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STAT5B mutations in myeloid neoplasms differ by disease

subtypes but characterize a subset of chronic myeloid

neoplasms with eosinophilia and/or basophilia
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Supplemental table 1

[ID [STAT5B mutation  |VAF (%) |
MDS

1 .1924A>C p.N642H [13.96
2 .1909G>A p.E637K  [1.51
3 c.1924A>C p.N642H [14.8
4 c.2018G>A p.R673Q  [31.55
5 .1924A>C p.N642H |47.5
6 .1924A>C p.N642H [20.78
7 .1924A>C p.N642H  [38.31
8 .1924A>C p.N642H [58.19
9 .1924A>C p.N642H  [43.82
10 .1924A>C p.N642H [1.76
11 .1924A>C p.N642H  [2.03
12 .1924A>C p.N642H [51.2
13 .1924A>C p.N642H [30.2
14 .1924A>C p.N642H [29.3
15 .1924A>C p.N642H |22

16 .1924A>C p.N642H [9.5
17 c.1903T>A p.5635T  [2.8
18 .1924A>C p.N642H [1.6
19 c.2117A>T p.Q706L _ [9

20 c.1882A>T p.76285 _ [24.6
21 .1924A>C p.N642H |51

22 c.2110A>C p.I704L |8

23 c.1882A>T p.76285 _ [49
AML

1 .1924A>C p.N642H  [4.43
2 c.1924A>C p.N642H [1.88
3 c.1972G>A p.D658N  [46.42
4 .1924A>C p.N642H  [31.49
5 .1924A>C p.N642H  [4.55
6 .1924A>C p.N642H  [6.99
7 .1924A>C p.N642H  [3.79
8 .1924A>C p.N642H  [45.2
9 .1924A>C p.N642H |16

10 .1924A>C p.N642H  [32.3
11 .1924A>C p.N642H 5.1
12 c.1883C>G p.76285  [1.1
13 .1924A>C p.N642H |11




14 c.2135T>A, p.V712E |4.9
15 c.1924A>C p.N642H |5.5
16 c.1924A>C p.N642H |42.5
17 c.1924A>C p.N642H |10

18 c.1924A>C p.N642H |7

19 c.1924A>C p.N642H |51

20 c.1924A>C p.N642H |5

21 c.863A>T p.Q288L 53
MPN

1 c.1924A>C p.N642H |4.46
2 c.1924A>C p.N642H |4.03
3 c.1924A>C p.N642H |2.65
4 ¢.1994A>T p.Y665F 31.55
5 c.1924A>C p.N642H |3.41
6 c.1924A>C p.N642H |33.03
7 ¢.1994A>T p.Y665F 1.41
8 c.1924A>C p.N642H |11

9 ¢.1924A>C p.N642H |50

10 ¢.1994A>T p.Y665F 7
MDS/MPN

1 c.1924A>C p.N642H |2.8

2 ¢.1994A>T p.Y665F 18.6
3 c.1924A>C p.N642H |41.95
4 c.1924A>C p.N642H |5.2

5 c.1924A>C p.N642H |47.95
6 c.1924A>C p.N642H 49.93
7 c.1924A>C p.N642H [28.3
8 ¢.1994A>T p.Y665F 15.6
9 c.1924A>C p.N642H |4.9
10 c.1924A>C p.N642H |4.2
11 c.1924A>C, p.N642H |5.5
12 c.1924A>C p.N642H |43

13 c.1909G>A p.E637K  ]49.2
14 c.1924A>C p.N642H |1.46
15 c.1924A>C p.N642H |57.2
CEL-NOS

1 c.1924A>C p.N642H |78.5
2 c.1924A>C p.N642H |45.39




3 c.1924A>C p.N642H |37.1
4 c.1924A>C p.N642H |61.26
5 c.1924A>C p.N642H |47.95
6 €.1924A>C p.N642H [35.9
7 ¢.1994A>T p.Y665F 38.8
c.1282G>A p.D428N [29.6
8 c.1924A>C p.N642H |7
9 c.1924A>C p.N642H |46
10 c.1924A>C p.N642H (23
11 c.1924A>C p.N642H |43
12 c.1924A>C p.N642H |49
SM
[1 [c.1924A>Cp.N642H [43.7 |
Supplemental table 2
STAT5B mutation MDS (23) AML MPN |MDS/MPN |CEL-NOS [SM [in COSMIC [Somatic |Activating |Previously reported cases
€.1924A>C p.N642H 16 (70%) 17 7 12 11 1 |Yes Yes Yes Most common hot spots
¢.863A>T p.Q288L 0 1 0 0 0 0 |[Yes Unknown |Unknown |bile duct adenocarcinoma
¢.1282G>A p.D428N 0 0 0 0 1 0 |No Unknown |Unknown |None
c.1882A>T p.T628S 2 1 0 0 0 0 |Yes Yes Unknown [B-ALL, MDS-RS, T-ALL, T-LGL, T-PLL
¢.1903T>A p.S635T 1 0 0 0 0 0 [No Unknown [Unknown [None
¢.1909G>A p.E637K 1 0 0 1 0 0 [No Unknown [Unknown [None
¢.1972G>A p.D658N 0 1 0 0 0 0 |[Yes Yes Unknown |breast carcinoma
¢.1994A>T p.Y665F 0 0 3 2 1 0 |Yes Yes Yes T-ALL, HSTCL, MF/SS, T-LGL, T-PLL
¢.2018G>A p.R673Q 1 0 0 0 0 0 [No Unknown [Unknown [None
¢.2110A>C p.I704L 1 0 0 0 0 0 |Yes Yes Yes T-LGL
c.2117A>T p.Q706L 1 0 0 0 0 0 |Yes Yes Unknown |Gl adenocarcinoma, T-LGL, T-PLL
c.2135T>A, p.V712E 0 1 0 0 0 0 |Yes Yes Unknown |MF/SS, MDS-RS, T-ALL, T-LGL,




