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Images from the Haematologica Atlas of Hematologic Cytology: MYH9-related disease
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Acharacteristic of MYH9-related disease (MYH9-RD), the most frequent inherited thrombocytopenia, is the presence
of aggregated MYH9 protein in the cytoplasm of neutrophils. Immunofluorescence staining of normal neutrophils
shows the homogneous distribution of MYH9 protein (A). In MYH9-RD MYH9 protein aggregates due to mutations

in the N- or C-terminus. C-terminal mutations usually result in one or a few large aggregates which potentially associate
with small aggregates (B), while N-terminal mutations (mutations in the motor domain) of MYH9 lead to the formation of
many small aggregates only (C). Both small and large aggregates, named Döhle-like inclusion bodies, are detectable by
immunofluorescence analysis of all neutrophils of all patients with a detection specificity and sensitivity close to 100%.
However, in May-Grünwald-Giemsa stained blood films, these aggregates are more difficult to identify and are only detect-
ed in a small percentage of neutrophils in around 50% of patients. Due to their characteristic round or spindle shape large
aggregates are more easily identified as light blue corpuscles usually located at the cell periphery (D to F), whereas small
aggregates (G to I, arrows) are more difficult to identify.1
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