonsynonymous SNV EBF1 NM_024007 c.T490G p.C164G
DLBCL-12 chr7:13988124_C>A exonic nonsynonymous SNV ETV1 NM_004956 c.G95T p.R32I
DLBCL-12 chr6:26156656_G>A exonic nonsynonymous SNV HIST1H1E NM_005321 c.G266A p.S89N
DLBCL-12 chr3:183492091_C>T exonic nonsynonymous SNV KLHL6 NM_130446 c.G1702A p.E568K
DLBCL-12 chr3:183555481_A>G exonic nonsynonymous SNV KLHL6 NM_130446 c.T173C p.L58P
DLBCL-12 chr3:183555488_A>G exonic synonymous SNV KLHL6 NM_130446 c.T166C p.L56L
DLBCL-12 chr12:25209899_C>G exonic nonsynonymous SNV KRAS NM_004985 c.G463C p.A155P
DLBCL-12 chr8:100718149_A>G exonic nonsynonymous SNV PABPC1 NM_002568 c.T325C p.S109P
DLBCL-12 chr8:100718175_T>C exonic nonsynonymous SNV PABPC1 NM_002568 c.A299G p.N100S
DLBCL-12 chr8:100718276_C>G exonic nonsynonymous SNV PABPC1 NM_002568 c.G198C p.E66D
DLBCL-12 chr9:37034020_C>G exonic nonsynonymous SNV PAX5 NM_016734 c.G12C p.E4D
DLBCL-12 chr6:111373436_G>A exonic nonsynonymous SNV REV3L NM_001286431 c.C4685T p.S1562F
DLBCL-12 chr3:49375473_A>C exonic nonsynonymous SNV RHOA NM_001313941 c.T117G p.F39L
DLBCL-12 chr6:134172719_T>C exonic nonsynonymous SNV SGK1 NM_001143676 c.A890G p.Y297C
DLBCL-12 chr6:134173348_C>G exonic nonsynonymous SNV SGK1 NM_001143676 c.G628C p.A210P
DLBCL-12 chr6:134174031_G>C exonic nonsynonymous SNV SGK1 NM_001143676 c.C487G p.L163V
DLBCL-12 chr6:134174028_T>A exonic nonsynonymous SNV SGK1 NM_001143676 c.A490T p.M164L
DLBCL-12 chr6:134173309_C>G exonic nonsynonymous SNV SGK1 NM_001143676 c.G667C p.V223L
DLBCL-12 chr6:134173046_G>C exonic nonsynonymous SNV SGK1 NM_001143676 c.C811G p.L271V
DLBCL-12 chr6:134173034_T>G exonic nonsynonymous SNV SGK1 NM_001143676 c.A823C p.N275H
DLBCL-12 chr6:134174520_G>T exonic nonsynonymous SNV SGK1 NM_001143676 c.C428A p.A143E
DLBCL-12 chr6:134174568_C>T exonic nonsynonymous SNV SGK1 NM_001143676 c.G380A p.R127K
DLBCL-12 chr6:134174529_T>G exonic nonsynonymous SNV SGK1 NM_001143676 c.A419C p.N140T
DLBCL-12 chr6:134173512_G>C exonic nonsynonymous SNV SGK1 NM_001143676 c.C568G p.P190A
DLBCL-12 chr6:134174785_G>T exonic nonsynonymous SNV SGK1 NM_005627 c.C23A p.A8D
DLBCL-12 chr6:134174740_A>T exonic nonsynonymous SNV SGK1 NM_005627 c.T68A p.I23N
DLBCL-12 chr6:134174789_C>T exonic nonsynonymous SNV SGK1 NM_005627 c.G19A p.A7T
DLBCL-12 chr6:134174790_C>T exonic synonymous SNV SGK1 NM_005627 c.G18A p.E6E
DLBCL-12 chr16:11255467_G>C exonic nonsynonymous SNV SOCS1 NM_003745 c.C12G p.H4Q
DLBCL-12 chr1:2561681_G>A exonic stopgain TNFRSF14 NM_003820 c.G560A p.W187X
DLBCL-12 chr14:68792885_G>C exonic nonsynonymous SNV ZFP36L1 NM_001244701 c.C261G p.C87W
DLBCL-12 chr14:68792889_A>- exonic frameshift deletion ZFP36L1 NM_001244701 c.257delT p.L86fs
DLBCL-12 chr4:105241384_G>A exonic nonsynonymous SNV TET2 NM_001127208 c.G3455A p.G1152E
DLBCL-12 chr4:105275249_C>T exonic nonsynonymous SNV TET2 NM_001127208 c.C4739T p.P1580L
DLBCL-13 chr1:2556735_T>A splicing . TNFRSF14 . . .
DLBCL-13 chr4:105235204_A>- exonic frameshift deletion TET2 NM_001127208 c.1262delA p.E421fs
DLBCL-13 chr8:112550799_T>A exonic nonsynonymous SNV CSMD3 NM_198124 c.A4316T p.D1439V
DLBCL-13 chr12:113058239_G>A exonic nonsynonymous SNV DTX1 NM_004416 c.G47A p.G16D
DLBCL-13 chr2:96143980_C>T exonic nonsynonymous SNV DUSP2 NM_004418 c.G788A p.R263H
DLBCL-13 chr6:27146436_C>T exonic synonymous SNV HIST1H2BK NM_080593 c.G363A p.K121K
DLBCL-13 chr3:183492154_C>T exonic nonsynonymous SNV KLHL6 NM_130446 c.G1639A p.E547K
DLBCL-13 chr12:25225627_G>A exonic nonsynonymous SNV KRAS NM_033360 c.C437T p.A146V
DLBCL-13 chr2:159875616_G>A exonic nonsynonymous SNV LY75 NM_002349 c.C1802T p.S601F
DLBCL-13 chr9:136517362_C>T exonic nonsynonymous SNV NOTCH1 NM_017617 c.G1465A p.V489I
DLBCL-13 chrX:1465876_CCGTGCGCCTCCT>- exonic frameshift deletion P2RY8 NM_178129 c.671_683del p.E224fs
DLBCL-13 chr7:83134449_T>C exonic nonsynonymous SNV PCLO NM_033026 c.A3101G p.K1034R
DLBCL-13 chr6:134174527_A>G exonic nonsynonymous SNV SGK1 NM_001143676 c.T421C p.S141P
DLBCL-13 chr10:89012012_A>G exonic synonymous SNV FAS NM_000043 c.A582G p.E194E
DLBCL-13 chr4:105275493_T>A exonic stopgain TET2 NM_001127208 c.T4983A p.Y1661X
DLBCL-13 chr22:22888221_T>C exonic nonsynonymous SNV IGLL5 NM_001256296 c.T62C p.L21S
DLBCL-13 chr22:22888258_A>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.A205T p.R69W
DLBCL-14 chr1:2565224_C>T UTR3 . TNFRSF14 . . .
DLBCL-14 chr8:112228831_G>A exonic nonsynonymous SNV CSMD3 NM_198124 c.C10769T p.S3590F
DLBCL-14 chr6:27146586_G>T exonic nonsynonymous SNV HIST1H2BK NM_080593 c.C213A p.F71L
DLBCL-14 chr6:27146616_->C exonic frameshift insertion HIST1H2BK NM_080593 c.182dupG p.G61fs
DLBCL-14 chr1:23558969_A>T exonic nonsynonymous SNV ID3 NM_002167 c.T351A p.F117L
DLBCL-14 chr12:49030298_T>C exonic nonsynonymous SNV KMT2D NM_003482 c.A13981G p.S4661G
DLBCL-14 chr6:31581825_T>C exonic nonsynonymous SNV LTB NM_002341 c.A197G p.Q66R
DLBCL-14 chr6:31581131_CCCAGCCTAG>- exonic frameshift deletion LTB NM_002341 c.304_313del p.L102fs
DLBCL-14 chr6:155257057_->GAG exonic nonframeshift insertion TIAM2 NM_012454 c.5042_5043insGAG p.Q1681delinsQR
DLBCL-14 chr6:137878829_->A exonic frameshift insertion TNFAIP3 NM_006290 c.1384_1385insA p.P462fs
DLBCL-14 chr14:102903271_A>C exonic nonsynonymous SNV TRAF3 NM_145725 c.A977C p.Q326P
DLBCL-14 chr17:59838397_G>A exonic synonymous SNV VMP1 NM_001329395 c.G1116A p.Q372Q
DLBCL-14 chr4:105243637_G>T exonic nonsynonymous SNV TET2 NM_001127208 c.G3662T p.C1221F
DLBCL-15 chr6:137871524_T>A splicing . TNFAIP3 . . .
DLBCL-15 chr15:44711568_G>C exonic nonsynonymous SNV B2M NM_004048 c.G22C p.A8P
DLBCL-15 chr15:44711583_C>T exonic nonsynonymous SNV B2M NM_004048 c.C37T p.L13F
DLBCL-15 chr15:44711553_C>A exonic nonsynonymous SNV B2M NM_004048 c.C7A p.R3S
DLBCL-15 chr9:5457268_ACAG>- exonic frameshift deletion CD274 NM_014143 c.242_245del p.Y81fs
DLBCL-15 chr1:116521977_G>T exonic stopgain CD58 NM_001779 c.C635A p.S212X
DLBCL-15 chr8:112228800_A>- exonic frameshift deletion CSMD3 NM_198124 c.10800delT p.F3600fs
DLBCL-15 chr2:96144984_G>T exonic nonsynonymous SNV DUSP2 NM_004418 c.C371A p.A124D
DLBCL-15 chr2:96145156_G>A exonic nonsynonymous SNV DUSP2 NM_004418 c.C199T p.L67F
DLBCL-15 chr2:96145103_C>G exonic nonsynonymous SNV DUSP2 NM_004418 c.G252C p.E84D
DLBCL-15 chr2:96144233_G>C exonic nonsynonymous SNV DUSP2 NM_004418 c.C651G p.F217L
DLBCL-15 chr2:96145027_G>A exonic synonymous SNV DUSP2 NM_004418 c.C328T p.L110L
DLBCL-15 chr6:26055956_G>C exonic nonsynonymous SNV HIST1H1C NM_005319 c.C473G p.A158G
DLBCL-15 chr6:27146538_G>C exonic synonymous SNV HIST1H2BK NM_080593 c.C261G p.R87R
DLBCL-15 chr12:49033445_G>A exonic stopgain KMT2D NM_003482 c.C11260T p.Q3754X
DLBCL-15 chr14:35404497_G>A exonic stopgain NFKBIA NM_020529 c.C148T p.Q50X
DLBCL-15 chr8:100721410_G>C exonic nonsynonymous SNV PABPC1 NM_002568 c.C174G p.N58K
DLBCL-15 chr1:38855766_T>C exonic nonsynonymous SNV RRAGC NM_022157 c.A583G p.I195V
DLBCL-15 chr16:11255281_GC>- exonic frameshift deletion SOCS1 NM_003745 c.197_198del p.R66fs
DLBCL-15 chr3:177038387_AAG>- exonic nonframeshift deletion TBL1XR1 NM_001321194 c.971_973del p.324_325del
DLBCL-15 chr6:137878717_G>T exonic nonsynonymous SNV TNFAIP3 NM_006290 c.G1272T p.K424N
DLBCL-15 chr6:137878586_TC>- exonic frameshift deletion TNFAIP3 NM_006290 c.1141_1142del p.S381fs
DLBCL-15 chr1:2556666_T>C exonic nonsynonymous SNV TNFRSF14 NM_003820 c.T2C p.M1T
DLBCL-15 chr4:105235959_->TGCA exonic frameshift insertion TET2 NM_001127208 c.2017_2018insTGCA p.V673fs
DLBCL-15 chr3:31981142_C>T exonic nonsynonymous SNV OSBPL10 NM_017784 c.G38A p.G13D
DLBCL-15 chr4:105243756_C>G exonic nonsynonymous SNV TET2 NM_001127208 c.C3781G p.R1261G
DLBCL-15 chr22:22888063_A>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.A10C p.K4Q
DLBCL-15 chr22:22888138_C>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.C85A p.L29M



DLBCL-15 chr22:22888150_A>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.A97C p.M33L
DLBCL-15 chr22:22888176_A>G exonic nonsynonymous SNV IGLL5 NM_001256296 c.A17G p.Q6R
DLBCL-15 chr22:22888179_G>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.G126T p.M42I
DLBCL-15 chr22:22888180_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G127C p.V43L
DLBCL-15 chr22:22888261_T>G splicing . IGLL5 NM_001178126 . .
DLBCL-16 chr6:27146408_C>G splicing . HIST1H2BK . . .
DLBCL-16 chr9:37034054_G>T UTR5 . PAX5 . . .
DLBCL-16 chr9:37034065_G>A UTR5 . PAX5 . . .
DLBCL-16 chr10:89013369_T>C splicing . FAS . . .
DLBCL-16 chr4:105236129_AACAC>- exonic frameshift deletion TET2 NM_001127208 c.2187_2191del p.Q729fs
DLBCL-16 chr5:112767289_T>C exonic synonymous SNV APC NM_001127510 c.T321C p.S107S
DLBCL-16 chr11:108245012_A>G exonic nonsynonymous SNV ATM NM_000051 c.A887G p.K296R
DLBCL-16 chr6:167137253_->AAGT exonic frameshift insertion CCR6 NM_031409 c.1023_1024insAAGT p.Y341fs
DLBCL-16 chr9:5457297_->AG exonic frameshift insertion CD274 NM_014143 c.271_272insAG p.Q91fs
DLBCL-16 chr9:5465531_->CT exonic frameshift insertion CD274 NM_014143 c.715_716insCT p.T239fs
DLBCL-16 chr8:112314600_C>A exonic stopgain CSMD3 NM_198124 c.G7258T p.E2420X
DLBCL-16 chr13:40666151_C>T exonic nonsynonymous SNV FOXO1 NM_002015 c.G62A p.R21H
DLBCL-16 chr6:26056220_C>G exonic nonsynonymous SNV HIST1H1C NM_005319 c.G209C p.G70A
DLBCL-16 chr6:26234729_C>T exonic nonsynonymous SNV HIST1H1D NM_005320 c.G205A p.A69T
DLBCL-16 chr1:23559238_C>T exonic synonymous SNV ID3 NM_002167 c.G189A p.Q63Q
DLBCL-16 chr7:152148219_G>T exonic nonsynonymous SNV KMT2C NM_170606 c.C13708A p.H4570N
DLBCL-16 chr7:152163175_G>A exonic nonsynonymous SNV KMT2C NM_170606 c.C10402T p.P3468S
DLBCL-16 chr8:100721538_C>T exonic nonsynonymous SNV PABPC1 NM_002568 c.G46A p.G16R
DLBCL-16 chr7:82950761_T>C exonic nonsynonymous SNV PCLO NM_033026 c.A9827G p.Q3276R
DLBCL-16 chr19:42095591_C>A exonic nonsynonymous SNV POU2F2 NM_002698 c.G860T p.S287I
DLBCL-16 chr3:12604189_G>A exonic nonsynonymous SNV RAF1 NM_002880 c.C781T p.P261S
DLBCL-16 chr12:121810477_G>A exonic nonsynonymous SNV SETD1B NM_015048 c.G1532A p.R511H
DLBCL-16 chr16:11255460_C>T exonic nonsynonymous SNV SOCS1 NM_003745 c.G19A p.V7M
DLBCL-16 chr16:11255456_->C exonic frameshift insertion SOCS1 NM_003745 c.22dupG p.A8fs
DLBCL-16 chr6:137876007_->GT exonic frameshift insertion TNFAIP3 NM_006290 c.646_647insGT p.R216fs
DLBCL-16 chr1:2557795_T>A exonic nonsynonymous SNV TNFRSF14 NM_003820 c.T139A p.Y47N
DLBCL-16 chr17:65056508_C>G exonic nonsynonymous SNV GNA13 NM_006572 c.G86C p.R29P
DLBCL-16 chr4:105241428_A>G exonic nonsynonymous SNV TET2 NM_001127208 c.A3499G p.R1167G
DLBCL-16 chr22:22888079_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G26C p.G9A
DLBCL-16 chr22:22888180_G>A exonic stopgain IGLL5 NM_001256296 c.G21A p.W7X
DLBCL-16 chr22:22888218_A>T exonic nonsynonymous SNV IGLL5 NM_001256296 c.A59T p.Q20L
DLBCL-16 chr22:22888230_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C177G p.S59R
DLBCL-16 chr22:22888234_T>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.T181C p.S61P
DLBCL-17 chr4:105243780_T>G splicing . TET2 . . .
DLBCL-17 chr11:76657948_G>C UTR3 . LRRC32 . . .
DLBCL-17 chr4:105235429_TGACT>- exonic frameshift deletion TET2 NM_001127208 c.1487_1491del p.M496fs
DLBCL-17 chr15:44711548_T>A exonic nonsynonymous SNV B2M NM_004048 c.T2A p.M1K
DLBCL-17 chr15:44715433_G>C exonic nonsynonymous SNV B2M NM_004048 c.G78C p.K26N
DLBCL-17 chr3:46265428_G>T exonic nonsynonymous SNV CCR3 NM_178328 c.G333T p.W111C
DLBCL-17 chr6:167137234_G>A exonic stopgain CCR6 NM_031409 c.G1004A p.W335X
DLBCL-17 chr9:5462887_G>T exonic stopgain CD274 NM_014143 c.G448T p.E150X
DLBCL-17 chr1:116570970_C>T exonic nonsynonymous SNV CD58 NM_001779 c.G3A p.M1I
DLBCL-17 chr1:116544320_AAAG>- exonic frameshift deletion CD58 NM_001779 c.352_355del p.L118fs
DLBCL-17 chr2:140867773_G>T exonic nonsynonymous SNV LRP1B NM_018557 c.C4396A p.H1466N
DLBCL-17 chr2:140501700_G>A exonic nonsynonymous SNV LRP1B NM_018557 c.C8837T p.P2946L
DLBCL-17 chr10:128105481_C>T exonic nonsynonymous SNV MKI67 NM_002417 c.G6359A p.R2120Q
DLBCL-17 chr1:114716127_C>A exonic nonsynonymous SNV NRAS NM_002524 c.G34T p.G12C
DLBCL-17 chrX:1465984_A>T exonic nonsynonymous SNV P2RY8 NM_178129 c.T575A p.V192E
DLBCL-17 chr9:37020771_->C exonic frameshift insertion PAX5 NM_016734 c.76dupG p.V26fs
DLBCL-17 chr7:82966311_C>A exonic nonsynonymous SNV PCLO NM_033026 c.G3477T p.K1159N
DLBCL-17 chr6:137875818_C>T exonic nonsynonymous SNV TNFAIP3 NM_006290 c.C617T p.P206L
DLBCL-17 chr5:151036800_A>G exonic nonsynonymous SNV TNIP1 NM_006058 c.T1385C p.L462P
DLBCL-17 chr17:7673802_C>T exonic nonsynonymous SNV TP53 NM_001276761 c.G701A p.R234H
DLBCL-17 chr17:7676215_G>A exonic stopgain TP53 NM_001276761 c.C37T p.Q13X
DLBCL-17 chr10:89014128_T>A exonic stopgain FAS NM_000043 c.T686A p.L229X
DLBCL-17 chr22:22888088_C>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.C35T p.T12I
DLBCL-17 chr22:22888168_C>A exonic stopgain IGLL5 NM_001256296 c.C9A p.C3X
DLBCL-17 chr22:22888169_T>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.T116A p.L39Q
DLBCL-18 chr12:122022022_T>A UTR5 . BCL7A . . .
DLBCL-18 chr12:113058146_C>T UTR5 . DTX1 . . .
DLBCL-18 chr12:113058151_C>A UTR5 . DTX1 . . .
DLBCL-18 chr12:113058093_C>T UTR5 . DTX1 . . .
DLBCL-18 chr19:16324923_C>A UTR5 . KLF2 . . .
DLBCL-18 chr9:37034044_G>C UTR5 . PAX5 . . .
DLBCL-18 chr6:134173273_C>G splicing . SGK1 . . .
DLBCL-18 chr6:134317538_A>T UTR5 . SGK1 . . .
DLBCL-18 chr6:134175707_G>A UTR5 . SGK1 . . .
DLBCL-18 chr6:134317493_C>G UTR5 . SGK1 . . .
DLBCL-18 chr6:134175664_G>A UTR5 . SGK1 . . .
DLBCL-18 chr6:134175696_G>A UTR5 . SGK1 . . .
DLBCL-18 chr6:134175710_C>G UTR5 . SGK1 . . .
DLBCL-18 chr4:105234764_C>- exonic frameshift deletion TET2 NM_001127208 c.822delC p.I274fs
DLBCL-18 chr6:157084693_C>T exonic nonsynonymous SNV ARID1B NM_020732 c.C2069T p.T690M
DLBCL-18 chr12:122022113_G>A exonic nonsynonymous SNV BCL7A NM_020993 c.G22A p.A8T
DLBCL-18 chr1:203307122_G>A exonic stopgain BTG2 NM_006763 c.G161A p.W54X
DLBCL-18 chr9:5456163_ACGGTAAGAC>- exonic nonframeshift deletion CD274 NM_014143 c.50_52del p.17_18del
DLBCL-18 chr12:113058359_C>G exonic nonsynonymous SNV DTX1 NM_004416 c.C167G p.A56G
DLBCL-18 chr2:96144344_C>T exonic synonymous SNV DUSP2 NM_004418 c.G540A p.L180L
DLBCL-18 chr2:96145100_C>G exonic synonymous SNV DUSP2 NM_004418 c.G255C p.L85L
DLBCL-18 chr6:26056290_C>A exonic nonsynonymous SNV HIST1H1C NM_005319 c.G139T p.A47S
DLBCL-18 chr6:26156494_C>T exonic nonsynonymous SNV HIST1H1E NM_005321 c.C104T p.A35V
DLBCL-18 chr1:234608482_C>G exonic nonsynonymous SNV IRF2BP2 NM_182972 c.G1013C p.G338A
DLBCL-18 chr16:85909053_A>G exonic nonsynonymous SNV IRF8 NM_002163 c.A238G p.T80A
DLBCL-18 chr19:16324925_T>A exonic nonsynonymous SNV KLF2 NM_016270 c.T2A p.M1K
DLBCL-18 chr12:25227375_G>A exonic nonsynonymous SNV KRAS NM_033360 c.C149T p.T50I
DLBCL-18 chr6:31581822_T>A exonic nonsynonymous SNV LTB NM_002341 c.A200T p.Q67L
DLBCL-18 chr6:31582319_C>T exonic synonymous SNV LTB NM_002341 c.G99A p.L33L
DLBCL-18 chr14:35404443_G>A exonic stopgain NFKBIA NM_020529 c.C202T p.Q68X
DLBCL-18 chrX:1465731_C>G exonic nonsynonymous SNV P2RY8 NM_178129 c.G828C p.K276N
DLBCL-18 chr8:100721543_T>G exonic nonsynonymous SNV PABPC1 NM_002568 c.A41C p.Y14S
DLBCL-18 chr9:37033993_G>A exonic synonymous SNV PAX5 NM_016734 c.C39T p.S13S
DLBCL-18 chr8:143921970_G>C exonic synonymous SNV PLEC NM_000445 c.C7932G p.A2644A
DLBCL-18 chr3:49368499_A>G exonic nonsynonymous SNV RHOA NM_001313941 c.T206C p.L69P
DLBCL-18 chr6:134173348_C>G exonic nonsynonymous SNV SGK1 NM_001143676 c.G628C p.A210P
DLBCL-18 chr6:134174031_G>C exonic nonsynonymous SNV SGK1 NM_001143676 c.C487G p.L163V
DLBCL-18 chr6:134174046_G>A exonic nonsynonymous SNV SGK1 NM_001143676 c.C472T p.P158S
DLBCL-18 chr6:134172231_G>A exonic nonsynonymous SNV SGK1 NM_001143676 c.C1033T p.H345Y
DLBCL-18 chr6:134172297_T>A exonic nonsynonymous SNV SGK1 NM_001143676 c.A967T p.I323F
DLBCL-18 chr6:134172706_T>C exonic nonsynonymous SNV SGK1 NM_001143676 c.A903G p.I301M
DLBCL-18 chr6:134173040_A>G exonic nonsynonymous SNV SGK1 NM_001143676 c.T817C p.Y273H
DLBCL-18 chr6:134173066_G>A exonic nonsynonymous SNV SGK1 NM_001143676 c.C791T p.A264V
DLBCL-18 chr6:134173144_A>C exonic nonsynonymous SNV SGK1 NM_001143676 c.T713G p.I238S
DLBCL-18 chr6:134173147_T>A exonic nonsynonymous SNV SGK1 NM_001143676 c.A710T p.H237L
DLBCL-18 chr6:134173148_G>A exonic nonsynonymous SNV SGK1 NM_001143676 c.C709T p.H237Y
DLBCL-18 chr6:134173288_G>C exonic nonsynonymous SNV SGK1 NM_001143676 c.C688G p.L230V
DLBCL-18 chr6:134173348_C>A exonic nonsynonymous SNV SGK1 NM_001143676 c.G628T p.A210S
DLBCL-18 chr6:134173512_G>A exonic nonsynonymous SNV SGK1 NM_001143676 c.C568T p.P190S
DLBCL-18 chr6:134174021_G>A exonic nonsynonymous SNV SGK1 NM_001143676 c.C497T p.A166V
DLBCL-18 chr6:134174040_C>G exonic nonsynonymous SNV SGK1 NM_001143676 c.G478C p.E160Q
DLBCL-18 chr6:134174045_G>C exonic nonsynonymous SNV SGK1 NM_001143676 c.C473G p.P158R
DLBCL-18 chr6:134174051_G>A exonic nonsynonymous SNV SGK1 NM_001143676 c.C467T p.S156F
DLBCL-18 chr6:134174059_C>G exonic nonsynonymous SNV SGK1 NM_001143676 c.G459C p.L153F
DLBCL-18 chr6:134174073_C>G exonic nonsynonymous SNV SGK1 NM_001143676 c.G445C p.V149L
DLBCL-18 chr6:134174586_G>A exonic nonsynonymous SNV SGK1 NM_001143676 c.C362T p.A121V
DLBCL-18 chr6:134174516_G>A exonic synonymous SNV SGK1 NM_001143676 c.C432T p.C144C
DLBCL-18 chr6:134172703_G>C exonic synonymous SNV SGK1 NM_001143676 c.C906G p.A302A
DLBCL-18 chr6:134173041_G>A exonic synonymous SNV SGK1 NM_001143676 c.C816T p.D272D
DLBCL-18 chr6:134173083_G>A exonic synonymous SNV SGK1 NM_001143676 c.C774T p.H258H
DLBCL-18 chr6:134172301_C>T exonic synonymous SNV SGK1 NM_001143676 c.G963A p.E321E
DLBCL-18 chr6:134173288_G>A exonic synonymous SNV SGK1 NM_001143676 c.C688T p.L230L
DLBCL-18 chr6:134173289_G>A exonic synonymous SNV SGK1 NM_001143676 c.C687T p.I229I
DLBCL-18 chr6:134173274_C>T exonic synonymous SNV SGK1 NM_001143676 c.G702A p.E234E
DLBCL-18 chr6:134174032_C>T exonic synonymous SNV SGK1 NM_001143676 c.G486A p.E162E
DLBCL-18 chr6:134177683_G>A exonic nonsynonymous SNV SGK1 NM_001143677 c.C140T p.A47V
DLBCL-18 chr6:134177784_G>A exonic synonymous SNV SGK1 NM_001143677 c.C39T p.S13S
DLBCL-18 chr6:134175649_G>A exonic stopgain SGK1 NM_001143678 c.C13T p.Q5X
DLBCL-18 chr6:134175573_C>G exonic nonsynonymous SNV SGK1 NM_001143678 c.G89C p.R30T
DLBCL-18 chr6:134175576_T>C exonic nonsynonymous SNV SGK1 NM_001143678 c.A86G p.K29R
DLBCL-18 chr6:134175630_G>A exonic nonsynonymous SNV SGK1 NM_001143678 c.C32T p.A11V
DLBCL-18 chr6:134175650_C>T exonic nonsynonymous SNV SGK1 NM_001143678 c.G12A p.M4I
DLBCL-18 chr6:134175608_C>T exonic synonymous SNV SGK1 NM_001143678 c.G54A p.R18R
DLBCL-18 chr6:134175563_G>C exonic synonymous SNV SGK1 NM_001143678 c.C99G p.S33S
DLBCL-18 chr6:134174779_C>A exonic nonsynonymous SNV SGK1 NM_005627 c.G29T p.G10V
DLBCL-18 chr6:134174785_G>C exonic nonsynonymous SNV SGK1 NM_005627 c.C23G p.A8G
DLBCL-18 chr6:75259490_T>A exonic nonsynonymous SNV TMEM30A NM_018247 c.A542T p.D181V
DLBCL-18 chr6:137879322_TG>- exonic frameshift deletion TNFAIP3 NM_006290 c.1877_1878del p.L626fs
DLBCL-18 chr1:2557792_G>A exonic nonsynonymous SNV TNFRSF14 NM_003820 c.G136A p.E46K
DLBCL-18 chr14:68790056_C>A exonic nonsynonymous SNV ZFP36L1 NM_001244701 c.G701T p.G234V
DLBCL-18 chr10:89014122_TTGAC>- exonic frameshift deletion FAS NM_000043 c.680_684del p.V227fs
DLBCL-18 chr4:105259682_T>G exonic nonsynonymous SNV TET2 NM_001127208 c.T3867G p.C1289W
DLBCL-18 chr22:22888122_C>A exonic synonymous SNV IGLL5 NM_001178126 c.C69A p.R23R
DLBCL-18 chr22:22888128_C>G exonic synonymous SNV IGLL5 NM_001178126 c.C75G p.P25P
DLBCL-18 chr22:22888138_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C85G p.L29V
DLBCL-18 chr22:22888146_G>A exonic synonymous SNV IGLL5 NM_001178126 c.G93A p.L31L
DLBCL-18 chr22:22888147_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G94C p.A32P
DLBCL-18 chr22:22887953_G>A UTR5 . IGLL5 . . .
DLBCL-18 chr22:22887955_G>A UTR5 . IGLL5 . . .
DLBCL-18 chr22:22888152_G>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.G99A p.M33I
DLBCL-18 chr22:22888168_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C115G p.L39V
DLBCL-18 chr22:22888179_G>A exonic stopgain IGLL5 NM_001256296 c.G20A p.W7X
DLBCL-18 chr22:22888180_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G127C p.V43L
DLBCL-18 chr22:22888188_G>T exonic nonsynonymous SNV IGLL5 NM_001256296 c.G29T p.R10L
DLBCL-18 chr22:22888196_G>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.G143A p.G48E
DLBCL-18 chr22:22888197_G>A exonic nonsynonymous SNV IGLL5 NM_001256296 c.G38A p.G13E
DLBCL-18 chr22:22888197_G>T exonic nonsynonymous SNV IGLL5 NM_001256296 c.G38T p.G13V
DLBCL-18 chr22:22888014_C>G UTR5 . IGLL5 . . .
DLBCL-18 chr22:22888044_C>A UTR5 . IGLL5 . . .
DLBCL-18 chr22:22888225_A>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.A172G p.S58G
DLBCL-18 chr22:22888226_G>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.G173T p.S58I
DLBCL-18 chr22:22888230_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C177G p.S59R
DLBCL-19 chr17:65018251_A>C splicing . GNA13 . . .
DLBCL-19 chr15:44715422_G>A splicing . B2M . . .
DLBCL-19 chr12:92145407_G>C exonic nonsynonymous SNV BTG1 NM_001731 c.C129G p.S43R
DLBCL-19 chr13:40666149_A>G exonic nonsynonymous SNV FOXO1 NM_002015 c.T64C p.S22P
DLBCL-19 chr3:183555435_A>T exonic nonsynonymous SNV KLHL6 NM_130446 c.T219A p.D73E
DLBCL-19 chr3:183555463_G>C exonic nonsynonymous SNV KLHL6 NM_130446 c.C191G p.T64S
DLBCL-19 chr1:202318665_C>T exonic nonsynonymous SNV LGR6 NM_021636 c.C2206T p.P736S
DLBCL-19 chr11:59212499_A>- exonic frameshift deletion MPEG1 NM_001039396 c.367delT p.S123fs
DLBCL-19 chr22:22888229_G>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.G176A p.S59N
DLBCL-20 chr3:187745410_C>T UTR5 . BCL6 . . .
DLBCL-20 chr9:5456167_T>C splicing . CD274 . . .
DLBCL-20 chrX:40072403_A>G exonic synonymous SNV BCOR NM_017745 c.T2943C p.T981T
DLBCL-20 chr1:203305739_G>A exonic nonsynonymous SNV BTG2 NM_006763 c.G133A p.A45T
DLBCL-20 chr17:40554814_C>T exonic stopgain CCR7 NM_001838 c.G1065A p.W355X
DLBCL-20 chr17:65014337_T>C exonic nonsynonymous SNV GNA13 NM_006572 c.A1054G p.T352A
DLBCL-20 chr3:151294594_C>T exonic nonsynonymous SNV GPR87 NM_023915 c.G652A p.V218M
DLBCL-20 chr6:26156911_A>G exonic nonsynonymous SNV HIST1H1E NM_005321 c.A521G p.K174R
DLBCL-20 chr19:16325871_C>T exonic nonsynonymous SNV KLF2 NM_016270 c.C731T p.T244M
DLBCL-20 chr19:16326917_G>C exonic nonsynonymous SNV KLF2 NM_016270 c.G954C p.E318D
DLBCL-20 chr19:16327026_A>C exonic nonsynonymous SNV KLF2 NM_016270 c.A1063C p.M355L
DLBCL-20 chr19:16325356_G>A exonic synonymous SNV KLF2 NM_016270 c.G216A p.A72A
DLBCL-20 chr6:31581565_G>A exonic nonsynonymous SNV LTB NM_002341 c.C274T p.L92F
DLBCL-20 chr18:44952892_C>T exonic synonymous SNV SETBP1 NM_015559 c.C3552T p.H1184H
DLBCL-20 chr6:137877179_AA>- exonic frameshift deletion TNFAIP3 NM_006290 c.909_910del p.L303fs
DLBCL-20 chr1:2556699_G>A exonic stopgain TNFRSF14 NM_003820 c.G35A p.W12X
DLBCL-20 chr1:2557817_G>A exonic nonsynonymous SNV TNFRSF14 NM_003820 c.G161A p.C54Y
DLBCL-20 chr5:124744137_C>T exonic nonsynonymous SNV ZNF608 NM_020747 c.G853A p.E285K
DLBCL-20 chr10:89013348_AG>- exonic frameshift deletion FAS NM_000043 c.657_658del p.T219fs
DLBCL-20 chr4:105269709_C>A exonic nonsynonymous SNV TET2 NM_001127208 c.C4144A p.H1382N
DLBCL-20 chr4:105242927_G>A exonic stopgain TET2 NM_001127208 c.G3594A p.W1198X
DLBCL-20 chr22:22887956_T>C UTR5 . IGLL5 . . .
DLBCL-20 chr22:22888168_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C115G p.L39V
DLBCL-20 chr22:22888169_T>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.T116C p.L39P
DLBCL-20 chr22:22888014_C>T UTR5 . IGLL5 . . .
DLBCL-21 chr10:61901602_A>C UTR5 . ARID5B . . .
DLBCL-21 chr10:61901591_A>G UTR5 . ARID5B . . .
DLBCL-21 chr15:44715703_T>A splicing . B2M . . .
DLBCL-21 chr3:187745457_A>C UTR5 . BCL6 . . .
DLBCL-21 chr22:23180589_G>A UTR5 . BCR . . .
DLBCL-21 chr5:159095618_A>G splicing . EBF1 . . .
DLBCL-21 chr14:35403799_C>T splicing . NFKBIA . . .
DLBCL-21 chr16:11254816_T>G UTR3 . SOCS1 . . .
DLBCL-21 chr16:11254763_T>A UTR3 . SOCS1 . . .
DLBCL-21 chr16:11254788_T>C UTR3 . SOCS1 . . .
DLBCL-21 chr17:65056492_G>C exonic nonsynonymous SNV GNA13 NM_006572 c.C102G p.I34M
DLBCL-21 chr15:44715611_T>C exonic nonsynonymous SNV B2M NM_004048 c.T256C p.Y86H
DLBCL-21 chr15:44715667_T>A exonic nonsynonymous SNV B2M NM_004048 c.T312A p.H104Q
DLBCL-21 chr3:187729250_G>T exonic nonsynonymous SNV BCL6 NM_001706 c.C1155A p.S385R
DLBCL-21 chr12:92145498_C>T exonic nonsynonymous SNV BTG1 NM_001731 c.G38A p.G13D
DLBCL-21 chr1:203305659_G>A exonic nonsynonymous SNV BTG2 NM_006763 c.G53A p.G18D
DLBCL-21 chr8:112247029_C>G exonic nonsynonymous SNV CSMD3 NM_198124 c.G10093C p.E3365Q
DLBCL-21 chr2:96144243_T>C exonic nonsynonymous SNV DUSP2 NM_004418 c.A641G p.E214G
DLBCL-21 chr2:96144843_C>T exonic nonsynonymous SNV DUSP2 NM_004418 c.G428A p.C143Y
DLBCL-21 chr2:96145145_C>T exonic synonymous SNV DUSP2 NM_004418 c.G210A p.L70L
DLBCL-21 chr22:41140199_A>C exonic nonsynonymous SNV EP300 NM_001429 c.A1820C p.N607T
DLBCL-21 chr3:183492154_C>T exonic nonsynonymous SNV KLHL6 NM_130446 c.G1639A p.E547K
DLBCL-21 chr3:183508184_G>A exonic nonsynonymous SNV KLHL6 NM_130446 c.C784T p.R262C
DLBCL-21 chr3:183555389_C>T exonic nonsynonymous SNV KLHL6 NM_130446 c.G265A p.V89M
DLBCL-21 chr12:49032353_G>A exonic stopgain KMT2D NM_003482 c.C12352T p.Q4118X
DLBCL-21 chr6:31582411_C>G exonic nonsynonymous SNV LTB NM_002341 c.G7C p.A3P
DLBCL-21 chr10:128108327_C>G exonic synonymous SNV MKI67 NM_002417 c.G3513C p.G1171G
DLBCL-21 chr14:35404440_G>A exonic stopgain NFKBIA NM_020529 c.C205T p.Q69X
DLBCL-21 chr7:82954500_T>C exonic synonymous SNV PCLO NM_033026 c.A6453G p.R2151R
DLBCL-21 chr1:9723227_C>G exonic nonsynonymous SNV PIK3CD NM_005026 c.C2529G p.N843K
DLBCL-21 chr6:37170643_C>T exonic nonsynonymous SNV PIM1 NM_002648 c.C68T p.T23I
DLBCL-21 chr16:11255125_C>T exonic synonymous SNV SOCS1 NM_003745 c.G354A p.K118K
DLBCL-21 chr1:2556666_T>G exonic nonsynonymous SNV TNFRSF14 NM_003820 c.T2G p.M1R
DLBCL-21 chr1:2556705_C>G exonic nonsynonymous SNV TNFRSF14 NM_003820 c.C41G p.S14C
DLBCL-21 chr22:22888172_->C exonic frameshift insertion IGLL5 NM_001178126 c.120dupC p.R40fs
DLBCL-21 chr22:22887999_T>C UTR5 . IGLL5 . . .
DLBCL-22 chr17:7673533_A>G splicing . TP53 . . .
DLBCL-22 chr17:65056469_T>G exonic nonsynonymous SNV GNA13 NM_006572 c.A125C p.K42T
DLBCL-22 chr17:65056495_C>G exonic nonsynonymous SNV GNA13 NM_006572 c.G99C p.E33D
DLBCL-22 chr9:136509903_G>A exonic synonymous SNV NOTCH1 NM_017617 c.C2799T p.C933C
DLBCL-22 chr7:82954303_A>G exonic nonsynonymous SNV PCLO NM_033026 c.T6650C p.I2217T
DLBCL-22 chr7:82955554_C>A exonic nonsynonymous SNV PCLO NM_033026 c.G5399T p.R1800I
DLBCL-22 chr7:82956134_T>G exonic nonsynonymous SNV PCLO NM_033026 c.A4819C p.K1607Q
DLBCL-22 chr7:82760701_G>T exonic synonymous SNV PCLO NM_033026 c.C15226A p.R5076R
DLBCL-22 chr18:44952185_G>A exonic nonsynonymous SNV SETBP1 NM_015559 c.G2845A p.D949N
DLBCL-22 chr1:15929738_G>A exonic synonymous SNV SPEN NM_015001 c.G3498A p.T1166T
DLBCL-22 chr17:7673253_A>T exonic stopgain TP53 NM_001276761 c.T890A p.L297X
DLBCL-22 chr22:22888132_C>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.C79A p.L27M
DLBCL-23 chr5:158731159_T>C splicing . EBF1 . . .
DLBCL-23 chr6:26157071_C>T UTR3 . HIST1H1E . . .
DLBCL-23 chr7:140753345_A>C exonic nonsynonymous SNV BRAF NM_004333 c.T1790G p.L597R
DLBCL-23 chr5:159084714_T>G exonic nonsynonymous SNV EBF1 NM_182708 c.A437C p.K146T
DLBCL-23 chr2:211624038_C>G exonic nonsynonymous SNV ERBB4 NM_005235 c.G2086C p.E696Q
DLBCL-23 chr6:26234597_C>T exonic nonsynonymous SNV HIST1H1D NM_005320 c.G337A p.A113T
DLBCL-23 chr6:31581858_A>C exonic nonsynonymous SNV LTB NM_002341 c.T164G p.V55G
DLBCL-23 chr9:36882035_G>C exonic stopgain PAX5 NM_016734 c.C981G p.Y327X
DLBCL-23 chr1:9721858_C>T exonic stopgain PIK3CD NM_005026 c.C2053T p.Q685X
DLBCL-23 chr6:134174039_T>C exonic nonsynonymous SNV SGK1 NM_001143676 c.A479G p.E160G
DLBCL-23 chr1:2557816_T>C exonic nonsynonymous SNV TNFRSF14 NM_003820 c.T160C p.C54R
DLBCL-23 chr1:2557826_G>A exonic nonsynonymous SNV TNFRSF14 NM_003820 c.G170A p.C57Y
DLBCL-23 chr11:36498545_A>G exonic nonsynonymous SNV TRAF6 NM_145803 c.T392C p.M131T
DLBCL-23 chr22:22888167_G>C exonic nonsynonymous SNV IGLL5 NM_001256296 c.G8C p.C3S
DLBCL-23 chr22:22887965_A>T UTR5 . IGLL5 . . .
DLBCL-23 chr22:22887966_G>C UTR5 . IGLL5 . . .
DLBCL-23 chr22:22888184_C>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.C131T p.A44V
DLBCL-23 chr22:22888192_A>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.A139T p.S47C
DLBCL-23 chr22:22888193_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G140C p.S47T
DLBCL-23 chr22:22887996_T>C UTR5 . IGLL5 . . .
DLBCL-23 chr22:22888013_G>T UTR5 . IGLL5 . . .



DLBCL-23 chr22:22888221_T>C exonic nonsynonymous SNV IGLL5 NM_001256296 c.T62C p.L21S
DLBCL-23 chr22:22888048_A>G UTR5 . IGLL5 . . .
DLBCL-24 chr3:31981282_G>A UTR5 . OSBPL10 . . .
DLBCL-24 chrX:40055367_C>A splicing . BCOR . . .
DLBCL-24 chr6:41941435_A>G UTR5 . CCND3 . . .
DLBCL-24 chr22:22888087_A>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.A34C p.T12P
DLBCL-24 chr4:105235977_A>- exonic frameshift deletion TET2 NM_001127208 c.2035delA p.T679fs
DLBCL-24 chr1:26697224_->G exonic frameshift insertion ARID1A NM_139135 c.822dupG p.M274fs
DLBCL-24 chrX:40055461_G>T exonic nonsynonymous SNV BCOR NM_017745 c.C4546A p.L1516I
DLBCL-24 chrX:40055463_A>G exonic nonsynonymous SNV BCOR NM_017745 c.T4544C p.L1515P
DLBCL-24 chr1:203305703_C>T exonic stopgain BTG2 NM_006763 c.C97T p.Q33X
DLBCL-24 chr6:167137253_C>G exonic stopgain CCR6 NM_031409 c.C1023G p.Y341X
DLBCL-24 chr9:5465525_G>T exonic stopgain CD274 NM_014143 c.G709T p.E237X
DLBCL-24 chr16:3731374_G>A exonic nonsynonymous SNV CREBBP NM_004380 c.C4990T p.R1664C
DLBCL-24 chr13:40665913_->GCG exonic nonframeshift insertion FOXO1 NM_002015 c.299_300insCGC p.A100delinsAA
DLBCL-24 chr6:26156966_A>C exonic nonsynonymous SNV HIST1H1E NM_005321 c.A576C p.K192N
DLBCL-24 chr19:16325264_A>G exonic nonsynonymous SNV KLF2 NM_016270 c.A124G p.N42D
DLBCL-24 chr19:16325268_G>A exonic nonsynonymous SNV KLF2 NM_016270 c.G128A p.S43N
DLBCL-24 chr19:16325538_G>A exonic nonsynonymous SNV KLF2 NM_016270 c.G398A p.G133D
DLBCL-24 chr19:16325994_A>G exonic nonsynonymous SNV KLF2 NM_016270 c.A854G p.K285R
DLBCL-24 chr19:16326011_G>A exonic nonsynonymous SNV KLF2 NM_016270 c.G871A p.A291T
DLBCL-24 chr19:16325426_C>T exonic synonymous SNV KLF2 NM_016270 c.C286T p.L96L
DLBCL-24 chr19:16326007_G>T exonic synonymous SNV KLF2 NM_016270 c.G867T p.L289L
DLBCL-24 chr12:25245347_C>T exonic nonsynonymous SNV KRAS NM_033360 c.G38A p.G13D
DLBCL-24 chr2:140769266_G>A exonic nonsynonymous SNV LRP1B NM_018557 c.C5705T p.A1902V
DLBCL-24 chr10:128109217_A>G exonic nonsynonymous SNV MKI67 NM_002417 c.T2623C p.S875P
DLBCL-24 chr3:177038383_C>G exonic nonsynonymous SNV TBL1XR1 NM_001321194 c.G977C p.S326T
DLBCL-24 chr2:61492337_C>T exonic nonsynonymous SNV XPO1 NM_003400 c.G1711A p.E571K
DLBCL-24 chr5:124648176_C>T exonic synonymous SNV ZNF608 NM_020747 c.G2208A p.R736R
DLBCL-24 chr5:124744483_A>G exonic synonymous SNV ZNF608 NM_020747 c.T507C p.S169S
DLBCL-24 chr10:89014137_->T exonic frameshift insertion FAS NM_000043 c.696dupT p.Y232fs
DLBCL-24 chr4:105243621_C>T exonic stopgain TET2 NM_001127208 c.C3646T p.R1216X
DLBCL-24 chr22:22888104_C>T exonic synonymous SNV IGLL5 NM_001178126 c.C51T p.G17G
DLBCL-24 chr22:22888138_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C85G p.L29V
DLBCL-24 chr6:26234451_CTTCTTTAC>G exonic frameshift deletion HIST1H1D NM_005320 c.475_483C p.V159Pfs
DLBCL-24 chr22:22888147_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G94C p.A32P
DLBCL-24 chr22:22888150_A>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.A97G p.M33V
DLBCL-24 chr22:22888177_A>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.A124T p.M42L
DLBCL-24 chr22:22887964_C>A UTR5 . IGLL5 . . .
DLBCL-24 chr22:22888189_C>T exonic stopgain IGLL5 NM_001178126 c.C136T p.Q46X
DLBCL-24 chr22:22888192_A>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.A139G p.S47G
DLBCL-24 chr22:22888199_A>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.A146C p.D49A
DLBCL-25 chr3:187745425_T>G UTR5 . BCL6 . . .
DLBCL-25 chr3:187745428_T>C UTR5 . BCL6 . . .
DLBCL-25 chr3:187745440_G>C UTR5 . BCL6 . . .
DLBCL-25 chr7:80674178_T>G UTR3 . CD36 . . .
DLBCL-25 chr15:44711548_T>A exonic nonsynonymous SNV B2M NM_004048 c.T2A p.M1K
DLBCL-25 chr12:92145532_G>A exonic nonsynonymous SNV BTG1 NM_001731 c.C4T p.H2Y
DLBCL-25 chr9:5462914_G>A exonic nonsynonymous SNV CD274 NM_014143 c.G475A p.G159S
DLBCL-25 chr7:80671086_T>A exonic nonsynonymous SNV CD36 NM_001001548 c.T928A p.Y310N
DLBCL-25 chr5:158840076_T>G exonic nonsynonymous SNV EBF1 NM_024007 c.A589C p.N197H
DLBCL-25 chr22:41168782_T>G exonic nonsynonymous SNV EP300 NM_001429 c.T4087G p.F1363V
DLBCL-25 chr7:13911266_A>G exonic nonsynonymous SNV ETV1 NM_004956 c.T844C p.F282L
DLBCL-25 chr6:26156605_A>G exonic nonsynonymous SNV HIST1H1E NM_005321 c.A215G p.D72G
DLBCL-25 chr6:26156632_AGCTGGGTCTCAAGAGCCTGGTG>- exonic frameshift deletion HIST1H1E NM_005321 c.242_264del p.K81fs
DLBCL-25 chr6:26156522_T>C exonic synonymous SNV HIST1H1E NM_005321 c.T132C p.I44I
DLBCL-25 chr6:26156672_G>T exonic synonymous SNV HIST1H1E NM_005321 c.G282T p.V94V
DLBCL-25 chr7:152148860_T>C exonic nonsynonymous SNV KMT2C NM_170606 c.A13067G p.K4356R
DLBCL-25 chr2:141013710_G>A exonic synonymous SNV LRP1B NM_018557 c.C2226T p.F742F
DLBCL-25 chr15:66481766_T>C exonic nonsynonymous SNV MAP2K1 NM_002755 c.T580C p.S194P
DLBCL-25 chrX:1466250_A>T exonic nonsynonymous SNV P2RY8 NM_178129 c.T309A p.F103L
DLBCL-25 chr7:82954479_G>A exonic synonymous SNV PCLO NM_033026 c.C6474T p.A2158A
DLBCL-25 chr14:68790195_G>A exonic synonymous SNV ZFP36L1 NM_001244701 c.C562T p.L188L
DLBCL-25 chr4:105243763_G>A exonic nonsynonymous SNV TET2 NM_001127208 c.G3788A p.C1263Y
DLBCL-25 chr22:22888130_T>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.T77C p.L26P
DLBCL-25 chr22:22888138_C>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.C85A p.L29M
DLBCL-25 chr22:22888152_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G99C p.M33I
DLBCL-25 chr22:22888158_C>G exonic synonymous SNV IGLL5 NM_001178126 c.C105G p.A35A
DLBCL-25 chr22:22888191_A>G exonic nonsynonymous SNV IGLL5 NM_001256296 c.A32G p.K11R
DLBCL-25 chr22:22888217_C>G exonic stopgain IGLL5 NM_001178126 c.C164G p.S55X
DLBCL-26 chr15:44715702_GTAA>- splicing . B2M . . .
DLBCL-26 chr16:10918528_T>C splicing . CIITA . . .
DLBCL-26 chr14:68792881_C>T splicing . ZFP36L1 . . .
DLBCL-26 chr22:22888054_A>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.A1T p.M1L
DLBCL-26 chr17:65056490_T>C exonic nonsynonymous SNV GNA13 NM_006572 c.A104G p.D35G
DLBCL-26 chr15:44715580_TT>- exonic frameshift deletion B2M NM_004048 c.225_226del p.S75fs
DLBCL-26 chr12:122022159_C>T exonic nonsynonymous SNV BCL7A NM_020993 c.C68T p.A23V
DLBCL-26 chr7:2944252_T>G exonic nonsynonymous SNV CARD11 NM_001324281 c.A644C p.K215T
DLBCL-26 chr2:136114964_->G exonic frameshift insertion CXCR4 NM_001348056 c.1176dupC p.R393fs
DLBCL-26 chr13:40559960_C>A exonic nonsynonymous SNV FOXO1 NM_002015 c.G1531T p.A511S
DLBCL-26 chr17:65056530_T>C exonic nonsynonymous SNV GNA13 NM_006572 c.A64G p.S22G
DLBCL-26 chr17:65014750_T>G exonic nonsynonymous SNV GNA13 NM_006572 c.A641C p.K214T
DLBCL-26 chr6:26055910_G>A exonic synonymous SNV HIST1H1C NM_005319 c.C519T p.S173S
DLBCL-26 chr6:393190_G>A exonic nonsynonymous SNV IRF4 NM_002460 c.G38A p.G13D
DLBCL-26 chr6:393208_G>T exonic nonsynonymous SNV IRF4 NM_002460 c.G56T p.C19F
DLBCL-26 chr8:100721423_T>G exonic nonsynonymous SNV PABPC1 NM_002568 c.A161C p.Y54S
DLBCL-26 chr7:82952390_A>C exonic nonsynonymous SNV PCLO NM_033026 c.T8563G p.L2855V
DLBCL-26 chr6:106086562_T>G exonic nonsynonymous SNV PRDM1 NM_001198 c.T9G p.D3E
DLBCL-26 chr2:151463568_A>G exonic nonsynonymous SNV RIF1 NM_018151 c.A4048G p.M1350V
DLBCL-26 chr6:134174524_A>C exonic nonsynonymous SNV SGK1 NM_001143676 c.T424G p.Y142D
DLBCL-26 chr6:134174565_A>G exonic nonsynonymous SNV SGK1 NM_001143676 c.T383C p.M128T
DLBCL-26 chr6:134173526_T>C exonic nonsynonymous SNV SGK1 NM_001143676 c.A554G p.N185S
DLBCL-26 chr6:134174575_G>A exonic stopgain SGK1 NM_001143676 c.C373T p.Q125X
DLBCL-26 chr6:134174516_G>A exonic synonymous SNV SGK1 NM_001143676 c.C432T p.C144C
DLBCL-26 chr1:2556666_T>C exonic nonsynonymous SNV TNFRSF14 NM_003820 c.T2C p.M1T
DLBCL-26 chr4:105272692_->A exonic frameshift insertion TET2 NM_001127208 c.4312dupA p.E1437fs
DLBCL-26 chr4:105237205_C>G exonic stopgain TET2 NM_001127208 c.C3263G p.S1088X
DLBCL-26 chr17:65056512_G>A exonic stopgain GNA13 NM_006572 c.C82T p.Q28X
DLBCL-26 chr22:22888170_G>T exonic nonsynonymous SNV IGLL5 NM_001256296 c.G11T p.C4F
DLBCL-26 chr22:22888220_T>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.T167C p.V56A
DLBCL-26 chr22:22888033_T>G UTR5 . IGLL5 . . .
DLBCL-26 chr22:22888248_C>T exonic nonsynonymous SNV IGLL5 NM_001256296 c.C89T p.A30V
DLBCL-26 chr22:22888261_T>A splicing . IGLL5 NM_001178126 . .
DLBCL-26 chr22:22893698_A>C splicing . IGLL5 NM_001178126 . .
DLBCL-27 chr15:44715421_A>G splicing . B2M . . .
DLBCL-27 chr6:134175708_C>T UTR5 . SGK1 . . .
DLBCL-27 chr6:134175718_T>C UTR5 . SGK1 . . .
DLBCL-27 chr14:68792881_C>T splicing . ZFP36L1 . . .
DLBCL-27 chr22:22888061_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C8G p.P3R
DLBCL-27 chr22:22888117_C>T exonic stopgain IGLL5 NM_001178126 c.C64T p.Q22X
DLBCL-27 chr6:156778250_G>A exonic synonymous SNV ARID1B NM_020732 c.G321A p.Q107Q
DLBCL-27 chr15:44715440_GTTTA>- exonic frameshift deletion B2M NM_004048 c.85_89del p.V29fs
DLBCL-27 chr9:5457349_A>G exonic nonsynonymous SNV CD274 NM_014143 c.A323G p.D108G
DLBCL-27 chr8:112975983_G>A exonic nonsynonymous SNV CSMD3 NM_198124 c.C1076T p.T359M
DLBCL-27 chr2:96143987_T>G exonic nonsynonymous SNV DUSP2 NM_004418 c.A781C p.I261L
DLBCL-27 chr2:96144366_G>A exonic nonsynonymous SNV DUSP2 NM_004418 c.C518T p.P173L
DLBCL-27 chr2:96145103_C>G exonic nonsynonymous SNV DUSP2 NM_004418 c.G252C p.E84D
DLBCL-27 chrX:79171315_A>G exonic nonsynonymous SNV GPR174 NM_032553 c.A308G p.Y103C
DLBCL-27 chr3:183492091_C>T exonic nonsynonymous SNV KLHL6 NM_130446 c.G1702A p.E568K
DLBCL-27 chr12:49033193_G>A exonic nonsynonymous SNV KMT2D NM_003482 c.C11512T p.P3838S
DLBCL-27 chr12:25245350_C>T exonic nonsynonymous SNV KRAS NM_033360 c.G35A p.G12D
DLBCL-27 chr1:202203838_AC>- exonic frameshift deletion LGR6 NM_021636 c.19_20del p.T7fs
DLBCL-27 chr6:31581823_G>C exonic nonsynonymous SNV LTB NM_002341 c.C199G p.Q67E
DLBCL-27 chr6:31581611_C>T exonic nonsynonymous SNV LTB NM_002341 c.G182A p.R61K
DLBCL-27 chr15:66436815_T>A exonic nonsynonymous SNV MAP2K1 NM_002755 c.T361A p.C121S
DLBCL-27 chrX:1465481_A>T exonic stoploss P2RY8 NM_178129 c.T1078A p.X360R
DLBCL-27 chrX:1465750_C>T exonic nonsynonymous SNV P2RY8 NM_178129 c.G809A p.S270N
DLBCL-27 chr7:82955088_A>C exonic stopgain PCLO NM_033026 c.T5865G p.Y1955X
DLBCL-27 chr3:49368514_T>G exonic nonsynonymous SNV RHOA NM_001313941 c.A191C p.E64A
DLBCL-27 chr6:134174046_G>A exonic nonsynonymous SNV SGK1 NM_001143676 c.C472T p.P158S
DLBCL-27 chr6:134172302_T>C exonic nonsynonymous SNV SGK1 NM_001143676 c.A962G p.E321G
DLBCL-27 chr6:134172662_C>G exonic nonsynonymous SNV SGK1 NM_001143676 c.G947C p.R316T
DLBCL-27 chr6:134172704_G>C exonic nonsynonymous SNV SGK1 NM_001143676 c.C905G p.A302G
DLBCL-27 chr6:134173040_A>T exonic nonsynonymous SNV SGK1 NM_001143676 c.T817A p.Y273N
DLBCL-27 chr6:134173041_G>T exonic nonsynonymous SNV SGK1 NM_001143676 c.C816A p.D272E
DLBCL-27 chr6:134173054_T>A exonic nonsynonymous SNV SGK1 NM_001143676 c.A803T p.Y268F
DLBCL-27 chr6:134173079_A>G exonic nonsynonymous SNV SGK1 NM_001143676 c.T778C p.S260P
DLBCL-27 chr6:134173142_T>C exonic nonsynonymous SNV SGK1 NM_001143676 c.A715G p.M239V
DLBCL-27 chr6:134173149_C>G exonic nonsynonymous SNV SGK1 NM_001143676 c.G708C p.K236N
DLBCL-27 chr6:134173294_C>G exonic nonsynonymous SNV SGK1 NM_001143676 c.G682C p.A228P
DLBCL-27 chr6:134173311_T>A exonic nonsynonymous SNV SGK1 NM_001143676 c.A665T p.K222I
DLBCL-27 chr6:134173312_T>G exonic nonsynonymous SNV SGK1 NM_001143676 c.A664C p.K222Q
DLBCL-27 chr6:134173347_G>C exonic nonsynonymous SNV SGK1 NM_001143676 c.C629G p.A210G
DLBCL-27 chr6:134173504_G>C exonic nonsynonymous SNV SGK1 NM_001143676 c.C576G p.D192E
DLBCL-27 chr6:134173512_G>C exonic nonsynonymous SNV SGK1 NM_001143676 c.C568G p.P190A
DLBCL-27 chr6:134173529_G>T exonic nonsynonymous SNV SGK1 NM_001143676 c.C551A p.S184Y
DLBCL-27 chr6:134174032_C>G exonic nonsynonymous SNV SGK1 NM_001143676 c.G486C p.E162D
DLBCL-27 chr6:134174037_G>A exonic nonsynonymous SNV SGK1 NM_001143676 c.C481T p.P161S
DLBCL-27 chr6:134174038_C>A exonic nonsynonymous SNV SGK1 NM_001143676 c.G480T p.E160D
DLBCL-27 chr6:134174062_G>C exonic nonsynonymous SNV SGK1 NM_001143676 c.C456G p.I152M
DLBCL-27 chr6:134173331_T>C exonic synonymous SNV SGK1 NM_001143676 c.A645G p.E215E
DLBCL-27 chr6:134175655_C>G exonic nonsynonymous SNV SGK1 NM_001143678 c.G7C p.E3Q
DLBCL-27 chr6:134175557_C>T exonic synonymous SNV SGK1 NM_001143678 c.G105A p.L35L
DLBCL-27 chr1:2556667_G>A exonic nonsynonymous SNV TNFRSF14 NM_003820 c.G3A p.M1I
DLBCL-27 chr14:68792886_C>T exonic nonsynonymous SNV ZFP36L1 NM_001244701 c.G260A p.C87Y
DLBCL-27 chr14:68792882_C>T exonic synonymous SNV ZFP36L1 NM_001244701 c.G264A p.K88K
DLBCL-27 chr4:105276246_->G exonic frameshift insertion TET2 NM_001127208 c.5737dupG p.H1912fs
DLBCL-27 chr4:105261798_CTTATGGCACCAACATATAAGAAA>- exonic nonframeshift deletion TET2 NM_001127208 c.3994_4017del p.1332_1339del
DLBCL-27 chr22:22888133_T>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.T80A p.L27Q
DLBCL-27 chr22:22887962_A>T UTR5 . IGLL5 . . .
DLBCL-27 chr22:22888177_A>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.A124T p.M42L
DLBCL-27 chr22:22888185_A>G exonic nonsynonymous SNV IGLL5 NM_001256296 c.A26G p.H9R
DLBCL-27 chr22:22888193_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G140C p.S47T
DLBCL-27 chr22:22888239_CCTGCGGAGCCTGT>- exonic frameshift deletion IGLL5 NM_001178126 c.186_199del p.S62fs
DLBCL-28 chr3:187745454_A>C UTR5 . BCL6 . . .
DLBCL-28 chr2:136115957_A>G UTR5 . CXCR4 . . .
DLBCL-28 chr2:136115959_C>T UTR5 . CXCR4 . . .
DLBCL-28 chr10:88990899_T>G exonic nonsynonymous SNV FAS NM_000043 c.T23G p.L8R
DLBCL-28 chr15:44711575_T>G exonic nonsynonymous SNV B2M NM_004048 c.T29G p.L10R
DLBCL-28 chr7:140753350_A>C exonic nonsynonymous SNV BRAF NM_004333 c.T1785G p.F595L
DLBCL-28 chr6:27867513_G>A exonic nonsynonymous SNV HIST1H1B NM_005322 c.C17T p.P6L
DLBCL-28 chr19:16325965_C>T exonic synonymous SNV KLF2 NM_016270 c.C825T p.S275S
DLBCL-28 chr12:49052043_G>A exonic nonsynonymous SNV KMT2D NM_003482 c.C1640T p.P547L
DLBCL-28 chr12:25245350_C>T exonic nonsynonymous SNV KRAS NM_033360 c.G35A p.G12D
DLBCL-28 chr9:37033986_C>G exonic nonsynonymous SNV PAX5 NM_016734 c.G46C p.G16R
DLBCL-28 chr3:47083769_T>A exonic nonsynonymous SNV SETD2 NM_014159 c.A6011T p.D2004V
DLBCL-28 chr3:47122763_G>A exonic nonsynonymous SNV SETD2 NM_014159 c.C1873T p.P625S
DLBCL-28 chr6:134174520_G>A exonic nonsynonymous SNV SGK1 NM_001143676 c.C428T p.A143V
DLBCL-28 chr6:134173031_C>T exonic nonsynonymous SNV SGK1 NM_001143676 c.G826A p.G276S
DLBCL-28 chr6:134173142_T>G exonic nonsynonymous SNV SGK1 NM_001143676 c.A715C p.M239L
DLBCL-28 chr6:134173328_T>A exonic nonsynonymous SNV SGK1 NM_001143676 c.A648T p.E216D
DLBCL-28 chr6:134174565_A>C exonic nonsynonymous SNV SGK1 NM_001143676 c.T383G p.M128R
DLBCL-28 chr6:134174576_C>G exonic nonsynonymous SNV SGK1 NM_001143676 c.G372C p.K124N
DLBCL-28 chr6:134174032_C>T exonic synonymous SNV SGK1 NM_001143676 c.G486A p.E162E
DLBCL-28 chr6:134174516_G>A exonic synonymous SNV SGK1 NM_001143676 c.C432T p.C144C
DLBCL-28 chr6:134174752_C>A exonic nonsynonymous SNV SGK1 NM_005627 c.G56T p.G19V
DLBCL-28 chr6:134174762_T>A exonic nonsynonymous SNV SGK1 NM_005627 c.A46T p.R16W
DLBCL-28 chr16:11255133_T>A exonic nonsynonymous SNV SOCS1 NM_003745 c.A346T p.S116C
DLBCL-28 chr1:2557817_G>A exonic nonsynonymous SNV TNFRSF14 NM_003820 c.G161A p.C54Y
DLBCL-28 chr4:105259672_->TTTTG exonic frameshift insertion TET2 NM_001127208 c.3857_3858insTTTTG p.S1286fs
DLBCL-28 chr4:105276176_C>G exonic nonsynonymous SNV TET2 NM_001127208 c.C5666G p.P1889R
DLBCL-28 chr10:89014266_T>C exonic nonsynonymous SNV FAS NM_000043 c.T824C p.V275A
DLBCL-28 chr22:22888137_G>A exonic synonymous SNV IGLL5 NM_001178126 c.G84A p.L28L
DLBCL-28 chr22:22888153_G>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.G100A p.V34I
DLBCL-28 chr22:22888180_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G127C p.V43L
DLBCL-28 chr22:22888188_G>C exonic nonsynonymous SNV IGLL5 NM_001256296 c.G29C p.R10P
DLBCL-28 chr22:22888214_C>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.C161T p.A54V
DLBCL-29 chr9:5456109_GAAAGAT>- exonic frameshift deletion CD274 NM_014143 whole gene NA
DLBCL-29 chr9:5457421_G>T splicing . CD274 . . .
DLBCL-29 chr20:35626130_T>G UTR3 . CPNE1 . . .
DLBCL-29 chr9:37034050_G>A UTR5 . PAX5 . . .
DLBCL-29 chr6:134174731_C>T splicing . SGK1 . . .
DLBCL-29 chr1:2556735_T>C splicing . TNFRSF14 . . .
DLBCL-29 chr14:68792880_A>T splicing . ZFP36L1 . . .
DLBCL-29 chr22:22888099_C>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.C46A p.L16M
DLBCL-29 chr22:22888104_C>A exonic synonymous SNV IGLL5 NM_001178126 c.C51A p.G17G
DLBCL-29 chr22:22888106_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C53G p.P18R
DLBCL-29 chr4:105272605_AAAA>- exonic frameshift deletion TET2 NM_001127208 c.4224_4227del p.G1408fs
DLBCL-29 chr17:65056381_G>C exonic nonsynonymous SNV GNA13 NM_006572 c.C213G p.I71M
DLBCL-29 chr17:65056470_T>G exonic nonsynonymous SNV GNA13 NM_006572 c.A124C p.K42Q
DLBCL-29 chr1:203305708_G>A exonic synonymous SNV BTG2 NM_006763 c.G102A p.R34R
DLBCL-29 chr7:2944252_T>G exonic nonsynonymous SNV CARD11 NM_001324281 c.A644C p.K215T
DLBCL-29 chr8:112685669_C>T exonic nonsynonymous SNV CSMD3 NM_198124 c.G2099A p.G700E
DLBCL-29 chr2:96145024_G>A exonic synonymous SNV DUSP2 NM_004418 c.C331T p.L111L
DLBCL-29 chr17:65056472_T>A exonic nonsynonymous SNV GNA13 NM_006572 c.A122T p.E41V
DLBCL-29 chr17:65056486_T>A exonic nonsynonymous SNV GNA13 NM_006572 c.A108T p.K36N
DLBCL-29 chr12:49041034_T>C exonic nonsynonymous SNV KMT2D NM_003482 c.A6736G p.K2246E
DLBCL-29 chr12:25225628_C>T exonic nonsynonymous SNV KRAS NM_033360 c.G436A p.A146T
DLBCL-29 chr6:31581853_C>G exonic nonsynonymous SNV LTB NM_002341 c.G169C p.E57Q
DLBCL-29 chr3:12604200_G>A exonic nonsynonymous SNV RAF1 NM_002880 c.C770T p.S257L
DLBCL-29 chr6:134174499_GGTCAAACTTACTGTTT>- exonic frameshift deletion SGK1 NM_001143676 c.433_437del p.K145fs
DLBCL-29 chr6:134174031_G>C exonic nonsynonymous SNV SGK1 NM_001143676 c.C487G p.L163V
DLBCL-29 chr6:134173278_T>C exonic nonsynonymous SNV SGK1 NM_001143676 c.A698G p.K233R
DLBCL-29 chr6:134173329_T>C exonic nonsynonymous SNV SGK1 NM_001143676 c.A647G p.E216G
DLBCL-29 chr6:134173462_C>G exonic nonsynonymous SNV SGK1 NM_001143676 c.G618C p.K206N
DLBCL-29 chr6:134173512_G>T exonic nonsynonymous SNV SGK1 NM_001143676 c.C568A p.P190T
DLBCL-29 chr6:134173559_G>C exonic nonsynonymous SNV SGK1 NM_001143676 c.C521G p.P174R
DLBCL-29 chr6:134174028_T>C exonic nonsynonymous SNV SGK1 NM_001143676 c.A490G p.M164V
DLBCL-29 chr6:134174073_C>T exonic nonsynonymous SNV SGK1 NM_001143676 c.G445A p.V149I
DLBCL-29 chr6:134174523_T>A exonic nonsynonymous SNV SGK1 NM_001143676 c.A425T p.Y142F
DLBCL-29 chr6:134174533_T>A exonic nonsynonymous SNV SGK1 NM_001143676 c.A415T p.N139Y
DLBCL-29 chr6:134174017_G>A exonic synonymous SNV SGK1 NM_001143676 c.C501T p.N167N
DLBCL-29 chr6:134175602_G>A exonic synonymous SNV SGK1 NM_001143678 c.C60T p.R20R
DLBCL-29 chr16:11255088_G>C exonic nonsynonymous SNV SOCS1 NM_003745 c.C391G p.Q131E
DLBCL-29 chr16:11255477_A>T exonic nonsynonymous SNV SOCS1 NM_003745 c.T2A p.M1K
DLBCL-29 chr5:168090715_T>C exonic nonsynonymous SNV TENM2 NM_001122679 c.T1657C p.F553L
DLBCL-29 chr14:68792988_T>G exonic nonsynonymous SNV ZFP36L1 NM_001244701 c.A158C p.D53A
DLBCL-29 chr4:105275464_C>T exonic stopgain TET2 NM_001127208 c.C4954T p.Q1652X
DLBCL-29 chr22:22887966_G>C UTR5 . IGLL5 . . .
DLBCL-29 chr22:22888184_C>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.C131T p.A44V
DLBCL-29 chr22:22888229_G>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.G176A p.S59N
DLBCL-29 chr22:22888248_C>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.C195A p.S65R
DLBCL-30 chr16:10877232_T>C UTR5 . CIITA . . .
DLBCL-30 chr16:10877213_T>G UTR5 . CIITA . . .
DLBCL-30 chr1:234607052_G>A UTR3 . IRF2BP2 . . .
DLBCL-30 chr17:65056451_A>G exonic nonsynonymous SNV GNA13 NM_006572 c.T143C p.L48P
DLBCL-30 chr3:187725014_C>G exonic nonsynonymous SNV BCL6 NM_001706 c.G1904C p.C635S
DLBCL-30 chr12:92145450_T>- exonic frameshift deletion BTG1 NM_001731 c.86delA p.K29fs
DLBCL-30 chr16:10877331_A>T exonic nonsynonymous SNV CIITA NM_001286402 c.A1T p.M1L
DLBCL-30 chr3:183492153_T>G exonic nonsynonymous SNV KLHL6 NM_130446 c.A1640C p.E547A
DLBCL-30 chr3:183555413_G>A exonic stopgain KLHL6 NM_130446 c.C241T p.Q81X
DLBCL-30 chr6:31582301_A>C exonic synonymous SNV LTB NM_002341 c.T117G p.T39T
DLBCL-30 chr7:82838315_G>C exonic nonsynonymous SNV PCLO NM_033026 c.C14125G p.L4709V
DLBCL-30 chr7:82838329_T>C exonic nonsynonymous SNV PCLO NM_033026 c.A14111G p.Y4704C
DLBCL-30 chr12:121814462_G>A exonic synonymous SNV SETD1B NM_015048 c.G2247A p.P749P
DLBCL-30 chr6:134173509_A>C exonic nonsynonymous SNV SGK1 NM_001143676 c.T571G p.S191A
DLBCL-30 chr18:62385033_G>C exonic stoploss TNFRSF11A NM_003839 c.G1850C p.X617S
DLBCL-30 chr5:151056900_C>A exonic stopgain TNIP1 NM_006058 c.G493T p.E165X
DLBCL-30 chr4:105259660_G>A exonic nonsynonymous SNV TET2 NM_001127208 c.G3845A p.G1282D
DLBCL-30 chr4:105236757_C>T exonic stopgain TET2 NM_001127208 c.C2815T p.Q939X
DLBCL-30 chr22:22888145_T>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.T92A p.L31Q
DLBCL-30 chr22:22887959_T>A UTR5 . IGLL5 . . .
DLBCL-30 chr22:22888203_A>G exonic nonsynonymous SNV IGLL5 NM_001256296 c.A44G p.Q15R
DLBCL-31 chr22:22888099_C>T exonic synonymous SNV IGLL5 NM_001178126 c.C46T p.L16L
DLBCL-31 chr1:26763174_A>G exonic nonsynonymous SNV ARID1A NM_139135 c.A2621G p.N874S
DLBCL-31 chr1:116544377_C>A exonic stopgain CD58 NM_001779 c.G298T p.E100X
DLBCL-31 chr6:27867119_G>- exonic frameshift deletion HIST1H1B NM_005322 c.411delC p.A137fs
DLBCL-31 chr6:26055917_G>C exonic nonsynonymous SNV HIST1H1C NM_005319 c.C512G p.A171G



DLBCL-31 chr3:183492091_C>T exonic nonsynonymous SNV KLHL6 NM_130446 c.G1702A p.E568K
DLBCL-31 chr2:140358938_G>A exonic nonsynonymous SNV LRP1B NM_018557 c.C11140T p.L3714F
DLBCL-31 chr14:68792944_G>A exonic nonsynonymous SNV ZFP36L1 NM_001244701 c.C202T p.H68Y
DLBCL-31 chr14:68792946_G>A exonic nonsynonymous SNV ZFP36L1 NM_001244701 c.C200T p.T67M
DLBCL-31 chr4:105243738_->A exonic stopgain TET2 NM_001127208 c.3764dupA p.Y1255_G1256delinsX
DLBCL-31 chr22:22887955_G>T UTR5 . IGLL5 . . .
DLBCL-32 chr18:63318023_A>T UTR3 . BCL2 . . .
DLBCL-32 chr18:63317969_T>C UTR3 . BCL2 . . .
DLBCL-32 chr16:89280818_GGGAAGGGCCCCTTCGA>- exonic frameshift deletion ANKRD11 NM_001256182 c.5708_5724del p.L1903fs
DLBCL-32 chr18:63318078_C>T exonic nonsynonymous SNV BCL2 NM_000657 c.G589A p.G197S
DLBCL-32 chr18:63318275_G>A exonic nonsynonymous SNV BCL2 NM_000657 c.C392T p.A131V
DLBCL-32 chr16:3738646_C>T exonic nonsynonymous SNV CREBBP NM_004380 c.G4307A p.S1436N
DLBCL-32 chr16:3728913_TGGGCCTGCATGGATATCACAGGCCTGGGCAAGCCTGGCA>- exonic frameshift deletion CREBBP NM_004380 c.6095_6134del p.M2032fs
DLBCL-32 chr13:40666151_C>G exonic nonsynonymous SNV FOXO1 NM_002015 c.G62C p.R21P
DLBCL-32 chr12:25225714_T>G exonic nonsynonymous SNV KRAS NM_033360 c.A350C p.K117T
DLBCL-32 chrX:1465707_GAGGCAGCTGA>- exonic frameshift deletion P2RY8 NM_178129 c.842_852del p.L281fs
DLBCL-32 chr6:134174537_A>T exonic synonymous SNV SGK1 NM_001143676 c.T411A p.I137I
DLBCL-32 chr6:75258793_->AA exonic frameshift insertion TMEM30A NM_018247 c.878_879insTT p.L293fs
DLBCL-32 chr22:22887963_A>C UTR5 . IGLL5 . . .
DLBCL-32 chr22:22888186_C>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.C133T p.P45S
DLBCL-33 chr9:73170108_A>G UTR3 . ANXA1 . . .
DLBCL-33 chr9:5456166_G>T splicing . CD274 . . .
DLBCL-33 chr11:118883994_T>A splicing . CXCR5 . . .
DLBCL-33 chr6:134174587_C>T splicing . SGK1 . . .
DLBCL-33 chr1:26696623_C>T exonic stopgain ARID1A NM_139135 c.C220T p.Q74X
DLBCL-33 chr7:2937079_G>T exonic nonsynonymous SNV CARD11 NM_001324281 c.C1299A p.S433R
DLBCL-33 chr7:2939834_C>T exonic nonsynonymous SNV CARD11 NM_001324281 c.G779A p.R260Q
DLBCL-33 chr7:2945839_C>T exonic nonsynonymous SNV CARD11 NM_001324281 c.G338A p.R113Q
DLBCL-33 chr5:158840074_A>T exonic nonsynonymous SNV EBF1 NM_024007 c.T591A p.N197K
DLBCL-33 chr22:41127601_C>T exonic stopgain EP300 NM_001429 c.C1021T p.Q341X
DLBCL-33 chr13:40666151_C>G exonic nonsynonymous SNV FOXO1 NM_002015 c.G62C p.R21P
DLBCL-33 chr13:40665974_C>G exonic nonsynonymous SNV FOXO1 NM_002015 c.G239C p.S80T
DLBCL-33 chr6:26156737_C>T exonic nonsynonymous SNV HIST1H1E NM_005321 c.C347T p.A116V
DLBCL-33 chr19:16325535_G>A exonic nonsynonymous SNV KLF2 NM_016270 c.G395A p.G132D
DLBCL-33 chr19:16326002_C>A exonic nonsynonymous SNV KLF2 NM_016270 c.C862A p.H288N
DLBCL-33 chr19:16326927_C>G exonic nonsynonymous SNV KLF2 NM_016270 c.C964G p.H322D
DLBCL-33 chr19:16325767_G>C exonic synonymous SNV KLF2 NM_016270 c.G627C p.L209L
DLBCL-33 chr12:49052322_T>G exonic nonsynonymous SNV KMT2D NM_003482 c.A1361C p.E454A
DLBCL-33 chr8:100718193_C>T exonic nonsynonymous SNV PABPC1 NM_002568 c.G281A p.R94H
DLBCL-33 chr16:11255476_C>A exonic nonsynonymous SNV SOCS1 NM_003745 c.G3T p.M1I
DLBCL-33 chr16:11255475_C>T exonic nonsynonymous SNV SOCS1 NM_003745 c.G4A p.V2I
DLBCL-33 chr6:75256238_C>T exonic stopgain TMEM30A NM_018247 c.G950A p.W317X
DLBCL-33 chr6:137878457_G>T exonic stopgain TNFAIP3 NM_006290 c.G1012T p.E338X
DLBCL-33 chr6:137871291_C>- exonic frameshift deletion TNFAIP3 NM_006290 c.64delC p.R22fs
DLBCL-33 chr10:89014138_T>A exonic stopgain FAS NM_000043 c.T696A p.Y232X
DLBCL-33 chr4:105261815_T>A exonic stopgain TET2 NM_001127208 c.T4011A p.Y1337X
DLBCL-33 chr4:105272591_C>T exonic stopgain TET2 NM_001127208 c.C4210T p.R1404X
EMZL-01 chr22:22888117_C>T exonic stopgain IGLL5 NM_001178126 c.C64T p.Q22X
EMZL-01 chrX:40057210_G>A exonic stopgain BCOR NM_017745 c.C4438T p.R1480X
EMZL-01 chr9:5462909_->TGAG exonic frameshift insertion CD274 NM_014143 c.470_471insTGAG p.A157fs
EMZL-01 chr9:5462971_A>T exonic stopgain CD274 NM_014143 c.A532T p.K178X
EMZL-01 chr19:6586337_G>A exonic nonsynonymous SNV CD70 NM_001330332 c.C265T p.P89S
EMZL-01 chr8:112265519_T>G exonic nonsynonymous SNV CSMD3 NM_198124 c.A9460C p.N3154H
EMZL-01 chr5:76732618_G>A exonic nonsynonymous SNV F2R NM_001311313 c.G30A p.M10I
EMZL-01 chr19:16326917_G>C exonic nonsynonymous SNV KLF2 NM_016270 c.G954C p.E318D
EMZL-01 chr10:128112316_G>C exonic nonsynonymous SNV MKI67 NM_002417 c.C1786G p.R596G
EMZL-01 chr8:100718194_G>C exonic nonsynonymous SNV PABPC1 NM_002568 c.C280G p.R94G
EMZL-01 chr9:89001659_C>T exonic synonymous SNV S1PR3 NM_005226 c.C459T p.R153R
EMZL-01 chr12:57106784_C>T exonic synonymous SNV STAT6 NM_003153 c.G387A p.K129K
EMZL-01 chr1:2556701_A>T exonic stopgain TNFRSF14 NM_003820 c.A37T p.R13X
EMZL-01 chr17:7674953_T>C exonic nonsynonymous SNV TP53 NM_001276761 c.A461G p.H154R
EMZL-01 chr4:105272862_C>G exonic stopgain TET2 NM_001127208 c.C4481G p.S1494X
EMZL-01 chr4:105234891_C>T exonic stopgain TET2 NM_001127208 c.C949T p.Q317X
EMZL-01 chr22:22888007_G>C UTR5 . IGLL5 . . .
EMZL-02 chr16:88628855_G>A splicing . ZC3H18 . . .
EMZL-02 chr22:22888133_T>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.T80A p.L27Q
EMZL-02 chr17:65056481_A>T exonic nonsynonymous SNV GNA13 NM_006572 c.T113A p.L38Q
EMZL-02 chr4:105237289_->A exonic frameshift insertion TET2 NM_001127208 c.3348dupA p.I1116fs
EMZL-02 chr17:65056485_A>G exonic nonsynonymous SNV GNA13 NM_006572 c.T109C p.C37R
EMZL-02 chrX:40076502_T>C exonic synonymous SNV BCOR NM_017745 c.A117G p.S39S
EMZL-02 chr9:5457328_T>G exonic nonsynonymous SNV CD274 NM_014143 c.T302G p.I101S
EMZL-02 chr1:226736447_G>A exonic nonsynonymous SNV ITPKB NM_002221 c.C1012T p.P338S
EMZL-02 chr8:100718194_G>A exonic nonsynonymous SNV PABPC1 NM_002568 c.C280T p.R94C
EMZL-02 chr7:83155814_C>T exonic nonsynonymous SNV PCLO NM_033026 c.G827A p.R276Q
EMZL-02 chr12:121809767_G>A exonic synonymous SNV SETD1B NM_015048 c.G822A p.P274P
EMZL-02 chr6:137877183_G>T exonic stopgain TNFAIP3 NM_006290 c.G913T p.E305X
EMZL-02 chr6:137877053_TTATGTATTATTTTTTTCCTTAGA>- exonic frameshift deletion TNFAIP3 NM_006290 c.806_806del p.E269fs
EMZL-02 chr1:2557750_GCCCCCT>- exonic frameshift deletion TNFRSF14 NM_003820 c.94_100del p.A32fs
EMZL-02 chr22:22888164_C>A exonic nonsynonymous SNV IGLL5 NM_001256296 c.C5A p.A2D
EMZL-02 chr22:22888169_T>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.T116A p.L39Q
EMZL-02 chr22:22888180_G>A exonic stopgain IGLL5 NM_001256296 c.G21A p.W7X
EMZL-03 chr3:32954539_C>- UTR3 . CCR4 . . .
EMZL-03 chr3:32954540_T>A UTR3 . CCR4 . . .
EMZL-03 chr4:105235452_A>- exonic frameshift deletion TET2 NM_001127208 c.1510delA p.K504fs
EMZL-03 chr4:105236089_->A exonic frameshift insertion TET2 NM_001127208 c.2148dupA p.S716fs
EMZL-03 chr8:113436767_->GCGGCCACATTTAA exonic frameshift insertion CSMD3 NM_198123 c.87_88insTTAAATGTGGCCGC p.L30fs
EMZL-03 chr8:112301949_G>C exonic nonsynonymous SNV CSMD3 NM_198124 c.C8164G p.L2722V
EMZL-03 chr6:26056303_C>G exonic nonsynonymous SNV HIST1H1C NM_005319 c.G126C p.E42D
EMZL-03 chr6:26056234_C>T exonic synonymous SNV HIST1H1C NM_005319 c.G195A p.A65A
EMZL-03 chr1:23559237_G>A exonic nonsynonymous SNV ID3 NM_002167 c.C190T p.L64F
EMZL-03 chr3:183492154_C>T exonic nonsynonymous SNV KLHL6 NM_130446 c.G1639A p.E547K
EMZL-03 chr2:140883836_C>A exonic nonsynonymous SNV LRP1B NM_018557 c.G4150T p.A1384S
EMZL-03 chr3:31981133_C>T exonic nonsynonymous SNV OSBPL10 NM_017784 c.G47A p.S16N
EMZL-03 chr3:177038387_AAG>- exonic nonframeshift deletion TBL1XR1 NM_001321194 c.971_973del p.324_325del
EMZL-03 chr6:137877109_G>- exonic frameshift deletion TNFAIP3 NM_006290 c.839delG p.R280fs
EMZL-03 chr6:137878620_->C exonic frameshift insertion TNFAIP3 NM_006290 c.1176dupC p.C392fs
EMZL-03 chr14:68792889_A>T exonic stopgain ZFP36L1 NM_001244701 c.T257A p.L86X
EMZL-04 chr9:5456108_AGAAAGATGAGGA>- exonic frameshift deletion CD274 NM_014143 whole gene NA
EMZL-04 chr3:31981249_C>G UTR5 . OSBPL10 . . .
EMZL-04 chr6:393107_G>A UTR5 . IRF4 . . .
EMZL-04 chr12:113058335_T>G exonic nonsynonymous SNV DTX1 NM_004416 c.T143G p.I48S
EMZL-04 chr6:26056139_T>G exonic nonsynonymous SNV HIST1H1C NM_005319 c.A290C p.K97T
EMZL-04 chr6:26056236_C>G exonic nonsynonymous SNV HIST1H1C NM_005319 c.G193C p.A65P
EMZL-04 chr6:26156709_C>A exonic nonsynonymous SNV HIST1H1E NM_005321 c.C319A p.L107I
EMZL-04 chr6:26156970_G>C exonic nonsynonymous SNV HIST1H1E NM_005321 c.G580C p.V194L
EMZL-04 chr6:27146673_C>G exonic synonymous SNV HIST1H2BK NM_080593 c.G126C p.V42V
EMZL-04 chr8:42308940_G>A exonic nonsynonymous SNV IKBKB NM_001556 c.G607A p.V203I
EMZL-04 chr19:16325372_C>T exonic nonsynonymous SNV KLF2 NM_016270 c.C232T p.P78S
EMZL-04 chr19:16325877_C>T exonic nonsynonymous SNV KLF2 NM_016270 c.C737T p.P246L
EMZL-04 chr19:16326012_C>T exonic nonsynonymous SNV KLF2 NM_016270 c.C872T p.A291V
EMZL-04 chr12:49022734_GTT>- exonic nonframeshift deletion KMT2D NM_003482 c.16192_16194del p.5398_5398del
EMZL-04 chr12:25245328_C>G exonic nonsynonymous SNV KRAS NM_033360 c.G57C p.L19F
EMZL-04 chr2:140526245_T>C exonic nonsynonymous SNV LRP1B NM_018557 c.A7868G p.K2623R
EMZL-04 chr6:31581817_G>T exonic nonsynonymous SNV LTB NM_002341 c.C205A p.L69M
EMZL-04 chr7:82915642_->T exonic frameshift insertion PCLO NM_033026 c.12343dupA p.M4115fs
EMZL-04 chr6:37170783_G>T exonic nonsynonymous SNV PIM1 NM_002648 c.G93T p.K31N
EMZL-04 chr6:134172269_A>G exonic nonsynonymous SNV SGK1 NM_001143676 c.T995C p.V332A
EMZL-04 chr6:137877179_A>- exonic frameshift deletion TNFAIP3 NM_006290 c.909delA p.L303fs
EMZL-04 chr6:137874888_G>A exonic stopgain TNFAIP3 NM_006290 c.G339A p.W113X
EMZL-04 chr4:105269715_G>A exonic nonsynonymous SNV TET2 NM_001127208 c.G4150A p.D1384N
EMZL-04 chr10:89014152_CT>- exonic frameshift deletion FAS NM_000043 c.710_711del p.A237fs
EMZL-04 chr4:105236803_G>A exonic stopgain TET2 NM_001127208 c.G2861A p.W954X
EMZL-04 chr3:31981060_G>C exonic synonymous SNV OSBPL10 NM_017784 c.C120G p.V40V
EMZL-05 chr4:105275372_T>- exonic frameshift deletion TET2 NM_001127208 c.4862delT p.L1621fs
EMZL-05 chr4:105275636_G>- exonic frameshift deletion TET2 NM_001127208 c.5126delG p.C1709fs
EMZL-06 chr22:22888129_CTG>- exonic nonframeshift deletion IGLL5 NM_001178126 c.76_78del p.26_26del
EMZL-06 chr4:105236933_ACCAGAAAACAAAACATGGA>C exonic nonframeshift deletion TET2 NM_001127208 c.2991_3010C p.P998_K1004delinsQ
EMZL-06 chr12:49042210_G>A exonic synonymous SNV KMT2D NM_003482 c.C5988T p.L1996L
EMZL-06 chr6:137876099_C>A exonic stopgain TNFAIP3 NM_006290 c.C738A p.Y246X
EMZL-06 chr1:2560657_->C exonic frameshift insertion TNFRSF14 NM_003820 c.495dupC p.C165fs
EMZL-06 chr4:105235992_C>T exonic stopgain TET2 NM_001127208 c.C2050T p.Q684X
EMZL-07 chr3:31981286_C>G UTR5 . OSBPL10 . . .
EMZL-07 chr10:89013368_G>A splicing . FAS . . .
EMZL-07 chr4:105237254_TA>- exonic frameshift deletion TET2 NM_001127208 c.3312_3313del p.F1104fs
EMZL-07 chr8:112247096_T>C exonic synonymous SNV CSMD3 NM_198124 c.A10026G p.G3342G
EMZL-07 chrX:71616412_C>- exonic frameshift deletion CXCR3 NM_001504 c.1060delG p.D354fs
EMZL-07 chr19:16325438_C>T exonic synonymous SNV KLF2 NM_016270 c.C298T p.L100L
EMZL-07 chr12:49032474_A>G exonic synonymous SNV KMT2D NM_003482 c.T12231C p.L4077L
EMZL-07 chr6:31581818_T>C exonic synonymous SNV LTB NM_002341 c.A204G p.G68G
EMZL-07 chr1:119926521_C>A exonic nonsynonymous SNV NOTCH2 NM_024408 c.G3983T p.G1328V
EMZL-07 chr3:31980930_A>C exonic nonsynonymous SNV OSBPL10 NM_017784 c.T250G p.Y84D
EMZL-07 chr3:31980899_C>T exonic nonsynonymous SNV OSBPL10 NM_017784 c.G281A p.R94K
EMZL-07 chr3:31980907_C>G exonic nonsynonymous SNV OSBPL10 NM_017784 c.G273C p.W91C
EMZL-07 chr3:31980934_G>C exonic nonsynonymous SNV OSBPL10 NM_017784 c.C246G p.S82R
EMZL-07 chr3:31981107_T>A exonic nonsynonymous SNV OSBPL10 NM_017784 c.A73T p.T25S
EMZL-07 chr3:31981083_A>G exonic nonsynonymous SNV OSBPL10 NM_017784 c.T97C p.C33R
EMZL-07 chr7:82915290_G>A exonic synonymous SNV PCLO NM_033026 c.C12696T p.S4232S
EMZL-07 chr3:47123497_T>C exonic nonsynonymous SNV SETD2 NM_014159 c.A1139G p.Y380C
EMZL-07 chr17:7674229_C>G exonic nonsynonymous SNV TP53 NM_001276761 c.G617C p.G206A
EMZL-07 chr5:124648682_T>C exonic nonsynonymous SNV ZNF608 NM_020747 c.A1702G p.N568D
EMZL-07 chr3:31981089_G>C exonic nonsynonymous SNV OSBPL10 NM_017784 c.C91G p.P31A
EMZL-07 chr4:105235529_C>A exonic stopgain TET2 NM_001127208 c.C1587A p.C529X
EMZL-07 chr3:31981087_G>C exonic synonymous SNV OSBPL10 NM_017784 c.C93G p.P31P
EMZL-07 chr22:22888227_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C174G p.S58R
EMZL-08 chr22:22888103_G>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.G50A p.G17D
EMZL-08 chr22:22888111_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C58G p.P20A
EMZL-08 chr2:236580996_G>C exonic synonymous SNV ACKR3 NM_020311 c.G531C p.L177L
EMZL-08 chr6:156778098_T>G exonic nonsynonymous SNV ARID1B NM_020732 c.T169G p.S57A
EMZL-08 chr12:92145428_C>T exonic synonymous SNV BTG1 NM_001731 c.G108A p.Q36Q
EMZL-08 chr7:2937187_T>A exonic nonsynonymous SNV CARD11 NM_001324281 c.A1191T p.L397F
EMZL-08 chr6:26234801_T>C exonic nonsynonymous SNV HIST1H1D NM_005320 c.A133G p.I45V
EMZL-08 chr1:2556677_GGA>CCCT exonic frameshift deletion TNFRSF14 NM_003820 c.13_15CCCT p.G5Sfs
EMZL-09 chr4:105272563_G>A splicing . TET2 . . .
EMZL-09 chr4:101790829_G>A UTR5 . BANK1 . . .
EMZL-09 chr19:16327035_G>A UTR3 . KLF2 . . .
EMZL-09 chr16:89283850_G>A exonic stopgain ANKRD11 NM_001256182 c.C2692T p.R898X
EMZL-09 chr9:5462940_G>A exonic stopgain CD274 NM_014143 c.G501A p.W167X
EMZL-09 chr19:16325964_G>C exonic nonsynonymous SNV KLF2 NM_016270 c.G824C p.S275T
EMZL-09 chr19:16325973_G>A exonic nonsynonymous SNV KLF2 NM_016270 c.G833A p.G278D
EMZL-09 chr19:16326917_G>C exonic nonsynonymous SNV KLF2 NM_016270 c.G954C p.E318D
EMZL-09 chr19:16327001_C>G exonic nonsynonymous SNV KLF2 NM_016270 c.C1038G p.H346Q
EMZL-09 chr6:37170801_G>A exonic synonymous SNV PIM1 NM_002648 c.G111A p.Q37Q
EMZL-09 chr4:105276010_C>T exonic stopgain TET2 NM_001127208 c.C5500T p.Q1834X
EMZL-09 chr22:22887958_C>T UTR5 . IGLL5 . . .
EMZL-09 chr22:22887962_A>C UTR5 . IGLL5 . . .
EMZL-09 chr22:22888182_T>C exonic nonsynonymous SNV IGLL5 NM_001256296 c.T23C p.L8S
EMZL-10 chr22:22888079_G>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.G26T p.G9V
EMZL-10 chr22:22888130_T>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.T77A p.L26Q
EMZL-10 chr22:22888138_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C85G p.L29V
EMZL-10 chr17:65056424_C>T exonic nonsynonymous SNV GNA13 NM_006572 c.G170A p.G57D
EMZL-10 chr1:26771200_A>T exonic stopgain ARID1A NM_139135 c.A3280T p.K1094X
EMZL-10 chr7:140753334_T>C exonic nonsynonymous SNV BRAF NM_004333 c.A1801G p.K601E
EMZL-10 chr1:203305730_C>T exonic nonsynonymous SNV BTG2 NM_006763 c.C124T p.L42F
EMZL-10 chr9:5457270_AGACA>- exonic frameshift deletion CD274 NM_014143 c.244_248del p.R82fs
EMZL-10 chr2:96144977_G>A exonic synonymous SNV DUSP2 NM_004418 c.C378T p.Y126Y
EMZL-10 chr19:16325987_T>C exonic nonsynonymous SNV KLF2 NM_016270 c.T847C p.Y283H
EMZL-10 chr19:16326012_CGCATCTGCGCA>- exonic nonframeshift deletion KLF2 NM_016270 c.872_883del p.291_295del
EMZL-10 chr19:16325425_GCTG>- exonic frameshift deletion KLF2 NM_016270 c.285_288del p.L95fs
EMZL-10 chr19:16326007_G>C exonic synonymous SNV KLF2 NM_016270 c.G867C p.L289L
EMZL-10 chr2:140353048_C>A exonic nonsynonymous SNV LRP1B NM_018557 c.G11555T p.G3852V
EMZL-10 chr2:140450627_C>A exonic nonsynonymous SNV LRP1B NM_018557 c.G9998T p.W3333L
EMZL-10 chr14:35402483_->CA exonic stopgain NFKBIA NM_020529 c.816_817insTG p.T273_L274delinsX
EMZL-10 chr14:35404453_C>- exonic frameshift deletion NFKBIA NM_020529 c.192delG p.E64fs
EMZL-10 chr8:100718194_G>A exonic nonsynonymous SNV PABPC1 NM_002568 c.C280T p.R94C
EMZL-10 chr6:134173325_C>T exonic synonymous SNV SGK1 NM_001143676 c.G651A p.V217V
EMZL-10 chr6:134174789_C>T exonic nonsynonymous SNV SGK1 NM_005627 c.G19A p.A7T
EMZL-10 chr1:2559941_C>A exonic stopgain TNFRSF14 NM_003820 c.C423A p.Y141X
EMZL-10 chr4:105275149_C>T exonic stopgain TET2 NM_001127208 c.C4639T p.Q1547X
EMZL-10 chr22:22888170_G>C exonic nonsynonymous SNV IGLL5 NM_001256296 c.G11C p.C4S
EMZL-10 chr22:22888184_C>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.C131A p.A44E
EMZL-10 chr22:22888186_C>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.C133T p.P45S
EMZL-10 chr22:22888213_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G160C p.A54P
EMZL-10 chr22:22888220_T>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.T167G p.V56G
EMZL-11 chr12:122022184_G>C splicing . BCL7A . . .
EMZL-11 chr3:71130684_T>A UTR5 . FOXP1 . . .
EMZL-11 chr3:71130689_T>C UTR5 . FOXP1 . . .
EMZL-11 chr6:26157075_G>A UTR3 . HIST1H1E . . .
EMZL-11 chr1:2556735_T>A splicing . TNFRSF14 . . .
EMZL-11 chr22:22888079_G>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.G26T p.G9V
EMZL-11 chr22:22888136_T>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.T83C p.L28P
EMZL-11 chr22:22888150_A>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.A97T p.M33L
EMZL-11 chr4:105259708_G>- exonic frameshift deletion TET2 NM_001127208 c.3893delG p.C1298fs
EMZL-11 chr3:31981133_C>T exonic nonsynonymous SNV OSBPL10 NM_017784 c.G47A p.S16N
EMZL-11 chr17:65014696_C>T exonic nonsynonymous SNV GNA13 NM_006572 c.G695A p.R232H
EMZL-11 chr6:156778724_G>A exonic nonsynonymous SNV ARID1B NM_020732 c.G795A p.M265I
EMZL-11 chr4:101790942_C>G exonic nonsynonymous SNV BANK1 NM_017935 c.C62G p.A21G
EMZL-11 chr12:122022156_T>G exonic nonsynonymous SNV BCL7A NM_020993 c.T65G p.M22R
EMZL-11 chr12:122022159_C>G exonic nonsynonymous SNV BCL7A NM_020993 c.C68G p.A23G
EMZL-11 chr12:122022177_G>A exonic nonsynonymous SNV BCL7A NM_020993 c.G86A p.R29H
EMZL-11 chr12:122022109_T>C exonic synonymous SNV BCL7A NM_020993 c.T18C p.V6V
EMZL-11 chr12:122022142_T>C exonic synonymous SNV BCL7A NM_020993 c.T51C p.D17D
EMZL-11 chr7:140778054_A>G exonic nonsynonymous SNV BRAF NM_004333 c.T1454C p.L485S
EMZL-11 chr8:112336752_G>A exonic stopgain CSMD3 NM_198124 c.C6799T p.Q2267X
EMZL-11 chr8:112472625_A>G exonic synonymous SNV CSMD3 NM_198124 c.T5241C p.N1747N
EMZL-11 chrX:41696599_A>C exonic nonsynonymous SNV GPR34 NM_005300 c.A966C p.L322F
EMZL-11 chr6:26234687_G>C exonic nonsynonymous SNV HIST1H1D NM_005320 c.C247G p.L83V
EMZL-11 chr6:26156565_T>C exonic synonymous SNV HIST1H1E NM_005321 c.T175C p.L59L
EMZL-11 chr6:26156698_G>T exonic nonsynonymous SNV HIST1H1E NM_005321 c.G308T p.G103V
EMZL-11 chr6:26156705_C>T exonic synonymous SNV HIST1H1E NM_005321 c.C315T p.F105F
EMZL-11 chr6:27146689_C>G exonic nonsynonymous SNV HIST1H2BK NM_080593 c.G110C p.S37T
EMZL-11 chr19:16324998_G>A exonic synonymous SNV KLF2 NM_016270 c.G75A p.E25E
EMZL-11 chr19:16325279_T>C exonic nonsynonymous SNV KLF2 NM_016270 c.T139C p.F47L
EMZL-11 chr19:16325893_G>A exonic synonymous SNV KLF2 NM_016270 c.G753A p.E251E
EMZL-11 chr19:16326917_G>C exonic nonsynonymous SNV KLF2 NM_016270 c.G954C p.E318D
EMZL-11 chr6:31580936_A>G exonic nonsynonymous SNV LTB NM_002341 c.T508C p.Y170H
EMZL-11 chr6:31580961_G>A exonic synonymous SNV LTB NM_002341 c.C483T p.S161S
EMZL-11 chr6:31581854_C>A exonic synonymous SNV LTB NM_002341 c.G168T p.T56T
EMZL-11 chr6:31581559_C>G exonic stoploss LTB NM_002341 c.G234C p.X78Y
EMZL-11 chr6:31582341_G>A exonic nonsynonymous SNV LTB NM_002341 c.C77T p.A26V
EMZL-11 chr14:35403779_T>C exonic nonsynonymous SNV NFKBIA NM_020529 c.A247G p.I83V
EMZL-11 chr6:137874976_C>T exonic stopgain TNFAIP3 NM_006290 c.C427T p.Q143X
EMZL-11 chr14:68792942_G>A exonic synonymous SNV ZFP36L1 NM_001244701 c.C204T p.H68H
EMZL-11 chr22:22888169_T>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.T116A p.L39Q
EMZL-11 chr22:22888185_A>T exonic nonsynonymous SNV IGLL5 NM_001256296 c.A26T p.H9L
EMZL-11 chr22:22888008_C>A UTR5 . IGLL5 . . .
EMZL-11 chr22:22888012_T>A UTR5 . IGLL5 . . .
EMZL-11 chr22:22888019_A>G UTR5 . IGLL5 . . .
EMZL-11 chr22:22888031_G>T UTR5 . IGLL5 . . .
EMZL-11 chr22:22888230_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C177G p.S59R
EMZL-11 chr22:22888238_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G185C p.S62T
EMZL-11 chr22:22888051_C>A UTR5 . IGLL5 . . .
EMZL-12 chr12:122022070_C>T UTR5 . BCL7A . . .
EMZL-12 chr22:22888099_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C46G p.L16V
EMZL-12 chr22:22888160_A>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.A107C p.H36P
EMZL-12 chr4:105243705_CT>- exonic frameshift deletion TET2 NM_001127208 c.3730_3731del p.L1244fs
EMZL-12 chr17:65056424_C>T exonic nonsynonymous SNV GNA13 NM_006572 c.G170A p.G57D
EMZL-12 chr1:26779864_G>A exonic nonsynonymous SNV ARID1A NM_139135 c.G5315A p.R1772Q
EMZL-12 chr12:122022092_A>C exonic nonsynonymous SNV BCL7A NM_020993 c.A1C p.M1L
EMZL-12 chr12:122022181_A>G exonic synonymous SNV BCL7A NM_020993 c.A90G p.K30K
EMZL-12 chr9:5463025_A>C exonic nonsynonymous SNV CD274 NM_014143 c.A586C p.T196P
EMZL-12 chr8:100721412_T>G exonic nonsynonymous SNV PABPC1 NM_002568 c.A172C p.N58H
EMZL-12 chr16:11254994_A>C exonic nonsynonymous SNV SOCS1 NM_003745 c.T485G p.L162R
EMZL-12 chr1:2558390_G>T exonic stopgain TNFRSF14 NM_003820 c.G226T p.E76X
EMZL-12 chr1:2559881_C>A exonic stopgain TNFRSF14 NM_003820 c.C363A p.C121X
EMZL-12 chr4:105235619_T>A exonic stopgain TET2 NM_001127208 c.T1677A p.Y559X
EMZL-12 chr22:22888197_G>A exonic nonsynonymous SNV IGLL5 NM_001256296 c.G38A p.G13E
EMZL-12 chr22:22888197_G>T exonic nonsynonymous SNV IGLL5 NM_001256296 c.G38T p.G13V
EMZL-12 chr22:22888248_C>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.C195A p.S65R



EMZL-13 chr4:105275869_AA>- exonic frameshift deletion TET2 NM_001127208 c.5359_5360del p.N1787fs
EMZL-13 chr9:5462908_G>C exonic nonsynonymous SNV CD274 NM_014143 c.G469C p.A157P
EMZL-13 chr6:26055816_G>A exonic nonsynonymous SNV HIST1H1C NM_005319 c.C613T p.P205S
EMZL-13 chr6:26156633_G>A exonic synonymous SNV HIST1H1E NM_005321 c.G243A p.K81K
EMZL-13 chr6:134174512_G>A exonic nonsynonymous SNV SGK1 NM_001143676 c.C436T p.H146Y
EMZL-13 chr3:31980962_C>G exonic nonsynonymous SNV OSBPL10 NM_017784 c.G218C p.R73T
EMZL-13 chr4:105276160_A>G exonic nonsynonymous SNV TET2 NM_001127208 c.A5650G p.T1884A
EMZL-13 chr22:22888256_G>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.G203T p.G68V
EMZL-14 chr22:22888115_G>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.G62T p.R21M
EMZL-14 chr22:22888117_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C64G p.Q22E
EMZL-14 chr9:5456116_G>T exonic nonsynonymous SNV CD274 NM_014143 c.G3T p.M1I
EMZL-14 chrX:71616426_->A exonic frameshift insertion CXCR3 NM_001504 c.1045dupT p.S349fs
EMZL-14 chr12:113077525_T>C exonic nonsynonymous SNV DTX1 NM_004416 c.T361C p.Y121H
EMZL-14 chr12:113077548_C>A exonic synonymous SNV DTX1 NM_004416 c.C384A p.T128T
EMZL-14 chr2:174446729_C>T exonic nonsynonymous SNV GPR155 NM_001267050 c.G1895A p.R632H
EMZL-14 chr1:2558432_->TAAT exonic frameshift insertion TNFRSF14 NM_003820 c.268_269insTAAT p.L90fs
EMZL-14 chr10:89014218_T>C exonic nonsynonymous SNV FAS NM_000043 c.T776C p.I259T
EMZL-14 chr10:89014242_T>G exonic nonsynonymous SNV FAS NM_000043 c.T800G p.V267G
EMZL-14 chr4:105235323_C>T exonic stopgain TET2 NM_001127208 c.C1381T p.Q461X
EMZL-14 chr22:22888219_G>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.G166T p.V56F
EMZL-14 chr22:22888220_T>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.T167G p.V56G
EMZL-14 chr22:22888221_T>C exonic nonsynonymous SNV IGLL5 NM_001256296 c.T62C p.L21S
EMZL-14 chr22:22888030_A>G UTR5 . IGLL5 . . .
EMZL-15 chr7:80674069_C>G exonic nonsynonymous SNV CD36 NM_001001548 c.C1341G p.I447M
EMZL-15 chr2:230910540_G>C exonic nonsynonymous SNV GPR55 NM_005683 c.C423G p.I141M
EMZL-16 chr22:22888130_T>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.T77G p.L26R
EMZL-16 chr4:105275922_->AA exonic frameshift insertion TET2 NM_001127208 c.5412_5413insAA p.L1804fs
EMZL-16 chr17:65053707_G>T exonic nonsynonymous SNV GNA13 NM_006572 c.C305A p.A102D
EMZL-16 chr8:113098847_C>T exonic nonsynonymous SNV CSMD3 NM_198124 c.G706A p.G236R
EMZL-16 chr6:26156640_C>G exonic nonsynonymous SNV HIST1H1E NM_005321 c.C250G p.L84V
EMZL-16 chr12:49041953_C>T exonic stopgain KMT2D NM_003482 c.G6147A p.W2049X
EMZL-16 chr6:111373179_C>A exonic stopgain REV3L NM_001286431 c.G4942T p.E1648X
EMZL-16 chr12:121817096_C>T exonic nonsynonymous SNV SETD1B NM_015048 c.C2779T p.R927C
EMZL-16 chr1:2560657_->C exonic frameshift insertion TNFRSF14 NM_003820 c.495dupC p.C165fs
EMZL-16 chr14:68789998_G>A exonic synonymous SNV ZFP36L1 NM_001244701 c.C759T p.A253A
EMZL-16 chr4:105276217_CAGCAT>- exonic nonframeshift deletion TET2 NM_001127208 c.5707_5712del p.1903_1904del
EMZL-16 chr22:22888029_G>C UTR5 . IGLL5 . . .
EMZL-17 chr10:89013341_A>G splicing . FAS . . .
EMZL-17 chr22:23180591_->GGCGGCA UTR5 . BCR . . .
EMZL-17 chr2:142130737_G>A UTR5 . LRP1B . . .
EMZL-17 chr22:22888078_G>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.G25A p.G9S
EMZL-17 chr22:22888079_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G26C p.G9A
EMZL-17 chr22:22888125_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G72C p.W24C
EMZL-17 chr22:22888136_T>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.T83A p.L28Q
EMZL-17 chr22:22888163_G>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.G110A p.G37D
EMZL-17 chr22:22888166_T>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.T113A p.L38Q
EMZL-17 chr10:88990899_T>A exonic nonsynonymous SNV FAS NM_000043 c.T23A p.L8Q
EMZL-17 chr4:105241345_T>- exonic frameshift deletion TET2 NM_001127208 c.3416delT p.I1139fs
EMZL-17 chr3:187729492_T>A exonic stopgain BCL6 NM_001706 c.A913T p.R305X
EMZL-17 chr1:203305686_G>- exonic frameshift deletion BTG2 NM_006763 c.80delG p.R27fs
EMZL-17 chr1:203305718_T>G exonic nonsynonymous SNV BTG2 NM_006763 c.T112G p.F38V
EMZL-17 chr7:2939861_A>G exonic nonsynonymous SNV CARD11 NM_001324281 c.T752C p.L251P
EMZL-17 chr3:45900877_A>G exonic nonsynonymous SNV CCR9 NM_001256369 c.A53G p.N18S
EMZL-17 chr9:5457362_C>G exonic stopgain CD274 NM_014143 c.C336G p.Y112X
EMZL-17 chrX:78273135_A>C exonic nonsynonymous SNV CYSLTR1 NM_001282188 c.T612G p.I204M
EMZL-17 chr6:26056098_C>T exonic nonsynonymous SNV HIST1H1C NM_005319 c.G331A p.A111T
EMZL-17 chr6:26156958_A>C exonic nonsynonymous SNV HIST1H1E NM_005321 c.A568C p.K190Q
EMZL-17 chr6:26156969_A>G exonic synonymous SNV HIST1H1E NM_005321 c.A579G p.A193A
EMZL-17 chr6:26156559_G>C exonic nonsynonymous SNV HIST1H1E NM_005321 c.G169C p.V57L
EMZL-17 chr22:22888176_A>C exonic nonsynonymous SNV IGLL5 NM_001256296 c.A17C p.Q6P
EMZL-17 chr19:16325234_C>G exonic nonsynonymous SNV KLF2 NM_016270 c.C94G p.P32A
EMZL-17 chr6:31580953_T>A exonic nonsynonymous SNV LTB NM_002341 c.A491T p.Y164F
EMZL-17 chr6:31582293_G>C exonic nonsynonymous SNV LTB NM_002341 c.C125G p.A42G
EMZL-17 chr6:31581599_T>C exonic nonsynonymous SNV LTB NM_002341 c.A194G p.K65R
EMZL-17 chr16:11255111_G>A exonic nonsynonymous SNV SOCS1 NM_003745 c.C368T p.P123L
EMZL-17 chr16:11255241_A>T exonic nonsynonymous SNV SOCS1 NM_003745 c.T238A p.Y80N
EMZL-17 chr16:11255244_A>T exonic nonsynonymous SNV SOCS1 NM_003745 c.T235A p.F79I
EMZL-17 chr1:2556667_G>A exonic nonsynonymous SNV TNFRSF14 NM_003820 c.G3A p.M1I
EMZL-17 chr22:22888185_A>G exonic nonsynonymous SNV IGLL5 NM_001256296 c.A26G p.H9R
EMZL-17 chr22:22888043_C>G UTR5 . IGLL5 . . .
EMZL-17 chr22:22888235_C>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.C182T p.S61F
EMZL-17 chr22:22888259_G>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.G206T p.R69M
EMZL-17 chr22:22888260_G>C splicing . IGLL5 NM_001178126 . .
EMZL-18 chr17:65056503_A>G exonic nonsynonymous SNV GNA13 NM_006572 c.T91C p.S31P
EMZL-18 chr12:122022174_T>A exonic nonsynonymous SNV BCL7A NM_020993 c.T83A p.V28E
EMZL-18 chr12:92145413_G>C exonic nonsynonymous SNV BTG1 NM_001731 c.C123G p.S41R
EMZL-18 chr12:92145434_C>T exonic synonymous SNV BTG1 NM_001731 c.G102A p.E34E
EMZL-18 chr6:27867255_C>G exonic nonsynonymous SNV HIST1H1B NM_005322 c.G275C p.S92T
EMZL-18 chr3:183492153_T>C exonic nonsynonymous SNV KLHL6 NM_130446 c.A1640G p.E547G
EMZL-18 chr2:140886259_A>C exonic nonsynonymous SNV LRP1B NM_018557 c.T3843G p.S1281R
EMZL-18 chr9:37033994_C>A exonic nonsynonymous SNV PAX5 NM_016734 c.G38T p.S13I
EMZL-18 chr3:47123351_->A exonic stopgain SETD2 NM_014159 c.1284dupT p.D429_S430delinsX
EMZL-18 chr4:105276176_C>A exonic nonsynonymous SNV TET2 NM_001127208 c.C5666A p.P1889H
EMZL-18 chr4:105236520_C>T exonic stopgain TET2 NM_001127208 c.C2578T p.Q860X
EMZL-19 chr11:102317573_T>C splicing . BIRC3 . . .
EMZL-19 chr22:22888124_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G71C p.W24S
EMZL-19 chr22:22888131_G>C exonic synonymous SNV IGLL5 NM_001178126 c.G78C p.L26L
EMZL-19 chr4:105236002_C>- exonic frameshift deletion TET2 NM_001127208 c.2060delC p.A687fs
EMZL-19 chr10:89013353_C>T exonic nonsynonymous SNV FAS NM_000043 c.C662T p.A221V
EMZL-19 chr6:167137261_C>A exonic stopgain CCR6 NM_031409 c.C1031A p.S344X
EMZL-19 chr17:40554915_T>C exonic nonsynonymous SNV CCR7 NM_001838 c.A964G p.N322D
EMZL-19 chr3:46408609_A>G exonic nonsynonymous SNV CCRL2 NM_003965 c.A530G p.Q177R
EMZL-19 chr9:5457286_T>C exonic nonsynonymous SNV CD274 NM_014143 c.T260C p.L87P
EMZL-19 chr9:5463019_A>C exonic nonsynonymous SNV CD274 NM_014143 c.A580C p.T194P
EMZL-19 chr8:112552681_C>T exonic nonsynonymous SNV CSMD3 NM_198124 c.G4154A p.R1385K
EMZL-19 chr8:112287110_T>A exonic synonymous SNV CSMD3 NM_198124 c.A9165T p.T3055T
EMZL-19 chrX:41696678_G>T exonic stopgain GPR34 NM_005300 c.G1045T p.E349X
EMZL-19 chr6:27867292_T>C exonic nonsynonymous SNV HIST1H1B NM_005322 c.A238G p.N80D
EMZL-19 chr6:31581598_T>C exonic nonsynonymous SNV LTB NM_002341 c.A241G p.T81A
EMZL-19 chr8:100721412_T>G exonic nonsynonymous SNV PABPC1 NM_002568 c.A172C p.N58H
EMZL-19 chr3:49368505_T>C exonic nonsynonymous SNV RHOA NM_001313941 c.A200G p.D67G
EMZL-19 chr16:11255147_C>G exonic nonsynonymous SNV SOCS1 NM_003745 c.G332C p.C111S
EMZL-19 chr16:11255455_T>A exonic synonymous SNV SOCS1 NM_003745 c.A24T p.A8A
EMZL-19 chr1:2558388_G>A exonic nonsynonymous SNV TNFRSF14 NM_003820 c.G224A p.C75Y
EMZL-19 chr1:2556665_A>G exonic nonsynonymous SNV TNFRSF14 NM_003820 c.A1G p.M1V
EMZL-19 chr14:100239863_C>T exonic stopgain YY1 NM_003403 c.C619T p.Q207X
EMZL-19 chr4:105269664_C>T exonic nonsynonymous SNV TET2 NM_001127208 c.C4099T p.P1367S
EMZL-19 chr3:31981009_G>A exonic synonymous SNV OSBPL10 NM_017784 c.C171T p.S57S
EMZL-19 chr22:22888011_A>T UTR5 . IGLL5 . . .
EMZL-20 chr10:89012083_T>C splicing . FAS . . .
EMZL-20 chr4:105236454_AC>- exonic frameshift deletion TET2 NM_001127208 c.2512_2513del p.T838fs
EMZL-20 chr4:105236024_->A exonic frameshift insertion TET2 NM_001127208 c.2083dupA p.L694fs
EMZL-20 chr7:2947666_C>T exonic synonymous SNV CARD11 NM_001324281 c.G129A p.T43T
EMZL-20 chr9:5457276_->G exonic frameshift insertion CD274 NM_014143 c.251dupG p.R84fs
EMZL-20 chr19:16326917_G>C exonic nonsynonymous SNV KLF2 NM_016270 c.G954C p.E318D
EMZL-20 chr6:31582274_G>C exonic synonymous SNV LTB NM_002341 c.C144G p.P48P
EMZL-20 chr11:59212432_G>C exonic nonsynonymous SNV MPEG1 NM_001039396 c.C434G p.A145G
EMZL-20 chr7:83134382_T>G exonic nonsynonymous SNV PCLO NM_033026 c.A3168C p.E1056D
EMZL-20 chr1:2556667_G>A exonic nonsynonymous SNV TNFRSF14 NM_003820 c.G3A p.M1I
EMZL-21 chr22:22888057_A>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.A4G p.R2G
EMZL-21 chr4:101790794_G>A UTR5 . BANK1 . . .
EMZL-21 chr4:105275896_G>- exonic frameshift deletion TET2 NM_001127208 c.5386delG p.G1796fs
EMZL-21 chr10:89013348_AG>- exonic frameshift deletion FAS NM_000043 c.657_658del p.T219fs
EMZL-21 chr4:105236499_->T exonic frameshift insertion TET2 NM_001127208 c.2558dupT p.L853fs
EMZL-21 chr6:156778958_->GCG exonic nonframeshift insertion ARID1B NM_020732 c.1029_1030insGCG p.A343delinsAA
EMZL-21 chr6:41935981_G>A exonic stopgain CCND3 NM_001760 c.C838T p.Q280X
EMZL-21 chr9:5462840_A>G exonic nonsynonymous SNV CD274 NM_014143 c.A401G p.Y134C
EMZL-21 chr8:112287072_T>C exonic nonsynonymous SNV CSMD3 NM_198124 c.A9203G p.E3068G
EMZL-21 chr6:31581568_G>A exonic nonsynonymous SNV LTB NM_002341 c.C271T p.H91Y
EMZL-21 chr6:31581857_T>A exonic synonymous SNV LTB NM_002341 c.A165T p.V55V
EMZL-21 chr8:100709610_A>T exonic nonsynonymous SNV PABPC1 NM_002568 c.T1094A p.V365E
EMZL-21 chr6:137875700_G>T exonic stopgain TNFAIP3 NM_006290 c.G499T p.E167X
EMZL-21 chr6:137875748_C>T exonic stopgain TNFAIP3 NM_006290 c.C547T p.R183X
EMZL-21 chr1:2556699_G>A exonic stopgain TNFRSF14 NM_003820 c.G35A p.W12X
EMZL-21 chr22:22888019_A>G UTR5 . IGLL5 . . .
EMZL-22 chr4:101790873_C>T UTR5 . BANK1 . . .
EMZL-22 chr12:113058146_C>T UTR5 . DTX1 . . .
EMZL-22 chr6:31581812_A>G splicing . LTB . . .
EMZL-22 chr14:68793093_T>A UTR5 . ZFP36L1 . . .
EMZL-22 chr22:22888160_A>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.A107T p.H36L
EMZL-22 chr8:20197426_G>- exonic frameshift deletion ATP6V1B2 NM_001693 c.20delG p.R7fs
EMZL-22 chr7:2944249_TTC>- exonic nonframeshift deletion CARD11 NM_001324281 c.645_647del p.215_216del
EMZL-22 chr9:5456116_G>A exonic nonsynonymous SNV CD274 NM_014143 c.G3A p.M1I
EMZL-22 chr6:27866983_G>C exonic nonsynonymous SNV HIST1H1B NM_005322 c.C547G p.P183A
EMZL-22 chr6:26055895_C>G exonic nonsynonymous SNV HIST1H1C NM_005319 c.G534C p.K178N
EMZL-22 chr6:26055923_T>C exonic nonsynonymous SNV HIST1H1C NM_005319 c.A506G p.K169R
EMZL-22 chr6:26056142_G>A exonic nonsynonymous SNV HIST1H1C NM_005319 c.C287T p.T96M
EMZL-22 chr6:27146731_T>G exonic nonsynonymous SNV HIST1H2BK NM_080593 c.A68C p.Q23P
EMZL-22 chr6:27146726_T>G exonic nonsynonymous SNV HIST1H2BK NM_080593 c.A73C p.K25Q
EMZL-22 chr6:27146723_C>T exonic nonsynonymous SNV HIST1H2BK NM_080593 c.G76A p.D26N
EMZL-22 chr6:27146720_CGTCCTT>TTCTG exonic frameshift deletion HIST1H2BK NM_080593 c.73_79CAGAA p.K25Qfs
EMZL-22 chr19:16325885_C>T exonic nonsynonymous SNV KLF2 NM_016270 c.C745T p.P249S
EMZL-22 chr19:16325477_C>T exonic synonymous SNV KLF2 NM_016270 c.C337T p.L113L
EMZL-22 chr3:31980923_T>G exonic nonsynonymous SNV OSBPL10 NM_017784 c.A257C p.N86T
EMZL-22 chr7:83155871_G>T exonic nonsynonymous SNV PCLO NM_033026 c.C770A p.P257Q
EMZL-22 chr1:2558381_A>G exonic nonsynonymous SNV TNFRSF14 NM_003820 c.A217G p.T73A
EMZL-22 chr4:105243756_C>T exonic nonsynonymous SNV TET2 NM_001127208 c.C3781T p.R1261C
EMZL-22 chr22:22888181_T>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.T128C p.V43A
EMZL-22 chr22:22888190_A>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.A137G p.Q46R
EMZL-22 chr22:22888213_G>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.G160A p.A54T
EMZL-22 chr22:22888043_C>T UTR5 . IGLL5 . . .
EMZL-22 chr22:22888225_A>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.A172G p.S58G
EMZL-22 chr22:22888226_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G173C p.S58T
EMZL-22 chr22:22888228_A>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.A175G p.S59G
EMZL-22 chr22:22888229_G>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.G176T p.S59I
EMZL-22 chr22:22888044_C>T UTR5 . IGLL5 . . .
EMZL-22 chr22:22888242_G>T exonic nonsynonymous SNV IGLL5 NM_001256296 c.G83T p.C28F
EMZL-23 chr22:22888160_A>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.A107C p.H36P
EMZL-23 chr22:22887962_A>G UTR5 . IGLL5 . . .
EMZL-23 chr22:22888178_T>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.T125C p.M42T
EMZL-23 chr4:105275849_->G exonic frameshift insertion TET2 NM_001127208 c.5340dupG p.L1780fs
EMZL-23 chr3:187729428_T>C exonic nonsynonymous SNV BCL6 NM_001706 c.A977G p.K326R
EMZL-23 chr9:5457276_->GG exonic frameshift insertion CD274 NM_014143 c.250_251insGG p.R84fs
EMZL-23 chr8:112241721_A>G exonic synonymous SNV CSMD3 NM_198124 c.T10347C p.S3449S
EMZL-23 chr2:136116531_A>G exonic nonsynonymous SNV CXCR4 NM_001348056 c.T173C p.L58P
EMZL-23 chr2:136118048_T>A exonic nonsynonymous SNV CXCR4 NM_001348056 c.A13T p.S5C
EMZL-23 chr12:113058403_C>T exonic nonsynonymous SNV DTX1 NM_004416 c.C211T p.P71S
EMZL-23 chr12:113058406_T>A exonic nonsynonymous SNV DTX1 NM_004416 c.T214A p.Y72N
EMZL-23 chr7:13900742_T>A exonic nonsynonymous SNV ETV1 NM_004956 c.A1208T p.Q403L
EMZL-23 chr2:240630756_C>A exonic nonsynonymous SNV GPR35 NM_001195382 c.C897A p.N299K
EMZL-23 chr6:26234379_T>- exonic frameshift deletion HIST1H1D NM_005320 c.555delA p.K185fs
EMZL-23 chr6:26156584_C>T exonic nonsynonymous SNV HIST1H1E NM_005321 c.C194T p.A65V
EMZL-23 chr19:16326916_A>C exonic nonsynonymous SNV KLF2 NM_016270 c.A953C p.E318A
EMZL-23 chr19:16326931_A>C exonic nonsynonymous SNV KLF2 NM_016270 c.A968C p.Y323S
EMZL-23 chr19:16326938_G>C exonic nonsynonymous SNV KLF2 NM_016270 c.G975C p.K325N
EMZL-23 chr19:16325425_G>A exonic synonymous SNV KLF2 NM_016270 c.G285A p.L95L
EMZL-23 chr12:49042158_G>A exonic stopgain KMT2D NM_003482 c.C6040T p.Q2014X
EMZL-23 chr6:37170533_C>T exonic synonymous SNV PIM1 NM_001243186 c.C231T p.S77S
EMZL-23 chr8:143923287_C>T exonic synonymous SNV PLEC NM_000445 c.G6723A p.A2241A
EMZL-23 chr3:49368502_C>T exonic nonsynonymous SNV RHOA NM_001313941 c.G203A p.R68H
EMZL-23 chr6:155137429_G>T exonic nonsynonymous SNV TIAM2 NM_012454 c.G1447T p.A483S
EMZL-23 chr1:2556699_G>A exonic stopgain TNFRSF14 NM_003820 c.G35A p.W12X
EMZL-23 chr4:105272600_G>T exonic stopgain TET2 NM_001127208 c.G4219T p.G1407X
EMZL-23 chr22:22888194_C>T exonic nonsynonymous SNV IGLL5 NM_001256296 c.C35T p.A12V
EMZL-23 chr22:22888203_A>C exonic nonsynonymous SNV IGLL5 NM_001256296 c.A44C p.Q15P
EMZL-23 chr22:22888210_G>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.G157A p.G53R
EMZL-23 chr22:22888214_C>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.C161T p.A54V
EMZL-23 chr22:22888260_G>C splicing . IGLL5 NM_001178126 . .
EMZL-24 chr11:102324504_T>G UTR5 . BIRC3 . . .
EMZL-24 chr5:151045860_C>A splicing . TNIP1 . . .
EMZL-24 chr3:187725537_G>C exonic nonsynonymous SNV BCL6 NM_001706 c.C1801G p.P601A
EMZL-24 chrX:40057243_C>T exonic nonsynonymous SNV BCOR NM_017745 c.G4405A p.E1469K
EMZL-24 chr9:5463052_G>T exonic stopgain CD274 NM_014143 c.G613T p.E205X
EMZL-24 chr14:35404497_G>A exonic stopgain NFKBIA NM_020529 c.C148T p.Q50X
EMZL-24 chr14:35403767_T>A exonic stopgain NFKBIA NM_020529 c.A259T p.K87X
EMZL-24 chr14:35404579_C>T exonic synonymous SNV NFKBIA NM_020529 c.G66A p.K22K
EMZL-24 chr6:37171427_G>T exonic nonsynonymous SNV PIM1 NM_002648 c.G543T p.E181D
EMZL-24 chr1:15937369_G>C exonic nonsynonymous SNV SPEN NM_015001 c.G10233C p.R3411S
EMZL-24 chr1:15932358_G>T exonic stopgain SPEN NM_015001 c.G6118T p.E2040X
EMZL-24 chr6:137875710_ATCT>- exonic frameshift deletion TNFAIP3 NM_006290 c.509_512del p.N170fs
EMZL-24 chr6:137876092_->CAGATTCCTGGG exonic nonframeshift insertion TNFAIP3 NM_006290 c.731_732insCAGATTCCTGGG p.Y244delinsYRFLG
EMZL-24 chr1:2558453_C>T exonic stopgain TNFRSF14 NM_003820 c.C289T p.Q97X
EMZL-24 chr5:124649128_C>T exonic nonsynonymous SNV ZNF608 NM_020747 c.G1256A p.C419Y
EMZL-24 chr4:105276116_G>A exonic nonsynonymous SNV TET2 NM_001127208 c.G5606A p.G1869E
EMZL-24 chr10:89014138_T>- exonic stopgain FAS NM_000043 c.696delT p.Y232X
EMZL-25 chr22:22888130_T>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.T77A p.L26Q
EMZL-25 chr22:22888141_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G88C p.G30R
EMZL-25 chr22:22887944_T>A UTR5 . IGLL5 . . .
EMZL-25 chr22:22888180_G>A exonic stopgain IGLL5 NM_001256296 c.G21A p.W7X
EMZL-25 chr4:105272693_A>- exonic frameshift deletion TET2 NM_001127208 c.4312delA p.K1438fs
EMZL-25 chr4:105241380_->T exonic frameshift insertion TET2 NM_001127208 c.3452dupT p.L1151fs
EMZL-25 chr4:101790927_C>T exonic nonsynonymous SNV BANK1 NM_017935 c.C47T p.A16V
EMZL-25 chr4:101790928_C>T exonic synonymous SNV BANK1 NM_017935 c.C48T p.A16A
EMZL-25 chr12:122022142_T>C exonic synonymous SNV BCL7A NM_020993 c.T51C p.D17D
EMZL-25 chr9:5465556_T>A exonic nonsynonymous SNV CD274 NM_014143 c.T740A p.I247N
EMZL-25 chr6:26156524_C>G exonic nonsynonymous SNV HIST1H1E NM_005321 c.C134G p.T45S
EMZL-25 chr2:140501848_->A exonic frameshift insertion LRP1B NM_018557 c.8688dupT p.M2897fs
EMZL-25 chrX:78960519_C>A exonic nonsynonymous SNV P2RY10 NM_001324225 c.C74A p.S25Y
EMZL-25 chr3:49368512_C>T exonic nonsynonymous SNV RHOA NM_001313941 c.G193A p.D65N
EMZL-25 chr3:177051530_->C exonic frameshift insertion TBL1XR1 NM_001321194 c.400dupG p.E134fs
EMZL-25 chr6:155130118_C>A exonic nonsynonymous SNV TIAM2 NM_012454 c.C895A p.L299I
EMZL-25 chr1:2558354_A>T exonic stopgain TNFRSF14 NM_003820 c.A190T p.K64X
EMZL-25 chr14:68789880_T>C exonic nonsynonymous SNV ZFP36L1 NM_001244701 c.A877G p.T293A
EMZL-25 chr14:68789884_->T exonic frameshift insertion ZFP36L1 NM_001244701 c.872_873insA p.S291fs
EMZL-25 chr22:22888186_C>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.C133T p.P45S
EMZL-25 chr22:22888191_A>G exonic nonsynonymous SNV IGLL5 NM_001256296 c.A32G p.K11R
EMZL-25 chr22:22888219_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G166C p.V56L
EMZL-25 chr22:22888248_C>T exonic nonsynonymous SNV IGLL5 NM_001256296 c.C89T p.A30V
EMZL-25 chr22:22888053_A>G UTR5 . IGLL5 . . .
EMZL-26 chr1:26771328_T>C splicing . ARID1A . . .
EMZL-26 chr22:22888179_G>A exonic stopgain IGLL5 NM_001256296 c.G20A p.W7X
EMZL-26 chr4:105275869_AA>- exonic frameshift deletion TET2 NM_001127208 c.5359_5360del p.N1787fs
EMZL-26 chr17:65014791_T>A exonic nonsynonymous SNV GNA13 NM_006572 c.A600T p.R200S
EMZL-26 chr1:26771257_C>A exonic nonsynonymous SNV ARID1A NM_139135 c.C3337A p.P1113T
EMZL-26 chr9:5463055_A>- exonic frameshift deletion CD274 NM_014143 c.616delA p.I206fs
EMZL-26 chr8:112231565_T>A exonic nonsynonymous SNV CSMD3 NM_198124 c.A10688T p.Q3563L
EMZL-26 chr6:27146509_G>T exonic nonsynonymous SNV HIST1H2BK NM_080593 c.C290A p.T97K
EMZL-26 chr2:140813729_C>T exonic nonsynonymous SNV LRP1B NM_018557 c.G5287A p.D1763N
EMZL-26 chr8:100718194_G>A exonic nonsynonymous SNV PABPC1 NM_002568 c.C280T p.R94C
EMZL-26 chr5:167876078_C>G exonic nonsynonymous SNV TENM2 NM_001122679 c.C595G p.P199A
EMZL-26 chr4:105272622_A>G exonic nonsynonymous SNV TET2 NM_001127208 c.A4241G p.Q1414R
EMZL-26 chr22:22888033_T>A UTR5 . IGLL5 . . .
EMZL-26 chr22:22888247_G>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.G194T p.S65I
EMZL-27 chr22:22888130_T>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.T77A p.L26Q
EMZL-27 chr22:22888131_G>C exonic synonymous SNV IGLL5 NM_001178126 c.G78C p.L26L
EMZL-27 chr4:105236838_C>- exonic frameshift deletion TET2 NM_001127208 c.2896delC p.Q966fs
EMZL-27 chr15:44711572_T>G exonic nonsynonymous SNV B2M NM_004048 c.T26G p.V9G
EMZL-27 chr11:102337035_CTT>- exonic nonframeshift deletion BIRC3 NM_182962 c.1748_1750del p.583_584del
EMZL-27 chr7:2944528_C>G exonic nonsynonymous SNV CARD11 NM_001324281 c.G368C p.G123A
EMZL-27 chr9:5465535_ACTT>- exonic frameshift deletion CD274 NM_014143 c.719_722del p.H240fs
EMZL-27 chr22:22888185_A>T exonic nonsynonymous SNV IGLL5 NM_001256296 c.A26T p.H9L
EMZL-27 chr12:49039863_G>C exonic stopgain KMT2D NM_003482 c.C7907G p.S2636X
EMZL-27 chr12:121817473_G>C exonic synonymous SNV SETD1B NM_015048 c.G3081C p.L1027L
EMZL-27 chr6:137875718_A>T exonic stopgain TNFAIP3 NM_006290 c.A517T p.K173X
EMZL-27 chr6:137875701_A>G exonic nonsynonymous SNV TNFAIP3 NM_006290 c.A500G p.E167G
EMZL-27 chr1:2556666_T>C exonic nonsynonymous SNV TNFRSF14 NM_003820 c.T2C p.M1T
EMZL-27 chr4:105259681_G>T exonic nonsynonymous SNV TET2 NM_001127208 c.G3866T p.C1289F
EMZL-27 chr22:22888203_A>T exonic nonsynonymous SNV IGLL5 NM_001256296 c.A44T p.Q15L



EMZL-27 chr22:22888016_G>A UTR5 . IGLL5 . . .
EMZL-27 chr22:22888040_G>C UTR5 . IGLL5 . . .
EMZL-27 chr22:22888235_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C182G p.S61C
EMZL-27 chr22:22888047_A>T UTR5 . IGLL5 . . .
EMZL-28 chr22:22888099_C>T exonic synonymous SNV IGLL5 NM_001178126 c.C46T p.L16L
EMZL-28 chr22:22888160_A>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.A107C p.H36P
EMZL-28 chr22:22888164_C>A exonic nonsynonymous SNV IGLL5 NM_001256296 c.C5A p.A2D
EMZL-28 chr22:22888177_A>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.A124T p.M42L
EMZL-28 chr10:89012072_TTT>C exonic frameshift deletion FAS NM_000043 c.642_644C p.L215fs
EMZL-28 chr17:65014601_G>A exonic nonsynonymous SNV GNA13 NM_006572 c.C790T p.R264C
EMZL-28 chr16:2288146_C>T exonic nonsynonymous SNV ABCA3 NM_001089 c.G2884A p.E962K
EMZL-28 chrX:40055504_G>A exonic synonymous SNV BCOR NM_017745 c.C4503T p.H1501H
EMZL-28 chrX:101374536_C>T exonic synonymous SNV BTK NM_001287344 c.G342A p.P114P
EMZL-28 chr9:5457280_C>A exonic nonsynonymous SNV CD274 NM_014143 c.C254A p.A85D
EMZL-28 chr9:5462915_G>A exonic nonsynonymous SNV CD274 NM_014143 c.G476A p.G159D
EMZL-28 chr6:26055910_G>C exonic nonsynonymous SNV HIST1H1C NM_005319 c.C519G p.S173R
EMZL-28 chr6:26156889_G>C exonic nonsynonymous SNV HIST1H1E NM_005321 c.G499C p.A167P
EMZL-28 chr2:159852220_C>A exonic nonsynonymous SNV LY75 NM_002349 c.G2864T p.W955L
EMZL-28 chr8:143920113_C>T exonic synonymous SNV PLEC NM_000445 c.G9789A p.K3263K
EMZL-28 chr8:143917251_G>C exonic synonymous SNV PLEC NM_000445 c.C12651G p.V4217V
EMZL-28 chr6:137877128_A>- exonic frameshift deletion TNFAIP3 NM_006290 c.858delA p.L286fs
EMZL-28 chr1:2559837_GCGAGCCGGAACTGCTCCAGGACAGAGAACGCCGTGTGTGGCTGCA>- exonic frameshift deletion TNFRSF14 NM_003820 c.319_364del p.A107fs
EMZL-28 chr4:105269709_C>T exonic nonsynonymous SNV TET2 NM_001127208 c.C4144T p.H1382Y
EMZL-28 chr3:31981114_G>A exonic synonymous SNV OSBPL10 NM_017784 c.C66T p.S22S
EMZL-28 chr22:22888216_T>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.T163G p.S55A
EMZL-28 chr22:22888219_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G166C p.V56L
EMZL-28 chr22:22888043_C>G UTR5 . IGLL5 . . .
EMZL-28 chr22:22888230_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C177G p.S59R
EMZL-28 chr22:22888234_T>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.T181G p.S61A
EMZL-29 chr22:22888066_A>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.A13G p.T5A
EMZL-29 chr1:2556734_G>C splicing . TNFRSF14 . . .
EMZL-29 chr22:22888163_G>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.G110A p.G37D
EMZL-29 chr22:22888184_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C131G p.A44G
EMZL-29 chr22:22888185_A>T exonic nonsynonymous SNV IGLL5 NM_001256296 c.A26T p.H9L
EMZL-29 chr4:105236068_A>- exonic frameshift deletion TET2 NM_001127208 c.2126delA p.E709fs
EMZL-29 chr17:65056513_C>G exonic nonsynonymous SNV GNA13 NM_006572 c.G81C p.Q27H
EMZL-29 chr6:156778014_G>T exonic stopgain ARID1B NM_020732 c.G85T p.G29X
EMZL-29 chr6:156778015_G>T exonic nonsynonymous SNV ARID1B NM_020732 c.G86T p.G29V
EMZL-29 chr3:187729189_G>A exonic stopgain BCL6 NM_001706 c.C1216T p.R406X
EMZL-29 chr11:102324884_T>A exonic synonymous SNV BIRC3 NM_182962 c.T375A p.L125L
EMZL-29 chr9:5456152_G>A exonic stopgain CD274 NM_014143 c.G39A p.W13X
EMZL-29 chr2:211657755_T>A exonic stopgain ERBB4 NM_005235 c.A1945T p.R649X
EMZL-29 chr2:211657755_TAGC>AAG exonic nonsynonymous SNV ERBB4 NM_005235 c.1942_1945CTT p.A648_R649delinsLG
EMZL-29 chr6:27867254_G>A exonic synonymous SNV HIST1H1B NM_005322 c.C276T p.S92S
EMZL-29 chr6:27146452_G>C exonic nonsynonymous SNV HIST1H2BK NM_080593 c.C347G p.T116S
EMZL-29 chr6:27146676_G>A exonic synonymous SNV HIST1H2BK NM_080593 c.C123T p.Y41Y
EMZL-29 chr22:22888191_A>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.A138T p.Q46H
EMZL-29 chr19:16325234_C>T exonic nonsynonymous SNV KLF2 NM_016270 c.C94T p.P32S
EMZL-29 chr19:16325348_C>A exonic nonsynonymous SNV KLF2 NM_016270 c.C208A p.P70T
EMZL-29 chr19:16325349_C>G exonic nonsynonymous SNV KLF2 NM_016270 c.C209G p.P70R
EMZL-29 chr19:16326018_T>A exonic nonsynonymous SNV KLF2 NM_016270 c.T878A p.L293Q
EMZL-29 chr19:16325342_CC>- exonic frameshift deletion KLF2 NM_016270 c.202_203del p.P68fs
EMZL-29 chr19:16325875_G>A exonic synonymous SNV KLF2 NM_016270 c.G735A p.P245P
EMZL-29 chr11:76659936_C>T exonic nonsynonymous SNV LRRC32 NM_005512 c.G1657A p.G553S
EMZL-29 chr6:31581857_T>G exonic synonymous SNV LTB NM_002341 c.A165C p.V55V
EMZL-29 chr6:31582319_C>T exonic synonymous SNV LTB NM_002341 c.G99A p.L33L
EMZL-29 chr15:41696176_A>C exonic nonsynonymous SNV MGA NM_001164273 c.A1166C p.Y389S
EMZL-29 chr16:11255421_G>- exonic frameshift deletion SOCS1 NM_003745 c.58delC p.R20fs
EMZL-29 chr6:137875833_C>G exonic stopgain TNFAIP3 NM_006290 c.C632G p.S211X
EMZL-29 chr14:100277550_A>C exonic nonsynonymous SNV YY1 NM_003403 c.A1195C p.N399H
EMZL-29 chr14:100277549_T>A exonic synonymous SNV YY1 NM_003403 c.T1194A p.T398T
EMZL-29 chr5:124744103_T>C exonic nonsynonymous SNV ZNF608 NM_020747 c.A887G p.K296R
EMZL-29 chr5:124744257_C>G exonic nonsynonymous SNV ZNF608 NM_020747 c.G733C p.G245R
EMZL-29 chr4:105261847_A>G exonic nonsynonymous SNV TET2 NM_001127208 c.A4043G p.Q1348R
EMZL-29 chr10:89014230_A>C exonic nonsynonymous SNV FAS NM_000043 c.A788C p.K263T
EMZL-29 chr10:89014239_A>T exonic nonsynonymous SNV FAS NM_000043 c.A797T p.N266I
EMZL-29 chr22:22888197_G>C exonic nonsynonymous SNV IGLL5 NM_001256296 c.G38C p.G13A
EMZL-29 chr22:22888018_A>G UTR5 . IGLL5 . . .
EMZL-29 chr22:22888221_T>C exonic nonsynonymous SNV IGLL5 NM_001256296 c.T62C p.L21S
EMZL-29 chr22:22888222_G>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.G169A p.G57R
EMZL-29 chr22:22888223_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G170C p.G57A
EMZL-29 chr22:22888226_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G173C p.S58T
EMZL-29 chr22:22888248_C>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.C195A p.S65R
EMZL-29 chr22:22888258_A>C exonic synonymous SNV IGLL5 NM_001178126 c.A205C p.R69R
EMZL-30 chr8:112292535_A>G splicing . CSMD3 . . .
EMZL-30 chr4:105236023_T>- exonic frameshift deletion TET2 NM_001127208 c.2081delT p.L694fs
EMZL-30 chr3:46408146_G>T exonic nonsynonymous SNV CCRL2 NM_003965 c.G67T p.D23Y
EMZL-30 chr9:5457395_C>A exonic stopgain CD274 NM_014143 c.C369A p.Y123X
EMZL-30 chr6:27146581_C>G exonic nonsynonymous SNV HIST1H2BK NM_080593 c.G218C p.R73P
EMZL-30 chr19:16325907_A>C exonic nonsynonymous SNV KLF2 NM_016270 c.A767C p.K256T
EMZL-30 chr19:16325945_A>C exonic nonsynonymous SNV KLF2 NM_016270 c.A805C p.T269P
EMZL-30 chr19:16325997_G>C exonic nonsynonymous SNV KLF2 NM_016270 c.G857C p.S286T
EMZL-30 chr19:16326917_G>C exonic nonsynonymous SNV KLF2 NM_016270 c.G954C p.E318D
EMZL-30 chr6:31580718_C>T exonic nonsynonymous SNV LTB NM_002341 c.G726A p.M242I
EMZL-30 chr8:143923856_G>A exonic nonsynonymous SNV PLEC NM_000445 c.C6154T p.R2052W
EMZL-30 chr19:11033309_G>A exonic nonsynonymous SNV SMARCA4 NM_001128844 c.G3566A p.R1189Q
EMZL-30 chr1:2559881_C>G exonic nonsynonymous SNV TNFRSF14 NM_003820 c.C363G p.C121W
EMZL-31 chr22:22888055_T>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.T2A p.M1K
EMZL-31 chr22:22888064_A>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.A11G p.K4R
EMZL-31 chr22:22888067_C>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.C14T p.T5I
EMZL-31 chr15:44711614_G>C splicing . B2M . . .
EMZL-31 chr4:101790808_G>C UTR5 . BANK1 . . .
EMZL-31 chr4:101790829_G>C UTR5 . BANK1 . . .
EMZL-31 chr2:136118045_C>T splicing . CXCR4 . . .
EMZL-31 chr12:113058132_A>T UTR5 . DTX1 . . .
EMZL-31 chr16:11254821_C>T UTR3 . SOCS1 . . .
EMZL-31 chr22:22888079_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G26C p.G9A
EMZL-31 chr22:22888167_G>C exonic nonsynonymous SNV IGLL5 NM_001256296 c.G8C p.C3S
EMZL-31 chr22:22887961_T>G UTR5 . IGLL5 . . .
EMZL-31 chr22:22888169_T>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.T116A p.L39Q
EMZL-31 chr22:22888178_T>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.T125C p.M42T
EMZL-31 chr22:22888180_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G127C p.V43L
EMZL-31 chr22:22888186_C>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.C133A p.P45T
EMZL-31 chr22:22888189_C>T exonic stopgain IGLL5 NM_001178126 c.C136T p.Q46X
EMZL-31 chr22:22887970_T>C UTR5 . IGLL5 . . .
EMZL-31 chr3:31980983_G>A exonic nonsynonymous SNV OSBPL10 NM_017784 c.C197T p.S66F
EMZL-31 chr15:44711590_T>C exonic nonsynonymous SNV B2M NM_004048 c.T44C p.L15P
EMZL-31 chr15:44711591_T>G exonic synonymous SNV B2M NM_004048 c.T45G p.L15L
EMZL-31 chr22:22887987_A>C UTR5 . IGLL5 . . .
EMZL-31 chr7:140777006_C>G exonic nonsynonymous SNV BRAF NM_004333 c.G1600C p.G534R
EMZL-31 chr12:92145515_C>T exonic synonymous SNV BTG1 NM_001731 c.G21A p.R7R
EMZL-31 chr22:22887998_C>G UTR5 . IGLL5 . . .
EMZL-31 chr2:136115910_T>C exonic nonsynonymous SNV CXCR4 NM_001348056 c.A231G p.I77M
EMZL-31 chr14:105051542_A>G exonic nonsynonymous SNV GPR132 NM_001278694 c.T595C p.Y199H
EMZL-31 chr6:26156925_G>A exonic nonsynonymous SNV HIST1H1E NM_005321 c.G535A p.A179T
EMZL-31 chr22:22888199_A>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.A146G p.D49G
EMZL-31 chr3:183492154_C>T exonic nonsynonymous SNV KLHL6 NM_130446 c.G1639A p.E547K
EMZL-31 chr2:140456577_T>C exonic nonsynonymous SNV LRP1B NM_018557 c.A9841G p.N3281D
EMZL-31 chr2:140994121_C>G exonic nonsynonymous SNV LRP1B NM_018557 c.G2518C p.A840P
EMZL-31 chr6:31581119_C>T exonic nonsynonymous SNV LTB NM_002341 c.G325A p.E109K
EMZL-31 chr6:31581111_C>G exonic synonymous SNV LTB NM_002341 c.G333C p.A111A
EMZL-31 chr14:35403282_G>A exonic nonsynonymous SNV NFKBIA NM_020529 c.C415T p.L139F
EMZL-31 chrX:1466512_A>T exonic nonsynonymous SNV P2RY8 NM_178129 c.T47A p.M16K
EMZL-31 chr16:11255237_C>T exonic stopgain SOCS1 NM_003745 c.G242A p.W81X
EMZL-31 chr4:105259632_T>A exonic nonsynonymous SNV TET2 NM_001127208 c.T3817A p.C1273S
EMZL-31 chr6:137876058_T>A exonic nonsynonymous SNV TNFAIP3 NM_006290 c.T697A p.Y233N
EMZL-31 chr1:2556699_G>A exonic stopgain TNFRSF14 NM_003820 c.G35A p.W12X
EMZL-31 chr17:59838342_A>T exonic nonsynonymous SNV VMP1 NM_001329395 c.A1061T p.Y354F
EMZL-31 chr14:68792913_G>A exonic nonsynonymous SNV ZFP36L1 NM_001244701 c.C233T p.T78I
EMZL-31 chr4:105275673_G>A exonic synonymous SNV TET2 NM_001127208 c.G5163A p.L1721L
EMZL-31 chr22:22888018_A>T UTR5 . IGLL5 . . .
EMZL-31 chr22:22888019_A>C UTR5 . IGLL5 . . .
EMZL-31 chr22:22888047_A>C UTR5 . IGLL5 . . .
EMZL-32 chr2:136118062_G>A UTR5 . CXCR4 . . .
EMZL-32 chr22:22888099_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C46G p.L16V
EMZL-32 chr4:105234420_->T exonic frameshift insertion TET2 NM_001127208 c.479dupT p.V160fs
EMZL-32 chr12:122022142_T>G exonic nonsynonymous SNV BCL7A NM_020993 c.T51G p.D17E
EMZL-32 chr22:23181872_G>A exonic synonymous SNV BCR NM_021574 c.G912A p.E304E
EMZL-32 chr12:92145424_G>A exonic stopgain BTG1 NM_001731 c.C112T p.Q38X
EMZL-32 chr12:92145416_G>A exonic synonymous SNV BTG1 NM_001731 c.C120T p.F40F
EMZL-32 chr9:5457270_A>T exonic stopgain CD274 NM_014143 c.A244T p.R82X
EMZL-32 chr16:3731342_C>A exonic nonsynonymous SNV CREBBP NM_004380 c.G5022T p.K1674N
EMZL-32 chr2:136116639_T>C exonic nonsynonymous SNV CXCR4 NM_001348056 c.A65G p.E22G
EMZL-32 chr2:211665392_T>C exonic nonsynonymous SNV ERBB4 NM_005235 c.A1802G p.N601S
EMZL-32 chr19:16325388_C>A exonic nonsynonymous SNV KLF2 NM_016270 c.C248A p.P83H
EMZL-32 chr8:100718193_C>T exonic nonsynonymous SNV PABPC1 NM_002568 c.G281A p.R94H
EMZL-32 chr8:143917212_G>A exonic synonymous SNV PLEC NM_000445 c.C12690T p.Y4230Y
EMZL-32 chr6:134174750_T>A exonic nonsynonymous SNV SGK1 NM_005627 c.A58T p.M20L
EMZL-32 chr1:2560650_C>T exonic stopgain TNFRSF14 NM_003820 c.C487T p.Q163X
EMZL-32 chr3:31981077_G>A exonic synonymous SNV OSBPL10 NM_017784 c.C103T p.L35L
EMZL-32 chr3:31981018_G>A exonic synonymous SNV OSBPL10 NM_017784 c.C162T p.S54S
EMZL-32 chr22:22888214_C>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.C161T p.A54V
EMZL-32 chr22:22888014_C>G UTR5 . IGLL5 . . .
EMZL-32 chr22:22888251_G>A exonic nonsynonymous SNV IGLL5 NM_001256296 c.G92A p.C31Y
EMZL-33 chr10:89013368_G>C splicing . FAS . . .
EMZL-33 chr2:136118063_T>G UTR5 . CXCR4 . . .
EMZL-33 chr22:22888134_G>T exonic synonymous SNV IGLL5 NM_001178126 c.G81T p.L27L
EMZL-33 chr22:22888178_T>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.T125C p.M42T
EMZL-33 chr22:22888201_C>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.C148A p.P50T
EMZL-33 chr4:105259626_->G exonic frameshift insertion TET2 NM_001127208 c.3812dupG p.C1271fs
EMZL-33 chr1:203305709_C>T exonic nonsynonymous SNV BTG2 NM_006763 c.C103T p.L35F
EMZL-33 chr6:26056146_G>A exonic stopgain HIST1H1C NM_005319 c.C283T p.Q95X
EMZL-33 chr19:16325247_G>A exonic nonsynonymous SNV KLF2 NM_016270 c.G107A p.G36D
EMZL-33 chr6:31581608_C>T exonic nonsynonymous SNV LTB NM_002341 c.G185A p.R62K
EMZL-33 chr10:128105990_A>G exonic synonymous SNV MKI67 NM_002417 c.T5850C p.A1950A
EMZL-33 chr7:83134906_G>A exonic stopgain PCLO NM_033026 c.C2644T p.R882X
EMZL-33 chr19:42095425_G>A exonic nonsynonymous SNV POU2F2 NM_002698 c.C944T p.A315V
EMZL-33 chr3:177047310_C>A exonic nonsynonymous SNV TBL1XR1 NM_001321194 c.G854T p.G285V
EMZL-33 chr1:2560679_->A exonic frameshift insertion TNFRSF14 NM_003820 c.517dupA p.P172fs
EMZL-33 chr11:113809102_A>G exonic nonsynonymous SNV USP28 NM_001346255 c.T2116C p.S706P
EMZL-33 chr14:68792889_A>G exonic nonsynonymous SNV ZFP36L1 NM_001244701 c.T257C p.L86S
EMZL-33 chr22:22888248_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C195G p.S65R
EMZL-34 chr3:187745408_A>G splicing . BCL6 . . .
EMZL-34 chr22:22888180_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G127C p.V43L
EMZL-34 chr4:105235626_C>- exonic frameshift deletion TET2 NM_001127208 c.1684delC p.P562fs
EMZL-34 chr4:105236556_->TGATCCCAAA exonic frameshift insertion TET2 NM_001127208 c.2614_2615insTGATCCCAAA p.V872fs
EMZL-34 chr1:26779059_C>T exonic stopgain ARID1A NM_139135 c.C4510T p.R1504X
EMZL-34 chr1:26697042_C>T exonic synonymous SNV ARID1A NM_139135 c.C639T p.N213N
EMZL-34 chr12:122022143_A>G exonic nonsynonymous SNV BCL7A NM_020993 c.A52G p.I18V
EMZL-34 chrX:40072961_C>A exonic nonsynonymous SNV BCOR NM_017745 c.G2385T p.K795N
EMZL-34 chr12:92144367_C>A exonic nonsynonymous SNV BTG1 NM_001731 c.G229T p.D77Y
EMZL-34 chr17:40554828_G>A exonic stopgain CCR7 NM_001838 c.C1051T p.Q351X
EMZL-34 chr8:112231584_G>C exonic nonsynonymous SNV CSMD3 NM_198124 c.C10669G p.Q3557E
EMZL-34 chr12:113058278_A>C exonic nonsynonymous SNV DTX1 NM_004416 c.A86C p.E29A
EMZL-34 chr13:40666212_T>C exonic nonsynonymous SNV FOXO1 NM_002015 c.A1G p.M1V
EMZL-34 chr13:40666141_G>C exonic synonymous SNV FOXO1 NM_002015 c.C72G p.T24T
EMZL-34 chr6:26056245_G>C exonic nonsynonymous SNV HIST1H1C NM_005319 c.C184G p.L62V
EMZL-34 chr6:26156883_G>A exonic nonsynonymous SNV HIST1H1E NM_005321 c.G493A p.A165T
EMZL-34 chr6:26156585_G>A exonic synonymous SNV HIST1H1E NM_005321 c.G195A p.A65A
EMZL-34 chr1:234608736_CTCACGCTGCTCGT>- exonic frameshift deletion IRF2BP2 NM_182972 c.746_759del p.H249fs
EMZL-34 chr19:16324988_G>C exonic nonsynonymous SNV KLF2 NM_016270 c.G65C p.G22A
EMZL-34 chr19:16325238_A>G exonic nonsynonymous SNV KLF2 NM_016270 c.A98G p.E33G
EMZL-34 chr19:16325300_G>C exonic nonsynonymous SNV KLF2 NM_016270 c.G160C p.D54H
EMZL-34 chr19:16325392_C>A exonic stopgain KLF2 NM_016270 c.C252A p.Y84X
EMZL-34 chr19:16325942_C>G exonic nonsynonymous SNV KLF2 NM_016270 c.C802G p.R268G
EMZL-34 chr19:16325621_->GAGGTCCCGGGG exonic nonframeshift insertion KLF2 NM_016270 c.481_482insGAGGTCCCGGGG p.R161delinsRGPGG
EMZL-34 chr19:16324995_G>- exonic frameshift deletion KLF2 NM_016270 c.72delG p.Q24fs
EMZL-34 chr19:16325330_C>- exonic frameshift deletion KLF2 NM_016270 c.190delC p.P64fs
EMZL-34 chr19:16324962_T>G exonic synonymous SNV KLF2 NM_016270 c.T39G p.T13T
EMZL-34 chr19:16324990_C>T exonic synonymous SNV KLF2 NM_016270 c.C67T p.L23L
EMZL-34 chr19:16325428_G>T exonic synonymous SNV KLF2 NM_016270 c.G288T p.L96L
EMZL-34 chr19:16325479_G>A exonic synonymous SNV KLF2 NM_016270 c.G339A p.L113L
EMZL-34 chr19:16325557_G>C exonic synonymous SNV KLF2 NM_016270 c.G417C p.G139G
EMZL-34 chr11:59211415_C>T exonic nonsynonymous SNV MPEG1 NM_001039396 c.G1451A p.S484N
EMZL-34 chr11:59212846_G>C exonic nonsynonymous SNV MPEG1 NM_001039396 c.C20G p.T7S
EMZL-34 chr14:35404515_G>A exonic stopgain NFKBIA NM_020529 c.C130T p.Q44X
EMZL-34 chr1:38857072_T>G exonic nonsynonymous SNV RRAGC NM_022157 c.A248C p.H83P
EMZL-34 chr12:57096587_G>T exonic synonymous SNV STAT6 NM_003153 c.C2529A p.A843A
EMZL-34 chr3:177064929_G>A exonic stopgain TBL1XR1 NM_001321194 c.C49T p.Q17X
EMZL-34 chr1:2556665_A>T exonic nonsynonymous SNV TNFRSF14 NM_003820 c.A1T p.M1L
EMZL-34 chr1:2556667_G>T exonic nonsynonymous SNV TNFRSF14 NM_003820 c.G3T p.M1I
EMZL-34 chr11:113834304_A>G exonic nonsynonymous SNV USP28 NM_001346255 c.T557C p.L186P
EMZL-34 chr14:68789561_A>C exonic nonsynonymous SNV ZFP36L1 NM_001244701 c.T1196G p.F399C
EMZL-34 chr22:22888219_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G166C p.V56L
EMZL-35 chr22:22888083_T>C exonic synonymous SNV IGLL5 NM_001178126 c.T30C p.C10C
EMZL-35 chr22:22888160_A>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.A107C p.H36P
EMZL-35 chr22:22888168_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C115G p.L39V
EMZL-35 chr22:22888193_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G140C p.S47T
EMZL-35 chr22:22888199_A>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.A146C p.D49A
EMZL-35 chr22:22888013_G>C UTR5 . IGLL5 . . .
EMZL-35 chr4:105259654_C>- exonic frameshift deletion TET2 NM_001127208 c.3839delC p.T1280fs
EMZL-35 chr4:105272692_->A exonic frameshift insertion TET2 NM_001127208 c.4312dupA p.E1437fs
EMZL-35 chr6:26156821_C>A exonic nonsynonymous SNV HIST1H1E NM_005321 c.C431A p.A144E
EMZL-35 chr22:22888216_T>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.T163G p.S55A
EMZL-35 chr19:16325532_GCGGCGGCTA>- exonic frameshift deletion KLF2 NM_016270 c.392_401del p.G131fs
EMZL-35 chr12:49040399_A>C exonic synonymous SNV KMT2D NM_003482 c.T7371G p.P2457P
EMZL-35 chr3:49375540_C>T exonic nonsynonymous SNV RHOA NM_001313941 c.G50A p.G17E
EMZL-35 chr9:89001846_G>A exonic nonsynonymous SNV S1PR3 NM_005226 c.G646A p.A216T
EMZL-35 chr6:137874898_->AC exonic frameshift insertion TNFAIP3 NM_006290 c.349_350insAC p.D117fs
EMZL-35 chr1:2556665_A>G exonic nonsynonymous SNV TNFRSF14 NM_003820 c.A1G p.M1V
EMZL-35 chr22:22888045_T>C UTR5 . IGLL5 . . .
EMZL-36 chr3:187745408_A>T splicing . BCL6 . . .
EMZL-36 chr3:151294147_A>C UTR3 . GPR87 . . .
EMZL-36 chr22:22888110_->CCCAGGCAGCGCTGGC exonic frameshift insertion IGLL5 NM_001178126 c.57_58insCCCAGGCAGCGCTGGC p.G19fs
EMZL-36 chr22:22888142_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G89C p.G30A
EMZL-36 chr22:22887955_G>A UTR5 . IGLL5 . . .
EMZL-36 chr22:22888178_T>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.T125G p.M42R
EMZL-36 chr22:22887964_C>T UTR5 . IGLL5 . . .
EMZL-36 chr22:22888194_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C141G p.S47R
EMZL-36 chr22:22888206_C>T exonic nonsynonymous SNV IGLL5 NM_001256296 c.C47T p.T16I
EMZL-36 chr22:22888214_C>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.C161T p.A54V
EMZL-36 chr10:89012023_C>- exonic frameshift deletion FAS NM_000043 c.593delC p.T198fs
EMZL-36 chr12:122022170_A>G exonic nonsynonymous SNV BCL7A NM_020993 c.A79G p.K27E
EMZL-36 chr1:203305748_G>A exonic nonsynonymous SNV BTG2 NM_006763 c.G142A p.E48K
EMZL-36 chr7:2944513_G>A exonic nonsynonymous SNV CARD11 NM_001324281 c.C383T p.T128M
EMZL-36 chr3:32954161_G>A exonic nonsynonymous SNV CCR4 NM_005508 c.G739A p.V247M
EMZL-36 chr8:112295963_G>T exonic synonymous SNV CSMD3 NM_198124 c.C8364A p.V2788V
EMZL-36 chr13:40666136_G>A exonic nonsynonymous SNV FOXO1 NM_002015 c.C77T p.P26L
EMZL-36 chr6:26156549_G>A exonic synonymous SNV HIST1H1E NM_005321 c.G159A p.E53E
EMZL-36 chr6:26156862_G>T exonic nonsynonymous SNV HIST1H1E NM_005321 c.G472T p.A158S
EMZL-36 chr8:42308940_G>A exonic nonsynonymous SNV IKBKB NM_001556 c.G607A p.V203I
EMZL-36 chr19:16325371_A>C exonic nonsynonymous SNV KLF2 NM_016270 c.A231C p.E77D
EMZL-36 chr19:16325873_C>T exonic nonsynonymous SNV KLF2 NM_016270 c.C733T p.P245S
EMZL-36 chr2:140598635_C>A exonic nonsynonymous SNV LRP1B NM_018557 c.G7190T p.R2397I
EMZL-36 chr2:140886333_G>A exonic nonsynonymous SNV LRP1B NM_018557 c.C3769T p.P1257S
EMZL-36 chr2:141049031_G>A exonic nonsynonymous SNV LRP1B NM_018557 c.C1744T p.R582W
EMZL-36 chr3:38138871_G>C exonic nonsynonymous SNV MYD88 NM_002468 c.G210C p.E70D
EMZL-36 chr1:119916429_G>T exonic nonsynonymous SNV NOTCH2 NM_024408 c.C6293A p.P2098Q
EMZL-36 chr8:100721412_T>G exonic nonsynonymous SNV PABPC1 NM_002568 c.A172C p.N58H
EMZL-36 chr7:83154759_G>A exonic nonsynonymous SNV PCLO NM_033026 c.C1882T p.H628Y
EMZL-36 chr7:82915809_T>A exonic synonymous SNV PCLO NM_033026 c.A12177T p.T4059T
EMZL-36 chr1:9723235_C>T exonic nonsynonymous SNV PIK3CD NM_005026 c.C2537T p.A846V
EMZL-36 chr19:10513850_C>T exonic nonsynonymous SNV S1PR5 NM_030760 c.G1162A p.A388T
EMZL-36 chr3:177047364_C>A exonic nonsynonymous SNV TBL1XR1 NM_001321194 c.G800T p.G267V
EMZL-36 chr6:155256520_C>T exonic nonsynonymous SNV TIAM2 NM_012454 c.C4505T p.S1502F
EMZL-36 chr1:2557797_C>A exonic stopgain TNFRSF14 NM_003820 c.C141A p.Y47X
EMZL-36 chr1:2561801_G>T exonic nonsynonymous SNV TNFRSF14 NM_003820 c.G680T p.R227I
EMZL-36 chr17:65053516_G>A exonic stopgain GNA13 NM_006572 c.C496T p.R166X



EMZL-36 chr22:22888224_A>C exonic nonsynonymous SNV IGLL5 NM_001256296 c.A65C p.E22A
EMZL-37 chr9:5457077_A>G splicing . CD274 . . .
EMZL-37 chr22:22888151_T>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.T98C p.M33T
EMZL-37 chr22:22888167_G>C exonic nonsynonymous SNV IGLL5 NM_001256296 c.G8C p.C3S
EMZL-37 chr9:5457118_A>C exonic nonsynonymous SNV CD274 NM_014143 c.A92C p.E31A
EMZL-37 chr8:112947795_A>T exonic nonsynonymous SNV CSMD3 NM_198124 c.T1383A p.D461E
EMZL-37 chr12:49051980_TCAGGTGGCGGGGAAGTGGGCAATTCC>- exonic nonframeshift deletion KMT2D NM_003482 c.1677_1703del p.559_568del
EMZL-37 chr6:31582277_C>T exonic synonymous SNV LTB NM_002341 c.G141A p.V47V
EMZL-37 chr15:41750149_C>T exonic nonsynonymous SNV MGA NM_001164273 c.C6542T p.P2181L
EMZL-37 chr1:119969666_C>T exonic nonsynonymous SNV NOTCH2 NM_024408 c.G953A p.R318H
EMZL-37 chr9:89001992_C>T exonic synonymous SNV S1PR3 NM_005226 c.C792T p.L264L
EMZL-37 chr1:2558343_G>A exonic nonsynonymous SNV TNFRSF14 NM_003820 c.G179A p.G60D
EMZL-37 chr22:22888050_G>A UTR5 . IGLL5 . . .
EMZL-38 chr7:148884260_G>A UTR5 . EZH2 . . .
EMZL-38 chr2:159804979_G>A UTR3 . LY75 . . .
EMZL-38 chr19:42091309_G>A UTR3 . POU2F2 . . .
EMZL-38 chr2:61478740_C>T UTR3 . XPO1 . . .
EMZL-38 chr10:89007834_C>A exonic nonsynonymous SNV FAS NM_000043 c.C331A p.H111N
EMZL-38 chr10:89007837_G>- exonic frameshift deletion FAS NM_000043 c.334delG p.G112fs
EMZL-38 chr5:112841226_A>C exonic nonsynonymous SNV APC NM_001127510 c.A5632C p.K1878Q
EMZL-38 chr9:5456147_->ACTGG exonic frameshift insertion CD274 NM_014143 c.34_35insACTGG p.Y12fs
EMZL-38 chr12:25225714_T>C exonic nonsynonymous SNV KRAS NM_033360 c.A350G p.K117R
EMZL-38 chr9:136496197_AG>- exonic frameshift deletion NOTCH1 NM_017617 c.7541_7542del p.P2514fs
EMZL-38 chr16:11254950_G>A exonic synonymous SNV SOCS1 NM_003745 c.C529T p.L177L
EMZL-38 chr10:89014239_A>T exonic nonsynonymous SNV FAS NM_000043 c.A797T p.N266I
EMZL-39 chr4:105275181_CAACTCT>AAC exonic nonframeshift deletion TET2 NM_001127208 c.4671_4677AAC p.S1559del
EMZL-39 chr22:22895639_T>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.T590A p.V197D
EMZL-40 chr4:105269704_A>C exonic nonsynonymous SNV TET2 NM_001127208 c.A4139C p.H1380P
EMZL-40 chr4:105259626_T>A exonic nonsynonymous SNV TET2 NM_001127208 c.T3811A p.C1271S
EMZL-40 chr10:89014220_G>A exonic nonsynonymous SNV FAS NM_000043 c.G778A p.D260N
EMZL-40 chrX:41695845_G>T exonic nonsynonymous SNV GPR34 NM_005300 c.G212T p.G71V
EMZL-40 chr6:26156600_C>T exonic synonymous SNV HIST1H1E NM_005321 c.C210T p.G70G
EMZL-40 chr6:26156924_A>T exonic synonymous SNV HIST1H1E NM_005321 c.A534T p.A178A
EMZL-40 chr16:85909059_T>G exonic nonsynonymous SNV IRF8 NM_002163 c.T244G p.L82V
EMZL-40 chr12:49032844_T>G exonic nonsynonymous SNV KMT2D NM_003482 c.A11861C p.Q3954P
EMZL-40 chr6:137878504_C>G exonic stopgain TNFAIP3 NM_006290 c.C1059G p.Y353X
EMZL-40 chr6:137877121_->AG exonic frameshift insertion TNFAIP3 NM_006290 c.851_852insAG p.E284fs
EMZL-40 chr1:2560657_->C exonic frameshift insertion TNFRSF14 NM_003820 c.495dupC p.C165fs
EMZL-42 chr2:151409889_C>T UTR5 . RIF1 . . .
EMZL-42 chr4:101918126_C>T exonic synonymous SNV BANK1 NM_017935 c.C1143T p.D381D
EMZL-42 chr3:71041405_A>G exonic synonymous SNV FOXP1 NM_032682 c.T792C p.P264P
EMZL-42 chr8:143939455_G>C exonic nonsynonymous SNV PLEC NM_201384 c.C7G p.Q3E

FL-01 chr18:63318739_A>C UTR5 . BCL2 . . .
FL-01 chr18:63317961_A>C UTR3 . BCL2 . . .
FL-01 chr3:187745429_A>T UTR5 . BCL6 . . .
FL-01 chr17:65014298_T>G exonic nonsynonymous SNV GNA13 NM_006572 c.A1093C p.T365P
FL-01 chr18:63318127_G>A exonic synonymous SNV BCL2 NM_000657 c.C540T p.Y180Y
FL-01 chr18:63318126_G>A exonic synonymous SNV BCL2 NM_000657 c.C541T p.L181L
FL-01 chr5:158840089_G>A exonic synonymous SNV EBF1 NM_024007 c.C576T p.L192L
FL-01 chr7:148809340_G>T exonic nonsynonymous SNV EZH2 NM_004456 c.C2080A p.H694N
FL-01 chr7:148811636_A>T exonic nonsynonymous SNV EZH2 NM_004456 c.T1936A p.Y646N
FL-01 chr3:183555439_G>C exonic nonsynonymous SNV KLHL6 NM_130446 c.C215G p.T72R
FL-01 chr15:66481793_G>A exonic nonsynonymous SNV MAP2K1 NM_002755 c.G607A p.E203K
FL-01 chr3:49360310_C>T exonic nonsynonymous SNV RHOA NM_001313941 c.G481A p.A161T
FL-01 chr5:168204490_T>A exonic synonymous SNV TENM2 NM_001122679 c.T3666A p.L1222L
FL-02 chr18:63318725_A>G UTR5 . BCL2 . . .
FL-02 chr18:63318683_G>C UTR5 . BCL2 . . .
FL-02 chr18:63318677_G>A UTR5 . BCL2 . . .
FL-02 chr1:26729663_A>G exonic nonsynonymous SNV ARID1A NM_139135 c.A1150G p.M384V
FL-02 chr15:44711566_T>G exonic stopgain B2M NM_004048 c.T20G p.L7X
FL-02 chr18:63318074_G>A exonic nonsynonymous SNV BCL2 NM_000657 c.C593T p.A198V
FL-02 chr18:63318644_C>T exonic nonsynonymous SNV BCL2 NM_000657 c.G23A p.G8E
FL-02 chr18:63318643_C>T exonic synonymous SNV BCL2 NM_000657 c.G24A p.G8G
FL-02 chr12:92145392_C>A exonic synonymous SNV BTG1 NM_001731 c.G144T p.L48L
FL-02 chr12:113058333_C>A exonic nonsynonymous SNV DTX1 NM_004416 c.C141A p.H47Q
FL-02 chr2:96145159_C>T exonic nonsynonymous SNV DUSP2 NM_004418 c.G196A p.V66I
FL-02 chr6:26156610_G>A exonic nonsynonymous SNV HIST1H1E NM_005321 c.G220A p.E74K
FL-02 chr12:49033442_G>A exonic stopgain KMT2D NM_003482 c.C11263T p.Q3755X
FL-02 chr12:49046113_C>A exonic stopgain KMT2D NM_003482 c.G4645T p.E1549X
FL-02 chr6:31582325_G>C exonic synonymous SNV LTB NM_002341 c.C93G p.T31T
FL-03 chr17:65056433_A>G exonic nonsynonymous SNV GNA13 NM_006572 c.T161C p.L54P
FL-03 chr5:112780890_A>G exonic nonsynonymous SNV APC NM_001127510 c.A632G p.E211G
FL-03 chr18:63318516_A>G exonic nonsynonymous SNV BCL2 NM_000657 c.T151C p.S51P
FL-03 chr18:63318571_C>G exonic synonymous SNV BCL2 NM_000657 c.G96C p.A32A
FL-03 chr18:63318178_G>A exonic synonymous SNV BCL2 NM_000657 c.C489T p.N163N
FL-03 chr18:63318526_G>A exonic synonymous SNV BCL2 NM_000657 c.C141T p.G47G
FL-03 chr16:3757917_A>T exonic stopgain CREBBP NM_004380 c.T3501A p.Y1167X
FL-03 chr6:26234799_G>A exonic synonymous SNV HIST1H1D NM_005320 c.C135T p.I45I
FL-03 chr12:49040749_G>A exonic stopgain KMT2D NM_003482 c.C7021T p.Q2341X
FL-03 chr19:19149275_G>C exonic nonsynonymous SNV MEF2B NM_005919 c.C209G p.T70R
FL-03 chr19:19149278_T>C exonic nonsynonymous SNV MEF2B NM_005919 c.A206G p.Y69C
FL-03 chr1:2557781_G>T exonic nonsynonymous SNV TNFRSF14 NM_003820 c.G125T p.C42F
FL-03 chr14:68790122_T>C exonic nonsynonymous SNV ZFP36L1 NM_001244701 c.A635G p.E212G
FL-04 chr5:158699096_T>C UTR3 . EBF1 . . .
FL-04 chr18:63318610_G>T exonic synonymous SNV BCL2 NM_000657 c.C57A p.I19I
FL-04 chr18:63318600_G>A exonic synonymous SNV BCL2 NM_000657 c.C67T p.L23L
FL-04 chr16:3738648_A>T exonic nonsynonymous SNV CREBBP NM_004380 c.T4305A p.D1435E
FL-04 chr16:3738660_A>G exonic synonymous SNV CREBBP NM_004380 c.T4293C p.I1431I
FL-04 chr7:148811635_T>A exonic nonsynonymous SNV EZH2 NM_004456 c.A1937T p.Y646F
FL-04 chr3:183492154_C>T exonic nonsynonymous SNV KLHL6 NM_130446 c.G1639A p.E547K
FL-04 chr12:49026626_G>- exonic frameshift deletion KMT2D NM_003482 c.15340delC p.H5114fs
FL-04 chr9:89001845_C>T exonic synonymous SNV S1PR3 NM_005226 c.C645T p.Y215Y
FL-04 chr1:2560672_TCTCTCCCAATGG>- exonic frameshift deletion TNFRSF14 NM_003820 c.509_521del p.F170fs
FL-05 chr3:38138552_G>A UTR5 . MYD88 . . .
FL-05 chr18:63318510_G>A exonic nonsynonymous SNV BCL2 NM_000657 c.C157T p.P53S
FL-05 chr16:3731323_AGG>- exonic nonframeshift deletion CREBBP NM_004380 c.5039_5041del p.1680_1681del
FL-05 chr12:49046756_C>A exonic nonsynonymous SNV KMT2D NM_003482 c.G4271T p.C1424F
FL-05 chr9:36923432_T>A exonic nonsynonymous SNV PAX5 NM_016734 c.A833T p.K278M
FL-05 chr19:10224169_C>T exonic stopgain S1PR2 NM_004230 c.G737A p.W246X
FL-05 chr1:15928732_CTAGTTCTCAGTCTTCAGAA>- exonic frameshift deletion SPEN NM_015001 c.2492_2511del p.P831fs
FL-05 chr1:15928841_A>G exonic nonsynonymous SNV SPEN NM_015001 c.A2601G p.I867M
FL-05 chr12:57102878_T>C exonic nonsynonymous SNV STAT6 NM_003153 c.A1256G p.D419G
FL-05 chr1:2561723_G>A exonic stopgain TNFRSF14 NM_003820 c.G602A p.W201X
FL-06 chr10:89014122_TTGAC>- exonic frameshift deletion FAS NM_000043 c.680_684del p.V227fs
FL-06 chr16:89283736_C>A exonic stopgain ANKRD11 NM_001256182 c.G2806T p.E936X
FL-06 chr5:112821963_A>G exonic synonymous SNV APC NM_001127510 c.A1380G p.E460E
FL-06 chr16:3782916_C>- exonic frameshift deletion CREBBP NM_004380 c.1341delG p.G447fs
FL-06 chr2:136116528_C>T exonic nonsynonymous SNV CXCR4 NM_001348056 c.G176A p.R59H
FL-06 chr12:49032070_C>T exonic nonsynonymous SNV KMT2D NM_003482 c.G12635A p.R4212Q
FL-06 chr12:57102878_T>C exonic nonsynonymous SNV STAT6 NM_003153 c.A1256G p.D419G
FL-06 chr14:100262332_AG>- exonic frameshift deletion YY1 NM_003403 c.708_709del p.T236fs
FL-07 chr3:31980930_A>T exonic nonsynonymous SNV OSBPL10 NM_017784 c.T250A p.Y84N
FL-07 chr10:61902338_G>T exonic synonymous SNV ARID5B NM_032199 c.G201T p.R67R
FL-07 chr1:85276332_G>A exonic synonymous SNV BCL10 NM_003921 c.C21T p.S7S
FL-07 chr6:41935968_G>T exonic nonsynonymous SNV CCND3 NM_001760 c.C851A p.P284H
FL-07 chr16:10902043_C>- exonic frameshift deletion CIITA NM_001286402 c.490delC p.P164fs
FL-07 chr19:16325666_C>T exonic nonsynonymous SNV KLF2 NM_016270 c.C526T p.L176F
FL-07 chr6:137874944_AAACAGACACACGCAACTTTAA>- exonic frameshift deletion TNFAIP3 NM_006290 c.395_416del p.E132fs
FL-07 chr5:124648741_G>C exonic nonsynonymous SNV ZNF608 NM_020747 c.C1643G p.S548C
FL-07 chr5:124648649_A>C exonic nonsynonymous SNV ZNF608 NM_020747 c.T1735G p.L579V
FL-07 chr22:22888256_G>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.G203T p.G68V
FL-08 chr14:35403149_C>G splicing . NFKBIA . . .
FL-08 chr4:105275065_G>- exonic frameshift deletion TET2 NM_001127208 c.4555delG p.G1519fs
FL-08 chr10:89014135_AT>- exonic frameshift deletion FAS NM_000043 c.693_694del p.K231fs
FL-08 chr17:65053704_C>G exonic nonsynonymous SNV GNA13 NM_006572 c.G308C p.R103P
FL-08 chr16:89280467_G>T exonic stopgain ANKRD11 NM_001256182 c.C6075A p.Y2025X
FL-08 chr22:23182016_C>T exonic synonymous SNV BCR NM_021574 c.C1056T p.R352R
FL-08 chr12:92144377_G>C exonic nonsynonymous SNV BTG1 NM_001731 c.C219G p.N73K
FL-08 chr2:136115816_T>C exonic nonsynonymous SNV CXCR4 NM_001348056 c.A325G p.K109E
FL-08 chr2:136115851_T>G exonic nonsynonymous SNV CXCR4 NM_001348056 c.A290C p.E97A
FL-08 chr2:136115790_G>A exonic synonymous SNV CXCR4 NM_001348056 c.C351T p.S117S
FL-08 chr11:27472297_C>G exonic synonymous SNV LGR4 NM_018490 c.G6C p.P2P
FL-08 chr2:141019973_A>G exonic nonsynonymous SNV LRP1B NM_018557 c.T1919C p.L640S
FL-08 chr15:41710842_T>C exonic synonymous SNV MGA NM_001164273 c.T2577C p.T859T
FL-08 chr14:35404599_G>A exonic nonsynonymous SNV NFKBIA NM_020529 c.C46T p.P16S
FL-08 chr14:35402798_CACCAAAAGCTCCACGATGCCCAGGTAGC>- exonic frameshift deletion NFKBIA NM_020529 c.581_609del p.G194fs
FL-08 chr5:167876195_G>A exonic nonsynonymous SNV TENM2 NM_001122679 c.G712A p.G238S
FL-08 chr6:137876064_C>T exonic nonsynonymous SNV TNFAIP3 NM_006290 c.C703T p.P235S
FL-08 chr1:2561768_G>A exonic nonsynonymous SNV TNFRSF14 NM_003820 c.G647A p.C216Y
FL-08 chr1:2559903_G>T exonic nonsynonymous SNV TNFRSF14 NM_003820 c.G385T p.V129F
FL-08 chr5:151064972_T>A exonic nonsynonymous SNV TNIP1 NM_006058 c.A124T p.I42L
FL-09 chr9:5456167_T>A splicing . CD274 . . .
FL-09 chr5:159099344_C>A splicing . EBF1 . . .
FL-09 chr22:22888209_T>C exonic nonsynonymous SNV IGLL5 NM_001256296 c.T50C p.L17P
FL-09 chr4:105259763_A>- exonic frameshift deletion TET2 NM_001127208 c.3948delA p.P1316fs
FL-09 chr4:105236087_CT>- exonic frameshift deletion TET2 NM_001127208 c.2145_2146del p.N715fs
FL-09 chr3:31830150_G>A exonic nonsynonymous SNV OSBPL10 NM_017784 c.C619T p.H207Y
FL-09 chr16:89283026_GTGCT>- exonic frameshift deletion ANKRD11 NM_001256182 c.3512_3516del p.Q1171fs
FL-09 chr5:159099419_C>A exonic synonymous SNV EBF1 NM_182708 c.G60T p.L20L
FL-09 chr2:140813759_C>A exonic nonsynonymous SNV LRP1B NM_018557 c.G5257T p.G1753W
FL-09 chr6:111380205_C>T exonic nonsynonymous SNV REV3L NM_001286431 c.G997A p.D333N
FL-09 chr1:2559906_C>T exonic stopgain TNFRSF14 NM_003820 c.C388T p.Q130X
FL-10 chr1:26696400_G>A UTR5 . ARID1A . . .
FL-10 chr22:22888168_C>T exonic synonymous SNV IGLL5 NM_001178126 c.C115T p.L39L
FL-10 chr4:105275863_A>- exonic frameshift deletion TET2 NM_001127208 c.5353delA p.K1785fs
FL-10 chr17:65014715_G>C exonic nonsynonymous SNV GNA13 NM_006572 c.C676G p.Q226E
FL-10 chr1:26696795_G>C exonic nonsynonymous SNV ARID1A NM_139135 c.G392C p.G131A
FL-10 chr15:44711566_T>C exonic nonsynonymous SNV B2M NM_004048 c.T20C p.L7S
FL-10 chrX:40072635_G>A exonic nonsynonymous SNV BCOR NM_017745 c.C2711T p.P904L
FL-10 chr9:5462940_G>A exonic stopgain CD274 NM_014143 c.G501A p.W167X
FL-10 chr2:211947593_G>A exonic synonymous SNV ERBB4 NM_005235 c.C258T p.Y86Y
FL-10 chr6:27146517_C>T exonic synonymous SNV HIST1H2BK NM_080593 c.G282A p.E94E
FL-10 chr3:183492545_C>G exonic nonsynonymous SNV KLHL6 NM_130446 c.G1513C p.E505Q
FL-10 chr8:100721410_G>C exonic nonsynonymous SNV PABPC1 NM_002568 c.C174G p.N58K
FL-10 chr6:134177749_G>A exonic nonsynonymous SNV SGK1 NM_001143677 c.C74T p.P25L
FL-10 chr1:15872967_A>C exonic nonsynonymous SNV SPEN NM_015001 c.A235C p.N79H
FL-10 chr3:177038110_GTC>- exonic nonframeshift deletion TBL1XR1 NM_001321194 c.1108_1110del p.370_370del
FL-10 chr1:2558447_C>T exonic stopgain TNFRSF14 NM_003820 c.C283T p.Q95X
FL-10 chr14:68790152_T>G exonic nonsynonymous SNV ZFP36L1 NM_001244701 c.A605C p.D202A
FL-11 chr17:65053720_C>T exonic nonsynonymous SNV GNA13 NM_006572 c.G292A p.V98M
FL-11 chr12:122022109_T>C exonic synonymous SNV BCL7A NM_020993 c.T18C p.V6V
FL-11 chr1:203305701_A>G exonic nonsynonymous SNV BTG2 NM_006763 c.A95G p.E32G
FL-11 chr1:203305744_C>T exonic synonymous SNV BTG2 NM_006763 c.C138T p.L46L
FL-11 chr9:5462905_C>T exonic stopgain CD274 NM_014143 c.C466T p.Q156X
FL-11 chr2:136116556_T>A exonic nonsynonymous SNV CXCR4 NM_001348056 c.A148T p.N50Y
FL-11 chr2:136116669_T>C exonic nonsynonymous SNV CXCR4 NM_001348056 c.A35G p.N12S
FL-11 chr19:16326010_G>A exonic synonymous SNV KLF2 NM_016270 c.G870A p.K290K
FL-11 chr1:2556671_->CTCCTGGAGA exonic frameshift insertion TNFRSF14 NM_003820 c.7_8insCTCCTGGAGA p.P3fs
FL-12 chr9:5457078_G>C splicing . CD274 . . .
FL-12 chr3:46265624_G>A exonic nonsynonymous SNV CCR3 NM_178328 c.G529A p.V177I
FL-12 chr6:31581621_T>C exonic nonsynonymous SNV LTB NM_002341 c.A218G p.K73R
FL-12 chr7:82953361_G>C exonic nonsynonymous SNV PCLO NM_033026 c.C7592G p.P2531R
FL-12 chr9:113583837_->AGG exonic nonframeshift insertion RGS3 NM_144488 c.2425_2426insAGG p.R809delinsQG
FL-12 chr9:113583839_G>T exonic synonymous SNV RGS3 NM_144488 c.G2427T p.R809R
FL-12 chr1:2556700_G>A exonic stopgain TNFRSF14 NM_003820 c.G36A p.W12X
FL-12 chr4:105275364_C>G exonic stopgain TET2 NM_001127208 c.C4854G p.Y1618X
FL-13 chr12:122022044_C>T UTR5 . BCL7A . . .
FL-13 chr4:105236638_A>- exonic frameshift deletion TET2 NM_001127208 c.2696delA p.Y899fs
FL-13 chr4:105259628_C>G exonic nonsynonymous SNV TET2 NM_001127208 c.C3813G p.C1271W
FL-13 chr6:157148951_->GTAC exonic frameshift insertion ARID1B NM_020732 c.2879_2880insGTAC p.R960fs
FL-13 chr1:203305667_T>C exonic nonsynonymous SNV BTG2 NM_006763 c.T61C p.S21P
FL-13 chrX:101357569_G>A exonic nonsynonymous SNV BTK NM_001287344 c.C1219T p.L407F
FL-13 chr13:40560724_G>A exonic nonsynonymous SNV FOXO1 NM_002015 c.C767T p.S256F
FL-13 chr19:16325862_GTCTC>- exonic frameshift deletion KLF2 NM_016270 c.722_726del p.G241fs
FL-13 chr19:16326917_GCTCACGCGCC>- exonic frameshift deletion KLF2 NM_016270 c.954_964del p.E318fs
FL-13 chr12:71582523_G>A exonic synonymous SNV LGR5 NM_003667 c.G1620A p.Q540Q
FL-13 chr2:141188471_A>G exonic synonymous SNV LRP1B NM_018557 c.T963C p.I321I
FL-13 chr6:31582303_T>C exonic nonsynonymous SNV LTB NM_002341 c.A115G p.T39A
FL-13 chr19:10514100_G>T exonic synonymous SNV S1PR5 NM_030760 c.C912A p.I304I
FL-13 chr1:2557819_C>T exonic nonsynonymous SNV TNFRSF14 NM_003820 c.C163T p.P55S
FL-13 chr16:88611510_C>T exonic synonymous SNV ZC3H18 NM_001294340 c.C1521T p.P507P
FL-14 chr3:31981249_C>T UTR5 . OSBPL10 . . .
FL-14 chr3:187745408_A>G splicing . BCL6 . . .
FL-14 chr22:22887943_A>C UTR5 . IGLL5 . . .
FL-14 chr22:22888148_C>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.C95A p.A32D
FL-14 chr22:22888150_A>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.A97T p.M33L
FL-14 chr22:22888169_T>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.T116A p.L39Q
FL-14 chr22:22888177_A>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.A124T p.M42L
FL-14 chr4:105235778_->G exonic frameshift insertion TET2 NM_001127208 c.1837dupG p.P612fs
FL-14 chr12:122022153_T>A exonic nonsynonymous SNV BCL7A NM_020993 c.T62A p.V21D
FL-14 chr7:140801502_T>C exonic nonsynonymous SNV BRAF NM_004333 c.A770G p.Q257R
FL-14 chr6:167137253_C>A exonic stopgain CCR6 NM_031409 c.C1023A p.Y341X
FL-14 chrX:71616408_G>T exonic stopgain CXCR3 NM_001504 c.C1064A p.S355X
FL-14 chr13:40665998_C>G exonic nonsynonymous SNV FOXO1 NM_002015 c.G215C p.S72T
FL-14 chr7:82951034_G>T exonic nonsynonymous SNV PCLO NM_033026 c.C9554A p.T3185N
FL-14 chr7:82805760_C>A exonic nonsynonymous SNV PCLO NM_033026 c.G14861T p.S4954I
FL-14 chr6:37171132_G>A exonic nonsynonymous SNV PIM1 NM_002648 c.G248A p.G83D
FL-14 chr6:37170777_G>C exonic nonsynonymous SNV PIM1 NM_002648 c.G87C p.K29N
FL-14 chr19:42096104_C>T exonic nonsynonymous SNV POU2F2 NM_002698 c.G593A p.R198H
FL-14 chr3:12608849_C>G exonic nonsynonymous SNV RAF1 NM_002880 c.G498C p.Q166H
FL-14 chr4:105275077_C>T exonic stopgain TET2 NM_001127208 c.C4567T p.Q1523X
FL-14 chr1:2559922_G>A exonic nonsynonymous SNV TNFRSF14 NM_003820 c.G404A p.C135Y
FL-14 chr22:22888248_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C195G p.S65R
FL-15 chr22:22887972_C>T UTR5 . IGLL5 . . .
FL-15 chr4:105235635_ATTGA>- exonic frameshift deletion TET2 NM_001127208 c.1693_1697del p.I565fs
FL-15 chr1:26697090_C>A exonic stopgain ARID1A NM_139135 c.C687A p.Y229X
FL-15 chr1:26697111_T>G exonic synonymous SNV ARID1A NM_139135 c.T708G p.G236G
FL-15 chr3:46373902_C>T exonic stopgain CCR5 NM_001100168 c.C1000T p.R334X
FL-15 chr6:167137229_C>- exonic frameshift deletion CCR6 NM_031409 c.999delC p.D333fs
FL-15 chr9:5457349_A>G exonic nonsynonymous SNV CD274 NM_014143 c.A323G p.D108G
FL-15 chr19:16326917_G>C exonic nonsynonymous SNV KLF2 NM_016270 c.G954C p.E318D
FL-15 chr19:16325290_C>T exonic synonymous SNV KLF2 NM_016270 c.C150T p.S50S
FL-15 chr6:31581854_C>T exonic synonymous SNV LTB NM_002341 c.G168A p.T56T
FL-15 chr1:2560635_C>T exonic stopgain TNFRSF14 NM_003820 c.C472T p.Q158X
FL-15 chr22:22888045_T>C UTR5 . IGLL5 . . .
FL-16 chr3:187745391_CAGCAACAGCAATAATCACCTGGTGTC>- UTR5 . BCL6 . . .
FL-16 chr6:31580601_G>C UTR3 . LTB . . .
FL-16 chr22:22888145_T>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.T92C p.L31P
FL-16 chr22:22887944_T>C UTR5 . IGLL5 . . .
FL-16 chr22:22888189_C>T exonic stopgain IGLL5 NM_001178126 c.C136T p.Q46X
FL-16 chr22:22888214_C>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.C161T p.A54V
FL-16 chr3:31981143_C>T exonic nonsynonymous SNV OSBPL10 NM_017784 c.G37A p.G13S
FL-16 chr2:96144979_A>T exonic nonsynonymous SNV DUSP2 NM_004418 c.T376A p.Y126N
FL-16 chr19:16325266_C>G exonic nonsynonymous SNV KLF2 NM_016270 c.C126G p.N42K
FL-16 chr19:16325439_T>A exonic nonsynonymous SNV KLF2 NM_016270 c.T299A p.L100Q
FL-16 chr19:16325460_C>T exonic nonsynonymous SNV KLF2 NM_016270 c.C320T p.A107V
FL-16 chr19:16325538_G>A exonic nonsynonymous SNV KLF2 NM_016270 c.G398A p.G133D
FL-16 chr19:16325768_C>A exonic nonsynonymous SNV KLF2 NM_016270 c.C628A p.H210N
FL-16 chr19:16326011_G>C exonic nonsynonymous SNV KLF2 NM_016270 c.G871C p.A291P
FL-16 chr19:16325932_GCCCCGCAAAC>- exonic frameshift deletion KLF2 NM_016270 c.792_802del p.W264fs
FL-16 chr19:16326984_T>- exonic frameshift deletion KLF2 NM_016270 c.1021delT p.F341fs
FL-16 chr19:16325716_C>T exonic synonymous SNV KLF2 NM_016270 c.C576T p.S192S
FL-16 chr19:16326965_C>T exonic synonymous SNV KLF2 NM_016270 c.C1002T p.C334C
FL-16 chr19:16326980_T>G exonic synonymous SNV KLF2 NM_016270 c.T1017G p.R339R
FL-16 chr7:152177233_A>C exonic synonymous SNV KMT2C NM_170606 c.T8220G p.T2740T
FL-16 chr12:49039567_G>A exonic synonymous SNV KMT2D NM_003482 c.C8097T p.T2699T
FL-16 chr14:68790480_G>C exonic nonsynonymous SNV ZFP36L1 NM_001244701 c.C277G p.L93V
FL-17 chr22:22888130_T>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.T77A p.L26Q
FL-17 chr22:41141223_G>A splicing . EP300 . . .
FL-17 chr6:31581813_C>T splicing . LTB . . .
FL-17 chr2:159878722_C>G splicing . LY75 . . .
FL-17 chr22:22888151_T>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.T98C p.M33T
FL-17 chr22:22888176_A>C exonic nonsynonymous SNV IGLL5 NM_001256296 c.A17C p.Q6P
FL-17 chr22:22888187_C>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.C134T p.P45L
FL-17 chr22:22888188_G>T exonic nonsynonymous SNV IGLL5 NM_001256296 c.G29T p.R10L
FL-17 chr22:22888197_G>T exonic nonsynonymous SNV IGLL5 NM_001256296 c.G38T p.G13V
FL-17 chr22:22888202_C>T exonic stopgain IGLL5 NM_001256296 c.C43T p.Q15X
FL-17 chr22:22888209_T>C exonic nonsynonymous SNV IGLL5 NM_001256296 c.T50C p.L17P



FL-17 chr10:89014179_A>C exonic nonsynonymous SNV FAS NM_000043 c.A737C p.K246T
FL-17 chr17:65056511_T>G exonic nonsynonymous SNV GNA13 NM_006572 c.A83C p.Q28P
FL-17 chr17:65056542_A>G exonic nonsynonymous SNV GNA13 NM_006572 c.T52C p.C18R
FL-17 chr17:65056554_A>T exonic nonsynonymous SNV GNA13 NM_006572 c.T40A p.C14S
FL-17 chr1:26697300_C>G exonic synonymous SNV ARID1A NM_139135 c.C897G p.L299L
FL-17 chr15:44715596_TCTT>- exonic frameshift deletion B2M NM_004048 c.241_244del p.S81fs
FL-17 chr1:85267922_G>C exonic stopgain BCL10 NM_003921 c.C407G p.S136X
FL-17 chr9:5465525_G>T exonic stopgain CD274 NM_014143 c.G709T p.E237X
FL-17 chr9:5457141_G>T exonic stopgain CD274 NM_014143 c.G115T p.E39X
FL-17 chr13:40666211_A>C exonic nonsynonymous SNV FOXO1 NM_002015 c.T2G p.M1R
FL-17 chr13:40665984_G>A exonic synonymous SNV FOXO1 NM_002015 c.C229T p.L77L
FL-17 chr6:26234687_G>C exonic nonsynonymous SNV HIST1H1D NM_005320 c.C247G p.L83V
FL-17 chr6:26156588_->GCAGCC exonic nonframeshift insertion HIST1H1E NM_005321 c.198_199insGCAGCC p.L66delinsLAA
FL-17 chr22:22888232_G>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.G179A p.R60Q
FL-17 chr3:183492091_C>T exonic nonsynonymous SNV KLHL6 NM_130446 c.G1702A p.E568K
FL-17 chr7:152248355_A>C exonic synonymous SNV KMT2C NM_170606 c.T2079G p.T693T
FL-17 chr2:140540977_A>G exonic synonymous SNV LRP1B NM_018557 c.T7509C p.C2503C
FL-17 chr6:31581597_G>T exonic nonsynonymous SNV LTB NM_002341 c.C242A p.T81K
FL-17 chr15:66435103_T>C exonic nonsynonymous SNV MAP2K1 NM_002755 c.T157C p.F53L
FL-17 chr6:134174576_C>G exonic nonsynonymous SNV SGK1 NM_001143676 c.G372C p.K124N
FL-17 chr6:134175569_G>C exonic nonsynonymous SNV SGK1 NM_001143678 c.C93G p.S31R
FL-17 chr5:167876007_C>A exonic nonsynonymous SNV TENM2 NM_001122679 c.C524A p.S175Y
FL-17 chr1:2559850_G>A exonic nonsynonymous SNV TNFRSF14 NM_003820 c.G332A p.C111Y
FL-17 chr22:22888250_T>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.T197G p.L66R
FL-17 chr22:22888261_T>A splicing . IGLL5 NM_001178126 . .
FL-18 chr22:22888106_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C53G p.P18R
FL-18 chr22:22888108_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G55C p.G19R
FL-18 chr22:22888131_G>T exonic synonymous SNV IGLL5 NM_001178126 c.G78T p.L26L
FL-18 chr3:187745424_T>A UTR5 . BCL6 . . .
FL-18 chr1:2564885_C>A UTR3 . TNFRSF14 . . .
FL-18 chr22:22888148_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C95G p.A32G
FL-18 chr22:22888171_C>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.C118T p.R40C
FL-18 chr22:22888184_C>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.C131A p.A44E
FL-18 chr22:22888192_A>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.A139G p.S47G
FL-18 chr22:22888025_G>C UTR5 . IGLL5 . . .
FL-18 chr4:105234448_A>- exonic frameshift deletion TET2 NM_001127208 c.506delA p.H169fs
FL-18 chr3:31980932_T>G exonic nonsynonymous SNV OSBPL10 NM_017784 c.A248C p.K83T
FL-18 chr3:31981110_C>G exonic nonsynonymous SNV OSBPL10 NM_017784 c.G70C p.A24P
FL-18 chr4:105269640_C>T exonic nonsynonymous SNV TET2 NM_001127208 c.C4075T p.R1359C
FL-18 chr15:44711583_CT>- exonic frameshift deletion B2M NM_004048 c.37_38del p.L13fs
FL-18 chr22:22888047_A>G UTR5 . IGLL5 . . .
FL-18 chr8:112247111_G>T exonic nonsynonymous SNV CSMD3 NM_198124 c.C10011A p.F3337L
FL-18 chr12:113058292_C>T exonic nonsynonymous SNV DTX1 NM_004416 c.C100T p.H34Y
FL-18 chr2:96144009_C>T exonic synonymous SNV DUSP2 NM_004418 c.G759A p.V253V
FL-18 chr7:148813979_T>A exonic nonsynonymous SNV EZH2 NM_004456 c.A1831T p.I611F
FL-18 chr22:22888241_T>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.T188C p.L63P
FL-18 chr1:119926591_C>T exonic nonsynonymous SNV NOTCH2 NM_024408 c.G3913A p.V1305I
FL-18 chr6:37171160_G>C exonic synonymous SNV PIM1 NM_002648 c.G276C p.L92L
FL-18 chr6:134174577_T>C exonic nonsynonymous SNV SGK1 NM_001143676 c.A371G p.K124R
FL-18 chr6:134174746_A>C exonic nonsynonymous SNV SGK1 NM_005627 c.T62G p.V21G
FL-18 chr6:134174748_C>G exonic nonsynonymous SNV SGK1 NM_005627 c.G60C p.M20I
FL-18 chr19:11030743_G>- exonic frameshift deletion SMARCA4 NM_001128844 c.3396delG p.A1132fs
FL-18 chr3:177033062_TGG>- exonic nonframeshift deletion TBL1XR1 NM_001321194 c.1323_1325del p.441_442del
FL-18 chr1:2557813_T>C exonic nonsynonymous SNV TNFRSF14 NM_003820 c.T157C p.C53R
FL-18 chr4:105237072_A>T exonic stopgain TET2 NM_001127208 c.A3130T p.K1044X
FL-19 chr22:22888081_T>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.T28A p.C10S
FL-19 chr22:22888094_A>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.A41G p.E14G
FL-19 chr22:22888099_C>T exonic synonymous SNV IGLL5 NM_001178126 c.C46T p.L16L
FL-19 chr4:101790755_T>C UTR5 . BANK1 . . .
FL-19 chr4:101790853_C>T UTR5 . BANK1 . . .
FL-19 chr22:22888180_G>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.G127T p.V43F
FL-19 chr22:22888183_G>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.G130T p.A44S
FL-19 chr22:22888214_C>A exonic nonsynonymous SNV IGLL5 NM_001178126 c.C161A p.A54D
FL-19 chr22:22888239_C>T exonic nonsynonymous SNV IGLL5 NM_001256296 c.C80T p.A27V
FL-19 chr4:105272786_->TTCT exonic frameshift insertion TET2 NM_001127208 c.4405_4406insTTCT p.L1469fs
FL-19 chr16:89283343_TA>- exonic frameshift deletion ANKRD11 NM_001256182 c.3198_3199del p.H1066fs
FL-19 chr6:156779134_T>G exonic nonsynonymous SNV ARID1B NM_020732 c.T1205G p.F402C
FL-19 chr15:44711566_T>A exonic stopgain B2M NM_004048 c.T20A p.L7X
FL-19 chr13:32356473_G>A exonic nonsynonymous SNV BRCA2 NM_000059 c.G7481A p.R2494Q
FL-19 chr12:92145464_C>G exonic nonsynonymous SNV BTG1 NM_001731 c.G72C p.K24N
FL-19 chr12:92145395_C>T exonic synonymous SNV BTG1 NM_001731 c.G141A p.L47L
FL-19 chr12:92145398_C>T exonic synonymous SNV BTG1 NM_001731 c.G138A p.E46E
FL-19 chr7:2924297_C>T exonic nonsynonymous SNV CARD11 NM_001324281 c.G1876A p.E626K
FL-19 chr8:112265433_A>T exonic nonsynonymous SNV CSMD3 NM_198124 c.T9546A p.S3182R
FL-19 chr8:112406650_C>A exonic nonsynonymous SNV CSMD3 NM_198124 c.G5563T p.A1855S
FL-19 chr8:112552632_G>A exonic synonymous SNV CSMD3 NM_198124 c.C4203T p.C1401C
FL-19 chr2:136114871_A>T exonic stoploss CXCR4 NM_001348056 c.T1270A p.X424K
FL-19 chr13:40665977_T>G exonic nonsynonymous SNV FOXO1 NM_002015 c.A236C p.E79A
FL-19 chr13:40666095_A>G exonic nonsynonymous SNV FOXO1 NM_002015 c.T118C p.S40P
FL-19 chr13:40666139_C>A exonic nonsynonymous SNV FOXO1 NM_002015 c.G74T p.W25L
FL-19 chr13:40665988_G>A exonic synonymous SNV FOXO1 NM_002015 c.C225T p.S75S
FL-19 chr6:27867138_G>C exonic nonsynonymous SNV HIST1H1B NM_005322 c.C392G p.A131G
FL-19 chr6:27146446_G>C exonic nonsynonymous SNV HIST1H2BK NM_080593 c.C353G p.A118G
FL-19 chr1:226736418_C>T exonic synonymous SNV ITPKB NM_002221 c.G1041A p.G347G
FL-19 chr3:183492091_C>T exonic nonsynonymous SNV KLHL6 NM_130446 c.G1702A p.E568K
FL-19 chr3:38140541_C>G exonic nonsynonymous SNV MYD88 NM_002468 c.C656G p.S219C
FL-19 chrX:1466240_T>C exonic nonsynonymous SNV P2RY8 NM_178129 c.A319G p.M107V
FL-19 chr6:134171025_A>G exonic nonsynonymous SNV SGK1 NM_001143676 c.T1321C p.F441L
FL-19 chr1:15932241_A>G exonic nonsynonymous SNV SPEN NM_015001 c.A6001G p.K2001E
FL-19 chr4:105237058_C>A exonic stopgain TET2 NM_001127208 c.C3116A p.S1039X
FL-20 chr7:13989066_G>A UTR5 . ETV1 . . .
FL-20 chr22:22887975_G>A UTR5 . IGLL5 . . .
FL-20 chr4:105275139_A>- exonic frameshift deletion TET2 NM_001127208 c.4629delA p.R1543fs
FL-20 chr17:65014792_C>A exonic nonsynonymous SNV GNA13 NM_006572 c.G599T p.R200I
FL-20 chr9:5457370_T>C exonic nonsynonymous SNV CD274 NM_014143 c.T344C p.M115T
FL-20 chrX:41696666_C>T exonic stopgain GPR34 NM_005300 c.C1033T p.R345X
FL-20 chr1:226737173_->ACTGCCGCTGCC exonic nonframeshift insertion ITPKB NM_002221 c.285_286insGGCAGCGGCAGT p.S96delinsGSGSS
FL-20 chr19:16325234_C>T exonic nonsynonymous SNV KLF2 NM_016270 c.C94T p.P32S
FL-20 chr12:25245361_T>G exonic synonymous SNV KRAS NM_033360 c.A24C p.V8V
FL-20 chr7:82954265_T>A exonic nonsynonymous SNV PCLO NM_033026 c.A6688T p.T2230S
FL-20 chr6:137878606_T>A exonic stopgain TNFAIP3 NM_006290 c.T1161A p.C387X
FL-20 chr1:2558442_G>A exonic nonsynonymous SNV TNFRSF14 NM_003820 c.G278A p.C93Y
FL-20 chr1:2558447_C>T exonic stopgain TNFRSF14 NM_003820 c.C283T p.Q95X
FL-20 chr1:2558446_G>C exonic synonymous SNV TNFRSF14 NM_003820 c.G282C p.L94L
FL-20 chr5:151049922_A>C exonic nonsynonymous SNV TNIP1 NM_006058 c.T748G p.L250V
FL-20 chr22:22888256_G>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.G203T p.G68V
FL-21 chr22:22888077_G>T exonic synonymous SNV IGLL5 NM_001178126 c.G24T p.V8V
FL-21 chr22:22888083_T>A exonic stopgain IGLL5 NM_001178126 c.T30A p.C10X
FL-21 chr22:22888131_G>C exonic synonymous SNV IGLL5 NM_001178126 c.G78C p.L26L
FL-21 chr22:22888139_T>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.T86C p.L29P
FL-21 chr3:31981182_T>C UTR5 . OSBPL10 . . .
FL-21 chr22:22887954_T>G UTR5 . IGLL5 . . .
FL-21 chr22:22888148_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C95G p.A32G
FL-21 chr22:22887958_C>G UTR5 . IGLL5 . . .
FL-21 chr22:22887961_T>G UTR5 . IGLL5 . . .
FL-21 chr22:22888171_C>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.C118T p.R40C
FL-21 chr22:22887963_A>T UTR5 . IGLL5 . . .
FL-21 chr22:22888184_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C131G p.A44G
FL-21 chr22:22888186_C>T exonic nonsynonymous SNV IGLL5 NM_001178126 c.C133T p.P45S
FL-21 chr22:22888219_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G166C p.V56L
FL-21 chr22:22888030_A>G UTR5 . IGLL5 . . .
FL-21 chr22:22888042_A>G UTR5 . IGLL5 . . .
FL-21 chr22:22888230_C>G exonic nonsynonymous SNV IGLL5 NM_001178126 c.C177G p.S59R
FL-21 chr22:22888233_A>G exonic nonsynonymous SNV IGLL5 NM_001256296 c.A74G p.D25G
FL-21 chr22:22888247_G>C exonic nonsynonymous SNV IGLL5 NM_001178126 c.G194C p.S65T
FL-21 chr4:105241400_G>- exonic frameshift deletion TET2 NM_001127208 c.3471delG p.V1157fs
FL-21 chr4:105235966_->A exonic frameshift insertion TET2 NM_001127208 c.2025dupA p.S675fs
FL-21 chr3:31980935_C>T exonic nonsynonymous SNV OSBPL10 NM_017784 c.G245A p.S82N
FL-21 chr3:31981116_T>A exonic nonsynonymous SNV OSBPL10 NM_017784 c.A64T p.S22C
FL-21 chr3:31981139_C>G exonic nonsynonymous SNV OSBPL10 NM_017784 c.G41C p.S14T
FL-21 chr1:203305607_A>T exonic nonsynonymous SNV BTG2 NM_006763 c.A1T p.M1L
FL-21 chr9:5462893_G>T exonic stopgain CD274 NM_014143 c.G454T p.E152X
FL-21 chr9:5463035_T>A exonic nonsynonymous SNV CD274 NM_014143 c.T596A p.I199N
FL-21 chr8:112954695_T>C exonic nonsynonymous SNV CSMD3 NM_198124 c.A1289G p.K430R
FL-21 chr22:41173645_A>G exonic nonsynonymous SNV EP300 NM_001429 c.A4640G p.N1547S
FL-21 chr6:26056311_C>G exonic nonsynonymous SNV HIST1H1C NM_005319 c.G118C p.V40L
FL-21 chr6:26056351_T>G exonic nonsynonymous SNV HIST1H1C NM_005319 c.A78C p.K26N
FL-21 chr6:26234646_C>G exonic nonsynonymous SNV HIST1H1D NM_005320 c.G288C p.Q96H
FL-21 chr19:16325542_C>T exonic synonymous SNV KLF2 NM_016270 c.C402T p.Y134Y
FL-21 chr19:16325431_A>C exonic synonymous SNV KLF2 NM_016270 c.A291C p.R97R
FL-21 chr3:183555559_G>A exonic nonsynonymous SNV KLHL6 NM_130446 c.C95T p.S32F
FL-21 chr12:49037161_G>A exonic stopgain KMT2D NM_003482 c.C10195T p.Q3399X
FL-21 chr12:49050515_A>T exonic nonsynonymous SNV KMT2D NM_003482 c.T3073A p.S1025T
FL-21 chr6:31580762_T>C exonic nonsynonymous SNV LTB NM_002341 c.A682G p.M228V
FL-21 chr6:31582319_C>T exonic synonymous SNV LTB NM_002341 c.G99A p.L33L
FL-21 chr14:35403695_G>A exonic stopgain NFKBIA NM_020529 c.C331T p.Q111X
FL-21 chr14:35403789_G>C exonic nonsynonymous SNV NFKBIA NM_020529 c.C237G p.H79Q
FL-21 chr14:35403791_G>A exonic nonsynonymous SNV NFKBIA NM_020529 c.C235T p.H79Y
FL-21 chr8:100721424_A>T exonic nonsynonymous SNV PABPC1 NM_002568 c.T160A p.Y54N
FL-21 chr7:82965809_C>T exonic nonsynonymous SNV PCLO NM_033026 c.G3979A p.A1327T
FL-21 chr7:82953216_A>C exonic synonymous SNV PCLO NM_033026 c.T7737G p.T2579T
FL-21 chr6:137879322_TG>- exonic frameshift deletion TNFAIP3 NM_006290 c.1877_1878del p.L626fs
FL-21 chr1:2557730_TGT>- exonic nonframeshift deletion TNFRSF14 NM_003820 c.74_76del p.25_26del
FL-21 chr14:68790065_T>C exonic nonsynonymous SNV ZFP36L1 NM_001244701 c.A692G p.H231R
FL-21 chr5:124648646_C>G exonic nonsynonymous SNV ZNF608 NM_020747 c.G1738C p.D580H
FL-21 chr3:31980940_C>T exonic synonymous SNV OSBPL10 NM_017784 c.G240A p.V80V
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