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Supplementary figure 1: Kaplan Meier curve depicting a) overall survival, b) event-free survival and, c) relapse-
free survival in the FLT3-ITD mutated cohort 
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Median Overall Survival among FLT-3: 
14.2 (95%CI:5.5-NR) Months
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Median Event Free Survival among FLT-3: 
9.5 (95%CI:1.0-14.0) Months
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Median Relapse Free Survival among FLT-3: 
10.1 (95%CI:5.9-NR) Months

a. b. c.



 

Supplementary figure 2: Heat map depicting molecular abnormalities by next-generation 
sequencing. NE Not evaluated, NA Not applicable. 
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Supplementary table 1: Baseline characteristics 

variables Patients (n=80)  

 

Age in Years [Median (Range)] 

33.5 (17-68) 

 

Sex  

 

Male 37 (53.8%) 

Female 43 (46.3%) 

 

Symptom Duration in Months [Median (Range)] 

1 (0.2-6.0) 

 

Bone marrow blasts percentage [Median (Range)] 

74 (10-100) 

 

ELN 2022 Risk stratification  

 

Favorable risk (FR) 27 (33.8%) 

Intermediate Risk (IR) 40 (50.0%) 

Adverse Risk (AR) 13 (16.3%) 

Selected Molecular alteration  

RUNX1/RUNX1T1 12 

CBFB/MYH11 5 

NPM1 9 

bZIP CEBPA 9 

CEBPA  3 

FLT3 26 

KIT 4 

ASXL1/2 4 

RUNX1 5 

IDH1 6 

IDH2 2 

BCOR / BCORL1 3 

WT1 11 

GATA2 1 

DNMT3A 3 

KMT2A 3 

HNRNPH1-ERG 1 



CSF3R 1 

NRAS / KRAS 18 

TP53 1 

SF3B1 1 

TET2 2 

DEK-NUP214 3 

IKZF1 1 

PTPN1 2 

RAD21 1 

ETV6 1 

SETD2 1 

PRDM16/SKI 1 

NUP98/NSD1 1 

CCND3 2 

JAK2 1 

JAK3 2 

 

 


