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Statistical Analysis

Baseline, disease and transplant characteristics were reported descriptively and compared using
¥x2 test or Wilcoxon rank-sum test, as appropriate. The Kaplan-Meier method was used to
estimate progression-free survival (PFS) and overall survival (OS) whereas cumulative incidence
of relapse, non-relapse mortality (NRM), and graft-versus-host disease (GVHD) were estimated
in the context of a competing-risks framework. In this analysis, NRM and relapse were treated as
a competing event to each other, death or relapse without developing GVHD served as a
competing event for GVHD. The log-rank test and Gray test (1) were used for group comparison
of PFS and OS and cumulative incidences of NRM, relapse, and GVHD, respectively. All time-to-
events were measured from first day of stem cell infusion to the respective event(s). To assess
the effect of year of alloHCT on outcomes in the presence of other risk factors, multivariable
regression analysis was performed using Cox model for OS and PFS and the Fine and Gray
model (2) for NRM, relapse and GVHD. Factors considered in multivariable analysis included age,
sex, male patient with female donor, Karnofsky performance score (KPS), disease type, disease
status, time from diagnosis to transplant, CMV serologic status, HCT comorbidity index (HCT-CI),
cytogenetic risk at transplant according to the European Leukemia Net 2022 criteria (3),
conditioning intensity, HLA type, graft source and GVHD prophylaxis. To circumvent the
collinearity issue between year of transplant (2010-2016 vs 2017-2022), GVHD prophylaxis, HLA
type and conditioning regimens, separate multivariable models were constructed for these factors.
A category for missing data was included in multivariable model. Prior to modeling, linearity
assumption for continuous variables and the proportional hazards assumption were examined.
Age cutoff of 60 was used as previously defined. (4) Year of transplant was non-linear and a
cutoff year (2017) was assessed using the methods of restricted cubic spline function on log
relative hazard (5) and classification and regression tree for survival data (6,7). Since there were
some shifts in a few baseline factors between two time periods, interactions between year of
transplant and these factors were examined. All P-values were two-sided at a significance level
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of 0.05 and multiplicity was not considered. All calculations were performed using SAS 9.4 (SAS

Institute, Inc., Cary, NC) and R version 4.3.2.
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Supplementary Table 1. Clinical Outcomes. (A) For the entire cohort. Three-year estimates of
cumulative incidence of relapse and NRM, PFS and OS. Cumulative incidence of grade II-IV
acute GVHD and grade llI-1V acute GVHD at 6 months. Cumulative incidence of chronic GVHD
and moderate-severe chronic GVHD at 2-years. B) For patients in the first complete remission
only. Three-year estimates of cumulative incidence of relapse and NRM, PFS and OS. Log-rank
test was used for group comparison of PFS and OS. Gray test was used for the group
comparison of NRM and relapse and acute and chronic GVHD.

A. Entire Cohort: 2010-2022

3-year estimates (95% Cl)

year HCT N Relapse NRM PFS (O]

2010-2016 | 612 | 48% (44,52) | 11% (8.6, 14) | 41% (37, 45) | 47% (43, 51)

2027-2022 | 557 | 36% (32, 40) | 11% (8.6, 14) | 53% (49, 57) | 62% (57, 66)
p-value <0.0001 0.48 <0.0001 <0.0001

6-month estimates (95% ClI) 2-year estimates (95% ClI)
year HCT N | Gr2-4aGVHD | Gr3-4aGVHD cGVHD mod-sev cGVHD
2010-2016 | 612 | 25%(22,28) | 11% (8.3,13) | 43% (39, 47) 28% (25, 32)
2027-2022 | 557 | 16% (13, 20) 5%(3.4,7) | 41% (37, 45) 25% (22, 29)
p-value 0.0007 0.0012 0.88 0.48

B. CR1only

3-year estimates (95% Cl)
year HCT N Relapse NRM PFS (O]
2010-2016 | 389 | 45% (40, 50) | 10.4% (7.3, 13) | 45% (40, 50) | 51% (46, 56)
2027-2022 | 425 | 35% (30, 39) | 10.6% (7.8, 14) | 55% (50, 59) | 64% (59, 68)
p-value 0.0019 0.24 0.009 0.0014
Gr: grade. 95% Cl: 95% confidence interval.




Supplementary Table 2. Multivariable analysis results for (A) relapse, NRM, PFS, OS and (B) acute/chronic GVHD.
A. Relapse, NRM, PFS and OS

Relapse NRM PFS 0s
sHR | 95% ClI p-val | sHR| 95%ClI p-val | HR 95% ClI p-val | HR 95% ClI p-val
Year HCT 3=2017 vs <2017 063 | 0.53 ] 077 | <0001 | 0.85 | 0.62 | 1.16 | 029 | 0.69 | 0.59 | 0.82 | <0001 | 0.64 | 0.54 | 0.76 | <0001
Age >=60 vs <60 099 | 079 | 123 | 089 | 163 | 1.12 | 238 | 0011 | 1.17 | 097 | 142 | 0.10 | 1.27 | 1.04 | 1.55 | 0.019
Sex mismatch M<-F vs Oth 103 | 079 | 134 | 085 | 131|090 192| 016 | 115 | 093 | 141 | 020 | 117 | 094 | 145 | 0.17
Sex Muvs F 103 | 085 | 125 | 078 | 149 | 1.06 | 209 | 0024 | 118 | 1.00 | 1.29 | 0.06 | 125 | 1.04 | 149 | 0.015
AML type s-AML vs AML 125 | 101 | 1.54 | 004 | 095|067 | 136 | 080 | 119 | 1.00 | 1.43 | 0.054 | 123 | 1.02 | 148 | 0.032
Dicence status CR>=2 vs CR1 118 | 085 | 162 | 033 | 1.24 | 077 | 201| 038 | 125 | 097 | 162 | 009 | 117 | 089 | 153 | 027
Rel/IF vs CR1 141 | 111 | 1.80 | 0.0047 | 1.20 | 081 | 179 | 037 | 156 | 1.28 | 1.89 | <0001 | 151 | 123 | 1.85 | <0001
KPS <90 vs 90-100 104 | 085 | 127 | 072 | 127|089 181| 019 | 110 | 092 | 132 | 028 | 116 | 096 | 1.40 | 0.12
g:a[izi: SEro povVs neg 004 | 078|112 | 047 | 105|078 | 141| 077 | 095|082 | 111 053 | 089|076 | 104 014
2-4vs 0-1 107 | 088 | 131 | 050 | 1.24 | 088 | 173 | 022 | 118 | 099 | 1.40 | 007 | 127 | 1.06 | 153 | 0.01
HCT=Cl >=5 vs 0-1 116 | 089 | 1.51 | 028 | 1.96 | 1.31 | 293 | 0.001 | 159 | 1.20 | 1.98 | <0001 | 183 | 1.46 | 2.28 | <0001
Fﬂi;:;ﬁ”mg MAC vs RIC 0.69 | 0.55 | 0.87 | 0.0017 | 1.89 | 128 | 2.80 | 0.001 | 092 | 075 | 112 | 039 | 099|081 | 121| 001
Coll Source PBvs BM 100 | 077 | 1.30 | 098 | 086|057 | 129| 046 | 089 | 071 | 1.10| 027 | 084|067 | 105 | 012
Cord vs BM 065 | 0.35 | 119 | 0.16 | 160 | 0.62 | 408 | 033 | 073 | 045 | 120 | 022 | 078 | 046 | 131 | 035
Time from Dx >6m vs <=6m 007 | 077 | 123 | 080 | 103|072| 147| 085 | 100|083 | 121| 098 | 107|088 | 130 | 050
to transplant
Cytogenetic Intvs Low 105 | 063 | 174 | 085 | 296 | 1.06 | 829 | 0.039 | 149 | 095 | 232 | 008 | 162 | 0.99 | 264 | 0.053
risk High vs Low 199 | 120 | 333 | 001 | 249 | 087 | 7.16 | 0.00 | 258 | 1.64 | 405 | <0001 | 2.84 | 173 | 466 | <0001
MUD vs MRD 004 | 075 | 117 | 057 | 118 | 080 | 173 | 041 | 099 | 082 | 121| 095 | 1.22 | 0.99 | 150 | 0.06
HLA type Haplo vs MRD 0.51 | 0.34 | 078 | 0.0017 | 162 | 0.84 | 3.10 | 015 | 076 | 054 | 1.08 | 013 | 1.07 | 074 | 154 | 072
Mismatchvs MRD | 1.01 | 0.75 | 136 | 085 | 1.15 | 0.68 | 1.95 | 060 | 1.04 | 0.80 | 134 | 077 | 1.28 | 097 | 168 | 0.08
Tac/MTX/Sirvs Tac/MTX| 1.17 | 080 | 155 | 025 | 1.19 | 074 | 193 | 047 | 117 | 093 | 148 | 0.10 | 108 | 0.84 | 1.37 | 0.56
GVHD Tac/Sirvs Tac/MTX | 1.07 | 0.61 | 141 | 064 | 2.05| 1.38 | 3.05 | 0.0004 | 1.33 | 1.06 | 168 | 0014 | 1.35 | 1.07 | 1.72 | 0.013
Prophylaxis PTCYvs Tac/MTX | 068 | 050 | 092 | 0.012 | 1.14 | 067 | 192 | 063 | 086 | 066 | 1.12 | 026 | 090 | 068 | 1.19 | 044
Othervs Tac/MTX | 120 | 082 | 178 | 035 | 1.54 | 0.83 | 285 | 017 | 161 | 1.18 | 2.19 | 0.0027 | 173 | 1.25 | 2.38 | 0.0009




B. Acute and chronic GVHD

Gr. l1-1V acute GVHD

Gr. HI-1V acute GVHD

Chronic GVHD

Mod-Severe chronic GVHD

sHR 95% Cl p-val | sHR 95% CI p-val | sHR 95% CI p-val | sHR 95% CI p-val
Year HCT ==2017 vs <2017 066 | 051|085 | 00012 ) 051 | 033 | 072 | 00025 ( 094 | 079 | 113 | 0538 | 0.85 | 067 | 1.07 | 016
Age ==60 vs <60 059 | 072 | 137 | 097 1.00 | 060 | 1686 | 0.98 0591|074 113 | 039 (089|075 131 | 096
Sex mismatch Mz-Fvs Oth 024 | 059 | 1.19 | 033 0.20 | 046 | 1.40 0.44 1.08 | 0.83 | 139 | 057 113 | 0.82 | 154 | 046
Sex Mwvs F 138 ) 105 | 1.80 | 0.02 160 | 104 | 246 | 0034 | 102 | 085 124 | 081 | 0585|075 1.22 | 065
AML type g-AMLvs AML 088 | 065 121 044 101 | 062 | 166 | 096 101 (080 ) 126 | 095 | 085|066 120 | 043
Disease CR>=2 vs CR1 119 (072 | 181 043 | 0597 (048 | 1586 | 082 (077|057 | 104 ) OO9 (076|051 113 | 017
status Rel/IF vs CR1 1.3% | 1.00 | 194 | 005 126 | 0.74 | 215 0.40 077 | 059 1.00 | 0.053 | 085 | 062 | 112 | 033
KPS <90 vs 90-100 091 | 069 | 1.21 0.52 125 | 077 | 203 | 037 086 | 071 ) 104 | 012 (083|065 105 | 012
g:actzll: SETo pov vs neg 053 (073 118 | 054 | 050 060 | 133 | 058 112 (093] 133 | 023 [ 115 | 0582 | 143 | 0.21
HCT-Cl 2-4vs0-1 113 | 086 | 145 | 038 135 (0828 ) 2195 | 016 (0582 | 0281|1159 085 (082|065 | 112 029
»=hvs (-1 130 ( 091 ) 188 | 015 122 (101 329 | 0047 | 085 | 065 | 110 021 (095|053 | 1.05 | 0.09
Conditioning MAC vs RIC 133 | 096 | 184 | 0.09 147 | 086 | 252 | 0.16 111 | 0859 | 138 | 034 1.09 | 0.82 | 145 | 0.55
Intensity
PBvs BM 145 | 097 | 218 | 007 145 | 0.79 | 268 | 0.23 142 | 1.09 | 185 | 0.01 1.94 [ 131 | 2.86 |0.0008
Cell Source Cord vs BM 186 | 0.85 | 404 | 012 229 |1 074 | 7068 | 015 1.00 | 051 | 196 1.00 075 | 029 | 1.99 | 0.57
Time from Dx >6m vs <=6m 092 | 068 | 125| 061 | 1.02| 061|170 | 095 | 1.06 | 085 | 1.32 | 060 | 113 | 0.85 | 149 | 0.41
to transplant
Cytogenetic Int vs Low 157 | 082 | 439 010 5.16 | 0.70 |38.08| 0.11 0592 | 062 | 137 | 070 114 | 065 | 2.00 | 0564
risk High vs Low 228 (101|513 | 005 | 481 | 061 (3501 014 | 075|045 | 115 01% | 0585 | 055 | 179 | 0497
MUD vs MRD 116 | 0.83 | 160 | 039 100 (059 ) 1.71 | 04589 111 (089 ) 1383 | 036 | 122|097 ) 169 | 0.08
HLA type Haplovs MRD 110 | 062 | 194 | 0.75 067 | 024 | 192 | 048 062 | 040 | 097 | 0036 | 055 | 030 | 1.02 | 0.06
Mismatch vs MRD 180 | 1.20 | 269 | 00044 | 145 | 078 | 272 | 0.24 104 | 077 | 142 | 079 | 095 | 064 | 1.42 | 0.80
Tac/MTX/Sirvs Tac/MTX| 0.82 | 055 | 1.22 | 032 166 | 088 | 311 0.11 112 | 086 | 147 | 039 1.08 | 0.77 | 1.50 | 087
GVHD Tac/5ir vs Tac/MTX 1.05 | 0.71 | 1.55 0.20 145 | 082 | 270 0.19 1.03 | 0.79 | 135 0.82 141 ( 1.05 | 185 | 0.02
Prophylaxis PTCY vs Tac/MTX 084 | 056 | 1.26 | 040 078 | 037 | 162 | 051 046 | 0.33 | 064 | <0001 | 037 | 0.23 | 0.55 |<.0001
Other vs Tac/MTX 118 | 0.72 | 193 | 052 166 (| 080 | 344 | 018 ([ 040 ( 025 | 066 | 0.0003 ( 0.33 | 017 | 0.67 | 0.002
sHR: subdistribution hazard ratio. M: male. F: female. M<-F: male patient with female donor. Oth: Other. s-AML: secondary AML. CR: complete
remission. Rel/lF: relapse or induction failure. MAC: myeloablative conditioning. RIC: reduced conditioning. KPS: karnofsky performance score. Pt:
patient. CMV sero status: cytomegalovirus serologic status. Pos: positive. Neg: negative. HCT-CIl: HCT comorbidity index. PB: peripheral blood. BM:

6




bone marrow. 8/8 MUD: 8/8 matched unrelated donor. 8/8 MRD: 8/8 matched related donor. Tac: tacrolimus. MTX: methotrexate. Sir: sirolimus. PTCY:
post-transplant cyclophosphamide



Supplementary Table 3. Interaction between year of transplant and conditioning intensity
and disease status.

(A). According to conditioning intensity and year of transplant

3-year estimates (95% ClI)
N Relapse NRM PFS 0s
<2017 | 304 53% (47, 58) 8.9% (6, 13) 37% (32, 43) 45% (39, 51)
RIC 22017 | 305 39% (33, 44) 11% (7.7, 15) 50% (44, 56) 57% (51, 62)
p-value <0.0001 0.13 0.0009 0.0085
<2017 | 308 44% (38, 49) 13% (9, 17) 44% (38, 49) 49% (43, 54)
MAC >2017 | 252 | 32% (26, 38) 11% (7.7, 16) 57% (50, 63) 68% (61, 73)
p-value 0.01 0.72 0.004 <0.0001
RIC: reduced intensity conditioning. MAC: myeloablative conditioning
(B ) Multivariable analysis results for conditioning regimens
Relapse NRM
sHR 95% ClI p-val sHR 95% ClI p-val
Flu/Bu2 vs Flu/Bul 0.74 | 0.51 | 1.07 0.11 1.11 | 0.57 | 2.15 0.77
RIC Flu/Mel=ATG vs Flu/Bul 0.30 | 0.16 | 0.55 | <.0001 | 2.30 | 0.95 | 5.58 0.07
Flu/Cy/TBI vs Flu/Bul 0.52 031|087 | 0.014 |133|0.45|3.88| 0.60
MAC Flu/Bu4 vs Cy/TBI 1.12 | 0.76 | 1.65 0.57 0.44 |1 0.26 | 0.74 | 0.0019
Bu/Cy vs Cy/TBI 1.32 | 0.76 | 2.31 0.33 0.25] 0.07 | 0.91 | 0.035

sHR: subdistribution hazard ratio

(C) According to disease status and year of transplant

3-year estimates (95% ClI)
N Relapse NRM PFS 0s
<2017 | 490 45% (41, 50) 10.6% (8,14) 44% (40, 49) 51% (47,56)
CR >=2017 | 486 35% (30, 39) 10% (7.7,13) 55% (50, 59) 64% (59,68)
p-value 0.001 0.58 0.0016 0.0004
<2017 | 122 61% (51, 69) 12% (7,19) 27% (19,34) 31% (23, 39)
NoCR | >=2017 | 71 43% (31, 54) 17% (9,27) 40% (29,52) 48% (36, 59)
p-value 0.01 0.45 0.02 0.01

CR: complete remission. No CR: no complete remission




Supplementary Table 4. Effect of GVHD on relapse, NRM, PFS and OS. Multivariable Cox
model was used treating acute and chronic GVHD as time dependent variables. (A) for the
entire cohort (N=1169). (B) For patients transplanted since 2017 (N=557). (C) For patients who
received post-transplant cyclophosphamide (PTCY) GVHD prophylaxis. For relapse and NRM,

these are cause-specific hazards models.

(A) All Cohort (N=1169)

Relapse NEM PF3 03
HR 95%ClI p-val | HR 95%Cl p-val | HR 95%ClI p-val [ HR 95%ClI p-val
2vs0-1 100 | 0.76 | 1.32 | 099 | 162 | 1.04 | 251 | 0.03 | 1.12 | 089 | 142 | 032 | 1.16 | 0.92 | 1458 | 0.21
aGVHD |3vs0-1 0.85 | 0.52 | 1.39 | 0.52 | 490 | 3.17 | 7.57 |<.0001| 1.74 | 1.27 | 2.37 |0.0005| 1.52 | 1.11 | 2.09 [0.0098
4ys0-1 193 | 098 | 3.582 | 0.06 | 599 | 2.97 | 12.10 |<.0001| 2.96 | 1.86 | 4.72 |<.0001| 4.12 | 2.57 | 6.61 [<.0001
mild vs no 0.59 | 0.39 | 0.90 |0.014| 138 | 0.80 | 238 | 0.25 | 0.75 | 0.54 | 1.05 | 0.09 | 0.28 | 0.20 | 0.38 [<.0001
cGVHD |mod vs no 0.43 | 0.27 | 0.67 |0.0002| 1.01 | 0.60 | 1.69 | 0.97 | 0.58 | 0.42 | 0.80 |0.0009| 0.21 | 0.15 | 0.28 [<.0001
SEevere vs no 026 | 0.14 | 0.49 |<.0001| 245 | 1.55 | 3.90 |0.0001| 0.81 | 0.59 | 1.12 | 0.20 | 0.35 | 0.26 | 0.47 [<.0001
(B) >=2017 only (N=557)
Relapse NRM PF5 0s
HR 95%ClI p-val | HR 95%Cl p-val [ HR 95%Cl p-val | HR 95%Cl p-val
2vs0-1 1.14 | 0.81 | 162 | 045 | 1.59 | 0.88 | 2.89 | 0.13 | 1.21 | 090 | 163 | 0.21 | 1.30 | 095 | 1.77 | 0.10
aGVHD |3vs0-1 090 | 049 | 1.67 | 0.75 | 10.0 | 5.65 | 17.86 |<.0001| 2.12 | 1.44 | 3.11 |0.0001| 1.81 | 1.24 | 2.66 [0.0023
4ys0-1 150 | 0.55 | 413 | 043 | 9.61 | 3.87 | 23.90 |<.0001| 2.581 | 1.49 | 530 |0.0014| 4.21 | 2.22 | 7.99 [<.0001
mild vs no 0.50 | 0.30 | 0.82 |0.0064| 151 | 0.77 | 296 | 0.24 | 0.66 | 0.45 | 0.95 | 0.039 | 0.26 | 0.18 | 0.38 [<.0001
cGVHD |mod vs no 0.32 | 0.18 | 0.56 |<.0001| 127 | 0.68 | 236 | 0.45 | 0.53 | 0.36 | 0.77 | 0.001 | 0.20 | 0.14 | 0.29 [<.0001
SEevere vs no 0.24 | 0.11 | 0.52 |0.0003| 3.43 | 1.89 | 6.21 |<.0001| 0.81 | 0.55 | 1.20 | 0.29 | 0.36 | 0.25 | 0.53 [<.0001
(C) PTCy only (N=164)
Relapse NRM PFS 05
HR 95%ClI p-val | HR 95%Cl p-val [ HR 95%Cl p-val | HR 95%Cl p-val
AGVHD 2vs0-1 205 | 096 | 438 |0.063 | 165 | 0.32 | 875 | 0.54 | 192 | 098 | 3.79 |0.059 | 2.45 | 1.13 | 529 | 0.023
3-4vys0-1 086 | 0.23 | 3.24 | 0.82 | 1068 | 1.45 (7862 0.02 | 1.74 | 066 | 460 | 0.26 | 3.38 | 1.28 | 595 | 0.014
<GVHD mild vs no 025 | 0.04 | 216 | 022 | 1.03 | 0.08 (1292 | 0.98 | 0.41 | 0.09 | 1.85 | 0.25 | 0.16 | 0.04 | 0.75 | 0.02
mod-sevvsno| 0.52 | 0.12 | 234 | 040 | 265 | 0.23 | 31.29| 043 | 0.70 | 0.20 | 245 | 0.58 | 0.27 | 0.08 | 0.95 | 0.047

aGVHD: acute GVHD. cGVHD: chronic GVHD.

Note: For the PTCY cohort, grade Il and IV acute GVHD were combined due to a small number of events (7
grade Illl and 2 grade IV acute GVHD cases). Similarly moderate (N=12) and severe chronic GVHD (N=3)
were combined.




Supplementary Table 5. Landmark analysis at 2 years post transplant (N=527).

Multivariable analysis to assess the effect of chronic GVHD on outcomes for long term

survivors. Mild, moderate and severe chronic GVHD denote those who developed chronic
GVHD within 2 years of transplant. No chronic GVHD denotes those with no history of chronic
GVHD within 2 years of transplant. Cox model was used for OS and PFS and Fine and Gray

model was used for NRM and relapse. sHR: subdistribution hazard ratio. HR: hazard ratio. CI:
confidence interval.

Relapse NRM PF5 0S
sHR 95% Cl | p-val| sHR 95% Cl p-val | HR 95% Cl p-val | HR 95% Cl p-val
Mild vs No cGVHD 1.00 | 044 | 225|099 | 182 |0.77 | 430|017 | 130 |0.75|228 | 035 | 158 (0487|286 | 0.13
Moderate vs NocGVHD | 0.57 | 0.23 | 1.41 | 0.22 | 225 | 099 | 5.06 |0.052| 1.11 | 0.65 | 1.90 | 0.71 | 120 | 0.66 | 2.16 | 0.55
Severevs NocGVHD | 0.44 | 0.18 | 1.11 | 0.08 | 6.73 | 3.01 |15.06|<.0001| 2.51 | 1.50 | 4.19 | 0.0004 | 2.89 | 1.66 | 5.03 | 0.0002
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Supplementary Table 6. Post relapse survival according to year of transplant, time from
transplant to relapse, HLA type and first relapse site.

Year of transplant N 2yr post relapse survival (95% ClI) HR (95% Cl)
2010-2016 314 12.6% (9, 17) Ref
2017-2022 202 23% (17, 29) 0.61(0.49, 0.76)

p-value 0.00003 <.0001
Months from transplant to 2yr post relapse survival (95% ClI) HR (95% Cl)
relapse N
<=3m 144 5% (2.3,9.7) 3.04 (2.25,4.1)
3-<=6m 174 11% (6.8, 16) 2.06 (1.54,2.76)
6-<=12m 85 24% (15, 34) 1.4(.01, 1.96)
>12m 113 34% (25, 43) Ref
p-value <0.00001 <0.0001*,0.045**
HLA type N 2yr post relapse survival (95% Cl) HR (95% Cl)
8/8 MRD 122 29% (21, 37) Ref
No 8/8 MRD 394 12.7% (9, 16) 1.78(1.39, 2.28)
p-value <0.0001 <.0001
Relapse site N2 | 2yrpostrelapse survival (95% Cl) HR (95% Cl)
BM 433 14% (11, 18) Ref
BM+EM 33 17% (6.7, 30) 1.39(0.92, 2.09)
EM 47 38% (25, 55) 0.43(0.28, 0.65)
p-value 0.0056 0.12° <0.0001°

Ref: reference group. yr: year. 95% CI: 95% confidence interval.

HR: hazard ratio from multivariable Cox model for post relapse survival from date of first
relapse. * for comparison between <=3m and >12m and between 3-<=6m and >12m. **:
comparison between 6-<=12m and >12m. 2: 3 patients with relapse site unavailable were
excluded. °: for comparison between BM+EM vs BM. ¢: for comparison between EM vs BM.
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Supplementary Figure 1. (A) Log relative hazard of relapse against year of transplantation.
(B) Log relative hazard of PFS against year of transplantation. Cause-specific proportional
hazards model was used for relapse. Solid line: estimated restricted cubic spline function
relating year of transplantation to each outcome using Cox model. Dotted line: 95% confidence
interval. The actual year was subtracted by 2000 for ease of visual presentation. For example,
year 2022 is denoted as 22.
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Supplementary Figure 2. Cumulative incidence of chronic GVHD according to
PTCY use. (A) no PTCY group. (B) PTCY group. Gray test was used for group comparison.
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Supplementary Figure 3. Post relapse survival according to year of transplant and
conditioning intensity
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