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Supplemental Table 1. High risk status vs TP53 alteration.

] High Risk”
TP53 alteration Total P valuel!
N Y
0.006
Wildtype 11 (73%) | 16 (59%) | 27 (64%)
Deletion 4 (27%) 1(3.7%) 5 (12%)
Mutation 0 (0%) 1(3.7%) | 1(2.4%)
Mutation and deletion/loss of heterozygosity | 0 (0%) 9 (33%) 9 (21%)
Total 15 (100%) | 27 (100%) | 42 (100%)

*All samples with bi-allelic inactivation of TP53 are included in the high-risk group per protocol
Fisher's exact test

N, no; Y, yes





