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Figure S1: Consort diagram showing clinical outcomes for CAR-T patients diagnosed with tMN
compared with an age-matched control cohort.
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Table S1. Detailed patient characteristics for patients who developed myeloid malignancy post CAR-T cells therapy. WM: Waldenstrom’s Macroglobulinaemia. LPL: Lymphoplasmacytic
Lymphoma. Axi-cel: Axicabtagene Ciloleucel. AUTO-1: CD19CAT-41BB(. Flu/Cy: Fludarabine/Cyclophosphamide. CVP: cyclophosphamide, vincristine, and prednisolone. R-: Rituximab.
CHOP: cyclophosphamide, doxorubicin hydrochloride (hydroxydaunomycin), vincristine sulfate (Oncovin) and prednisolone. ESHAP: Etoposide, Solumedrol, High-dose Ara-C, and Platinum.
IVE: Ifosfamide, Etoposide, and Epirubicin. LEAM-Auto: Lomustine, Etoposide, Ara-C (cytarabine), and Melphalan autologous stem cell transplantation. RT: Radiotherapy. TBI: Total Body
Irradiation. Haplo: Haploidentical stem cell transplantation. Benda: Bendamustine. GDP: Gemcitabine, Dexamethasone, and Cisplatin. ICE: Ifosfamide, Carboplatin, and Etoposide. Pola-BR:
Polatuzumab Vedotin, Bendamustine, and Rituximab. IVAC: Ifosfamide, Etoposide, and high-dose Cytarabine. CODOX/M: Cyclophosphamide, Vincristine (Oncovin), Doxorubicin, high-dose
Methotrexate, and cytarabine (Ara-C).(R)IPSS: (Revised) International Prognostic Scoring System. AML: Acute Myeloid Leukaemia. MDS: Myelodysplastic Syndrome.
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