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Supplemental figure 1 Fusion gene analysis of the patient by whole transcriptome sequencing.

(A) Integrative Genomics Viewer view of the fusion of PML exon 6 with RARG exon 4.

(B) Integrative Genomics Viewer view of the expression RARG exon4 to exon 10.

(C) Integrative Genomics Viewer view of the fusion of RARG exon 9 with transposon LINE-L2a




